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RNA INTERFERENCE MEDIATED INHIBITION OF GENE EXPRESSION 
USING SHORT INTERFERING NUCLEIC ACID (siNA) 

This invention claims the benefit of Beigelman USSN 60/358,580 filed February 
20, 2002, of Beigelman USSN 60/363,124 filed March 11, 2002, of Beigelman USSN 
5 60/386,782 filed June 6, 2002, of Beigelman USSN 60/406,784 filed August 29, 2002, of 
Beigelman USSN 60/408,378 filed September 5, 2002, of Beigelman USSN 60/409,293 
filed September 9, 2002, and of Beigelman USSN 60/440,129 filed January 15, 2003. 
These applications are hereby incorporated by reference herein in their entireties, 
including the drawings. 

10 Field Of The Invention 

The present invention concerns methods and reagents useful in modulating gene 
expression in a variety of applications, including use in therapeutic, diagnostic, target 
validation, and genomic discovery applications. Specifically, the invention relates to 
small nucleic acid molecules, such as short interfering nucleic acid (siNA), short 
15 interfering RNA (siRNA), double-stranded RNA (dsRNA), micro-RNA (miRNA), and 
short hairpin RNA (shRNA) molecules capable of mediating RNA interference (RNAi). 

Background Of The Invention 

The following is a discussion of relevant art pertaining to RNAi. The discussion is 
provided only for understanding of the invention that follows. The summary is not an 
20 admission that any of the work described below is prior art to the claimed invention. 
Applicant demonstrates herein that chemically modified short interfering nucleic acids 
possess the same capacity to mediate RNAi as do siRNA molecules and are expected to 
possess improved stability and activity in vivo; therefore, this discussion is not meant to 
be limiting only to siRNA and can be applied to siNA as a whole. 

25 RNA interference refers to the process of sequence-specific post-transcriptional 

gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et al t 1 998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
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evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes and is commonly shared by diverse flora and phyla (Fire et al, 1999, 
Trends Genet, 15, 358). Such protection from foreign gene expression may have evolved 
in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
5 infection or from the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
from the interferon response that results from dsRNA-mediated activation of protein 
10 kinase PKR and 2 , ,5 , -oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease EI 
enzyme referred to as dicer. Dicer is involved in the processing of the dsRNA into short 
pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al, 2001, 

15 Nature, 409, 363). Short interfering RNAs derived from dicer activity are typically about - 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes (Elbashir 
et al, 2001, Genes Dev., 15, 188). Dicer has also been implicated in the excision of 21- 
and 22-nucleotide small temporal RNAs (stRNAs) from precursor RNA of conserved 
structure that are implicated in translational control (Hutvagner et al, 2001, Science, 293, 

20 834). The RNAi response also features an endonuclease complex, commonly referred to 
as an RNA-induced silencing complex (RISC), which mediates cleavage of single- 
stranded RNA having sequence complementary to the antisense strand of the siRNA 
duplex. Cleavage of the target RNA takes place in the middle of the region 
complementary to the antisense strand of the siRNA duplex (Elbashir et al, 2001, Genes 

25 Dev., 15, 188). 

RNAi has been studied in a variety of systems. Fire et al, 1998, Nature, 391, 806, 
were the first to observe RNAi in C. elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al, 
2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
30 Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates 
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(Elbashir et al, 2001, EMBO X, 20, 6877) has revealed certain requirements for siRNA 
length, structure, chemical composition, and sequence that are essential to mediate 
efficient RNAi activity. These studies have shown that 21 -nucleotide siRNA duplexes 
are most active when containing 3'-terminal dinucleotide overhangs. Furthermore, 
5 complete substitution of one or both siRNA strands with 2-deoxy (2 f -H) or 2 ! -0-methyl 
nucleotides abolishes RNAi activity, whereas substitution of the S'-terminal siRNA 
overhang nucleotides with 2-deoxy nucleotides (2'-H) was shown to be tolerated. Single 
mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
10 target RNA is defined by the 5'-end of the siRNA guide sequence rather than the 3 ! -end of 
the guide sequence (Elbashir et al, 2001, EMBO J., 20, 6877). Other studies have 
indicated^ that a 5 ! -phosphate on the target-complementary strand of a siRNA duplex is 
required for siRNA activity and that ATP is utilized to maintain the S'-phosphate moiety 
on the siRNA (Nykanen et al, 2001, Cell, 107, 309). 

15 Studies have shown that replacing the 3 '-terminal nucleotide overhanging segments 

of a 21-mer siRNA duplex having two -nucleotide 3-overhangs with 
' deoxyribonucleotides does not have an adverse effect on RNAi activity. Replacing up to 
four nucleotides on each end of the siRNA with deoxyribonucleotides has been reported 
to be well tolerated, whereas complete substitution with deoxyribonucleotides results in 

20 no RNAi activity (Elbashir et al, 2001, EMBO J., 20, 6877). In addition, Elbashir et al, 
supra, also report that substitution of siRNA with 2'-0-methyl nucleotides completely 
abolishes RNAi activity. Li et al, International PCT Publication No. WO 00/44914, and 
Beach et al, International PCT Publication No. WO 01/68836 preliminarily suggest that 
siRNA may include modifications to either the phosphate-sugar backbone or the 

25 nucleoside to include at least one of a nitrogen or sulfur heteroatom, however, neither 
application postulates to what extent such modifications would be tolerated in siRNA 
molecules, nor provides any further guidance or examples of such modified siRNA. 
Kreutzer et al, Canadian Patent Application No. 2,359,180, also describe certain 
chemical modifications for use in dsRNA constructs in order to counteract activation of 

30 double-stranded RNA-dependent protein kinase PKR, specifically 2-amino or 2-0- 
methyl nucleotides, and nucleotides containing a 2'-0 or 4 f -C methylene bridge. 
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However, Kreutzer et al similarly fails to provide examples or guidance as to what extent 
these modifications would be tolerated in siRNA molecules. 



Parrish et al, 2000, Molecular Cell, 6, 1977-1087, tested certain chemical 
modifications targeting the unc-22 gene in C elegans using long (>25 nt) siRNA 
5 transcripts. The authors describe the introduction of thiophosphate residues into these 
siRNA transcripts by incorporating thiophosphate nucleotide analogs with T7 and T3 
RNA polymerase and observed that RNAs with two phosphorothioate modified bases 
also had substantial decreases in effectiveness as RNAi. Further, Parrish et al reported 
that phosphorothioate modification of more than two residues greatly destabilized the 

10 RNAs in vitro such that interference activities could not be assayed. Id. at 1081. The 
authors also tested certain modifications at the 2 ! -position of the nucleotide sugar in the 
long siRNA transcripts and found that substituting deoxynucleotides for ribonucleotides 
produced a substantial decrease in interference activity, especially in the case of Uridine 
to Thymidine and/or Cytidine to deoxy-Cytidine substitutions. Id. In addition, the 

15 authors tested certain base modifications, including substituting, in sense and antisense 
strands of the siRNA, 4-thiouracil, 5-bromouracil, 5-iodouracil, and 3-(aminoallyl)uracil 
for uracil, and inosine for guanosine. Whereas 4-thiouracil and 5-bromouracil 
substitution appeared to be tolerated, Parrish reported that inosine produced a substantial 
decrease in interference activity when incorporated in either strand. Parrish also reported 

20 that incorporation of 5-iodouracil and 3-(aminoallyl)uracil in the antisense strand resulted 
in a substantial decrease in RNAi activity as well. 

The use of longer dsRNA has been described. For example, Beach et al, 
International PCT Publication No. WO 01/68836, describes specific methods for 
attenuating gene expression using endogenously-derived dsRNA. Tuschl et al, 

25 International PCT Publication No. WO 01/75164, describe zDrosophila in vitro RNAi 
system and the use of specific siRNA molecules for certain functional genomic and 
certain therapeutic applications; although Tuschl, 2001, Chem. Biochem., 2, 239-245, 
doubts that RNAi can be used to cure genetic diseases or viral infection due to the danger 
of activating interferon response. Li et al, International PCT Publication No. WO 

30 00/44914, describe the use of specific dsRNAs for attenuating the expression of certain 
target genes. Zemicka-Goetz et al, International PCT Publication No. WO 01/36646, 
describe certain methods for inhibiting the expression of particular genes in mammalian 
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cells using certain dsRNA molecules. Fire et al, International PCT Publication No. WO 
99/32619, describe particular methods for introducing certain dsRNA molecules into cells 
for use in inhibiting gene expression. Plaetinck et al, International PCT Publication No. 
WO 00/01846, describe certain methods for identifying specific genes responsible for 
5 conferring a particular phenotype in a cell using specific dsRNA molecules. Mello et al, 
International PCT Publication No. WO 01/29058, describe the identification of specific 
genes involved in dsRNA-mediated RNAi. Deschamps Depaillette et al, International 
PCT Publication No. WO 99/07409, describe specific compositions consisting of 
particular dsRNA molecules combined with certain anti-viral agents. Waterhouse et al, 
10 International PCT Publication No. 99/53050, describe certain methods for decreasing the 
phenotypic expression of a nucleic acid in plant cells using certain dsRNAs. Driscoll et 
al, International PCT Publication No. WO 01/49844, describe specific DNA constructs 
for use in facilitating gene silencing in targeted organisms. 

Others have reported on various RNAi and gene-silencing systems. For example, 

15 Parrish et al, 2000, Molecular Cell, 6, 1977-1087, describe specific chemically-modified 
siKNA constructs targeting the unc-22 gene of C. elegans. Grossniklaus, International 
PCT Publication No. WO 01/38551, describes certain methods for regulating polycomb 
gene expression in plants using certain dsRNAs. Churikov et al, International PCT 
Publication No. WO 01/42443, describe certain methods for modifying genetic 

20 characteristics of an organism using certain dsRNAs. Cogoni et al, International PCT 
Publication No. WO 01/53475, describe certain methods for isolating a Neurospora 
silencing gene and uses thereof. Reed et al, International PCT Publication No. WO 
01/68836, describe certain methods for gene silencing in plants. Honer et al, 
International PCT Publication No. WO 01/70944, describe certain methods of drug 

25 screening using transgenic nematodes as Parkinson's Disease models using certain 
dsRNAs. Deak et al, International PCT Publication No. WO 01112114, describe certain 
Drosophila-derivcd gene products that may be related to RNAi in Drosophila. Arndt et 
al, International PCT Publication No. WO 01/92513 describe certain methods for 
mediating gene suppression by using factors that enhance RNAi. Tuschl et al, 

30 International PCT Publication No. WO 02/44321, describe certain synthetic siRNA 
constructs. Pachuk et al, International PCT Publication No. WO 00/63364, and 
Satishchandran et al, International PCT Publication No. WO 01/04313, describe certain 
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methods and compositions for inhibiting the function of certain polynucleotide sequences 
using certain dsRNAs. Echeverri et al, International PCT Publication No. WO 02/38805, 
describe certain C. elegans genes identified via RNAi. Kreutzer et al, International PCT 
Publications Nos. WO 02/055692, WO 02/055693, and EP 1144623 Bl describes certain 
5 methods for inhibiting gene expression using RNAi. Graham et al, International PCT 
Publications Nos. WO 99/49029 and WO 01/70949, and AU 4037501 describe certain 
vector expressed siRNA molecules. Fire et al, US 6,506,559, describe certain methods 
for inhibiting gene expression in vitro using certain long dsRNA (greater than 25 
nucleotide) constructs that mediate RNAi. 



10 SUMMARY OF THE INVENTION 

This invention relates to compounds, compositions, and methods useful for 
modulating RNA function and/or gene expression in a cell. Specifically, the instant 
invention features synthetic small nucleic acid molecules, such as short interfering nucleic 
acid (siNA), short interfering RNA (siRNA), double-stranded RNA (dsRNA), micro- 

15 RNA (miRNA), and short hairpin RNA (shRNA) molecules capable of modulating gene 
expression in cells by RNA inference (RNAi). The siRNA of the instant invention can be 
chemically synthesized, expressed from a vector or enzymatically synthesized. The use 
of chemically modified siNA can improve various properties of native siRNA molecules 
through increased resistance to nuclease degradation in vivo and/or improved cellular 

20 uptake. The chemically modified siNA molecules of the instant invention provide useful 
reagents and methods for a variety of therapeutic, diagnostic, agricultural, target 
validation, genomic discovery, genetic engineering and pharmacogenomic applications. 

In a non-limiting example, the introduction of chemically modified nucleotides into 
nucleic acid molecules provides a powerful tool in overcoming potential limitations of in 

25 vivo stability and bioavailability inherent to native RNA molecules that are delivered 
exogenously. For example, the use of chemically modified nucleic acid molecules can 
enable a lower dose of a particular nucleic acid molecule for a given therapeutic effect 
since chemically modified nucleic acid molecules tend to have a longer half-life in serum. 
Furthermore, certain chemical modifications can improve the bioavailability of nucleic 

30 acid molecules by targeting particular cells or tissues and/or improving cellular uptake of 
the nucleic acid molecule. Therefore, even if the activity of a chemically modified 
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nucleic acid molecule is reduced as compared to a native nucleic acid molecule, for 
example when compared to an all RNA nucleic acid molecule, the overall activity of the 
modified nucleic acid molecule can be greater than the native molecule due to improved 
stability and/or delivery of the molecule. Unlike native unmodified siRNA, chemically 
5 modified siNA can also minimize the possibility of activating interferon activity in 
humans. 

The siKNA molecules of the invention can be designed to inhibit gene expression 
through RNAi targeting of a variety of RNA molecules. In one embodiment, the siRNA 
molecules of the invention are used to target various RNAs corresponding to a target 

10 gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), alternate 
RNA splice variants of target gene(s), post-transcriptionally modified RNA of target 
gene(s), pre-mRNA of target gene(s). If alternate splicing produces a family of transcipts 
that are distinguished by usage of appropriate exons, the instant invention can be used to 
inhibit gene expression through the appropriate exons to specifically inhibit or to 

15 distinguish among the functions of gene family members. For example, a protein that 
contains an alternatively spliced transmembrane domain can be expressed in both 
membrane bound and secreted forms. Use of the invention to target the exon containing 
the transmembrane domain can be used to determine the functional consequences of 
pharmaceutical targeting of membrane bound as opposed to the secreted form of the 

20 protein. Non-limiting examples of applications of the invention relating to targeting these 
RNA molecules include therapeutic pharmaceutical applications, pharmaceutical 
discovery applications, molecular diagnostic and gene function applications, and gene 
mapping, for example using single nucleotide polymorphism mapping with siRNA 
molecules of the invention. Such applications can be implemented using known gene 

25 sequences or from partial sequences available from an expressed sequence tag (EST). 

In another embodiment, the siRNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siRNA 
can be used to characterize pathways of gene function in a variety of applications. For 
example, the present invention can be used to inhibit the activity of target gene(s) in a 
30 pathway to determine the function of uncharacterized gene(s) in gene function analysis, 
mRNA function analysis, or translational analysis. The invention can be used to 
determine potential target gene pathways involved in various diseases and conditions 
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toward pharmaceutical development. The invention can be used to understand pathways 
of gene expression involved in development, such as prenatal development, postnatal 
development and/or aging. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
5 molecule that down-regulates expression of a gene family by RNA interference. The 
gene family can comprise more than one splice variant of a target gene, more than one 
post-transcriptionally modified RNA of a target gene, or more than one RNA trascript 
having shared homology. In one embodiment, the gene family comprises epidermal 
growth factor (e.g., EGFR, such as HER1, HER2, HER3, and/or HER4) genes, vascular 
10 endothelial growth factor and vascular endothelial growth factor receptor (e.g., VEGF, 
VEGFR1, VEGFR2, or VEGFR3) genes, or viral genes corresponding to different viral 
strains (e.g., HTV-1 and HTV-2). Such gene families can be established by analysing 
nucleic acid sequences (e.g., sequences shown by Genbank Accession Nos. in Table V) 
for homology. 

15 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises one 
or more chemical modifications and each strand of the double-stranded siNA is about 21 
nucleotides long. 

20 In one embodiment, a siNA molecule of the invention comprises no 

ribonucleotides. In another embodiment, a siNA molecule of the invention comprises 
ribonucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 

25 mammalian target gene (e.g., a human gene), wherein one of the strands of the double- 
stranded siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion thereof, and 
wherein the second strand of the double-stranded siNA molecule comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 

30 target gene or a portion thereof. 

8 



WO 03/074654 PCT/US03/05028 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises about 19 
5 nucleotides that are complementary to the nucleotides of the other strand. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a nucleotide 
10 sequence of the endogenous mammalian target gene or a portion thereof, and wherein the 
siNA further comprises a sense region, wherein the sense region comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 
target gene or a portion thereof. 

In one embodiment, the invention features a double-stranded short interfering 
15 nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the antisense region and the sense 
region each comprise about 19 to about 23 nucleotides, and wherein the antisense region 
comprises about 19 nucleotides that are complementary to nucleotides of the sense 
region. 

20 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 

25 the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
30 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule. 
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The sense region can be connected to the antisense region via a linker molecule, such as a 
polynucleotide linker or a non-nucleotide linker. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
5 mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
10 wherein, pyrimidine nucleotides in the sense region are 2-O-methyl pyrimidine 
nucleotides, 2'-deoxy nucleotides, and/or 2 , -deoxy-2 l -fluoro pyrimidine nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 

15 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein the fragment comprising the sense region includes a terminal cap moiety at the 
5-end, the 3 f -end, or both of the 5 ? and 3 ! ends of the fragment comprising the sense 
region. In another embodiment, the terminal cap moiety is an inverted deoxy abasic 

20 moiety or glyceryl moiety. In another embodiment, each of the two fragments of the 
siNA molecule comprise 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 

25 sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
wherein the purine nucleotides present in the antisense region comprise 2'-deoxy- purine 

30 nucleotides. In another embodiment, the antisense region comprises a phosphorothioate 
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internucleotide linkage at the 3' end of the antisense region. In another embodiment, the 
antisense region comprises a glyceryl modification at the 3' end of the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 

5 mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein about 19 nucleotides of each fragment of the siNA molecule are base-paired to 
the complementary nucleotides of the other fragment of the siNA molecule and wherein 

10 at least two V terminal nucleotides of each fragment of the siNA molecule are not base- 
paired to the nucleotides of the other fragment of the siNA molecule. In another 
embodiment, each of the two 3' terminal nucleotides of each fragment of the siNA 
molecule are 2 , -deoxy-pyrimidines, such as 2'-deoxy-thymidine. In another embodiment, 
all 21 nucleotides of each fragment of the siNA molecule are base-paired to the 

15 complementary nucleotides of the other fragment of the siNA molecule. In another 
embodiment, about 19 nucleotides of the antisense region are base-paired to the 
nucleotide sequence or a portion thereof of the RNA encoded by the endogenous 
mammalian target gene. In another embodiment, 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence or a portion thereof of the RNA encoded by 

20 the endogenous mammalian target gene. In another embodiment, the 5 '-end of the 
fragment comprising said antisense region optionally includes a phosphate group. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target RNA sequence (e.g., wherein said target RNA sequence is encoded by a human 
25 gene), wherein the siNA molecule comprises no ribonucleotides and wherein each strand 
of the double-stranded siNA molecule comprises about 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target gene (e.g., a human gene such as vascular endothelial growth factor, vascular 
30 endothelial growth factor receptor (such as VEGFR1, VEGFR2, or VEGFR3), BCL2, 
HER2/neu, c-Myc, PCNA, REL-A, PTP1B, BACE, CHK1, PKC-alpha, or EGFR), 
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wherein the siNA molecule does not require the presence of a ribonucleotide within the 
siNA molecule for said inhibition of expression of an endogenous mammalian target gene 
and wherein each strand of the double-stranded siNA molecule is about 21 nucleotides 
long. 

5 In one embodiment, the invention features a medicament comprising a siNA 

molecule of the invention. 

In one embodiment, the invention features an active ingredient comprising a siNA 
molecule of the invention. 

In one embodiment, the invention features the use of a double-stranded short 
10 interfering nucleic acid (siNA) molecule to down-regulate expression of an endogenous 
mammalian target gene, wherein the siNA molecule comprises one or more chemical 
modifications and each strand of the double-stranded siNA is about 21 nucleotides long. 

In one embodiment, siRNA molecule(s) and/or methods of the invention are used to 
inhibit the expression of gene(s) that encode RNA referred to by Genbank Accession 
15 number in Table V. In another embodiment, siRNA molecule(s) and/or methods of the 
invention are used to target RNA sequence(s) referred to by Genbank Accession number 
in Table V, or nucleic acid sequences encoding such sequences referred to by Genbank 
Accession number in Table V. Such sequences are readily obtained using the Genbank 
Accession numbers in Table V. 

20 In one embodiment, the invention features a siNA molecule having RNAi activity 

against an RNA encoding a protein, wherein the siNA molecule comprises a sequence 
complementary to RNA having protein encoding sequence, such as those sequences 
having GenBank Accession Nos. shown in Table V. 

In another embodiment, the invention features a siNA molecule having RNAi 
25 activity against a gene, wherein the siNA molecule comprises nucleotide sequence 
complementary to a nucleotide sequence of the gene, such as genes encoding sequences 
having GenBank Accession Nos. shown in Table V. In another embodiment, a siNA 
molecule of the invention includes nucleotide sequence that can interact with nucleotide 
sequence of a gene and thereby mediate silencing of gene expression, for example, 

12 
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wherein the siNA mediates regulation of gene expression by cellular processes that 
modulate the chromatin structure of the gene and prevent transcription of the gene. 



In yet another embodiment, the invention features a siNA molecule comprising a 
sequence, for example, the antisense sequence of the siNA construct, complementary to a 
5 sequence represented by GenBank Accession Nos. shown in Table V or a portion of said 
sequence. 

In one embodiment, the nucleic acid molecules of the invention that act as 
mediators of the RNA interference gene silencing response are chemically modified 
double stranded nucleic acid molecules. As in their native double stranded RNA 

10 counterparts, these siNA molecules typically consist of duplexes containing about 19 base 
pairs between oligonucleotides comprising about 19 to about 25 nucleotides. The most 
active siRNA molecules are thought to have such duplexes with overhanging ends of 1-3 
nucleotides, for example 21 nucleotide duplexes with 19 base pairs and 2 nucleotide 3'- 
overhangs. These overhanging segments are readily hydrolyzed by endonucleases in vivo. 

15 Studies have shown that replacing the 3 '-overhanging segments of a 21-mer siRNA 
duplex having 2 nucleotide 3' overhangs with deoxyribonucleotides does not have an 
adverse effect on RNAi activity. Replacing up to 4 nucleotides on each end of the siRNA 
with deoxyribonucleotides has been reported to be well tolerated whereas complete 
substitution with deoxyribonucleotides results in no RNAi activity (Elbashir et al., 2001, 

20 EMBO J., 20, 6877). In addition, Elbashir et al, supra, also report that substitution of 
siRNA with 2'-0-methyl nucleotides completely abolishes RNAi activity. Li et al, 
International PCT Publication No. WO 00/44914, and Beach et al, International PCT 
Publication No. WO 01/68836 both suggest that siRNA may include modifications to 
either the phosphate-sugar back bone or the nucleoside to include at least one of a 

25 nitrogen or sulfur heteroatom, however neither application teaches to what extent these 
modifications are tolerated in siRNA molecules nor provide any examples of such 
modified siRNA. Kreutzer and Limmer, Canadian Patent Application No. 2,359,180, 
also describe certain chemical modifications for use in dsRNA constructs in order to 
counteract activation of double stranded-RNA-dependent protein kinase PKR, 

30 specifically 2'-amino or 2'-0-methyl nucleotides, and nucleotides containing a 2'-0 or 
4*-C methylene bridge. However, Kreutzer and Limmer similarly fail to show to what 
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extent these modifications are tolerated in siRNA molecules nor provide any examples of 
such modified siRNA. 



In one embodiment, the invention features chemically modified siNA constructs 
having specificity for target nucleic acid molecules in a cell (i.e. target nucleic acid 
molecules comprising or encoded by seqences referred to herein by Genbank Accession 
numbers in Table V). Non-limiting examples of such chemical modifications include 
without limitation phosphorothioate internucleotide linkages, 2'-0-methyl 
ribonucleotides, 2'-deoxy-2 , -fluoro ribonucleotides, 2'-deoxy ribonucleotides, "universal 
base" nucleotides, 5-C-methyl nucleotides, and inverted deoxyabasic residue 
incorporation. These chemical modifications, when used in various siNA constructs, are 
shown to preserve RNAi activity in cells while at the same time, dramatically increasing 
the serum stability of these compounds. Furthermore, contrary to the data published by 
Parrish et al y supra, applicant demonstrates that multiple (greater than one) 
phosphorothioate substitutions are well-tolerated and confer substantial increases in 
serum stability for modified siNA constructs. 

In one embodiment, a siNA molecule of the invention comprises modified 
nucleotides while maintaining the ability to mediate RNAi. The modified nucleotides can 
be used to improve in vitro or in vivo characteristics such as stability, activity, and/or 
bioavailability. For example, a siNA molecule of the invention can comprise modified 
nucleotides as a percentage of the total number of nucleotides present in the siNA 
molecule. As such, a siNA molecule of the invention can generally comprise modified 
nucleotides of about 5 to about 100% of the nucleotide positions (e.g., 5%, 10%, 15%, 
20%, 25%, 30%, 35%, 40%, 45%, 50%, 55%, 60%, 65%, 70%, 75%, 80%, 85%, 90%, 
95% or 100% of the nucleotide positions). The actual percentage of modified nucleotides 
present in a given siNA molecule depends on the total number of nucleotides present in 
the siNA. If the siNA molecule is single stranded, the percent modification can be based 
upon the total number of nucleotides present in the single stranded siNA molecules. 
Likewise, if the siNA molecule is double stranded, the percent modification can be based 
upon the total number of nucleotides present in the sense strand, antisense strand, or both 
the sense and antisense strands. In addition, the actual percentage of modified 
nucleotides present in a given siNA molecule can also depend on the total number of 
purine and pyrimidine nucleotides present in the siNA, for example wherein all 

14 
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pyrimidine nucleotides and/or all purine nucleotides present in the siNA molecule are 
modified. 

The antisense region of a siNA molecule of the invention can comprise a 
phosphorothioate internucleotide linkage at the 3 f -end of said antisense region. The 
antisense region can comprise about one to about five phosphorothioate internucleotide 
linkages at the 5'-end of said antisense region. The 3'-tenninal nucleotide overhangs of a 
siNA molecule of the invention can comprise ribonucleotides or deoxyribonucleotides 
that are chemically-modified at a nucleic acid sugar, base, or backbone. The 3-terminal 
nucleotide overhangs can comprise one or more universal base ribonucleotides. The 3- 
terminal nucleotide overhangs can comprise one or more acyclic nucleotides. 

One embodiment of the invention provides an expression vector comprising a 
nucleic acid sequence encoding at least one siNA molecule of the invention in a manner 
that allows expression of the nucleic acid molecule. Another embodiment of the 
invention provides a mammalian cell comprising such an expression vector. The 
mammalian cell can be a human cell. The siNA molecule of the expression vector can 
comprise a sense region and an antisense region. The antisense region can comprise 
sequence complementary to a RNA or DNA sequence encoding a protein and the sense 
region can comprise sequence complementary to the antisense region. The siNA 
molecule can comprise two distinct strands having complementary sense and antisense 
regions. The siNA molecule can comprise a single strand having complementary sense 
and antisense regions. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides comprising a backbone 
modified internucleotide linkage having Formula I: 

Z 

Ri— X P Y R 2 

W 
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wherein each Rl and R2 is independently any nucleotide, non-nucleotide, or 
polynucleotide which can be naturally-occurring or chemically-modified, each X and Y is 
independently O, S, N, alkyl, or substituted alkyl, each Z and W is independently O, S, N, 
alkyl, substituted alkyl, O-alkyl, S-alkyl, alkaryl, or aralkyl, and wherein W, X, Y, and Z 
5 are optionally not all O. 

The chemically-modified internucleotide linkages having Formula I, for example, 
wherein any Z, W, X, and/or Y independently comprises a sulphur atom, can be present 
in one or both oligonucleotide strands of the siNA duplex, for example, in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
10 comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) chemically- 
modified internucleotide linkages having Formula I at the 3-end, the 5-end, or both of 
the 3' and 5 f -ends of the sense strand, the antisense strand, or both strands. For example, 
an exemplary siNA molecule of the invention can comprise about 1 to about 5 or more 
(e.g., about 1, 2, 3, 4, 5, or more) chemically-modified internucleotide linkages having 
15 Formula I at the 5 f -end of the sense strand, the antisense strand, or both strands. In 
another non-limiting example, an exemplary siNA molecule of the invention can 
comprise one or more about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) pyrimidine 
nucleotides with chemically-modified internucleotide linkages having Formula I in the 
sense strand, the antisense strand, or both strands. In yet another non-limiting example, 
20 an exemplary siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 
3, 4, 5, 6, 7, 8, 9, 10, or more) purine nucleotides with chemically-modified 
internucleotide linkages having Formula I in the sense strand, the antisense strand, or both 
strands. In another embodiment, a siNA molecule of the invention having internucleotide 
linkage(s) of Formula I also comprises a chemically-modified nucleotide or non- 
25 nucleotide having any of Formulae I- VII. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more (e.g. y about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
30 having Formula II: 
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B 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rl 1 and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 
5 O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 
10 aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be complementary or non-complementary to target RNA or a non- 
nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5-nitroindole, nebularine, 
pyridone, pyridinone, or any other non-naturally occurring universal base that can be 
complementary or non-complementary to target RNA. 

1 5 The chemically-modified nucleotide or non-nucleotide of Formula II can be present 

in one or both oligonucleotide strands of the siNA duplex, for example in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
comprise one or more chemically-modified nucleotide or non-nucleotide of Formula II at 
the 3-end, the 5-end, or both of the 3' and 5 f -ends of the sense strand, the antisense 

20 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
modified nucleotides or non-nucleotides of Formula II at the 5 f -end of the sense strand, 
the antisense strand, or both strands. In anther non-limiting example, an exemplary siNA 
molecule of the invention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 

25 5, or more) chemically-modified nucleotides or non-nucleotides of Formula II at the 3- 
end of the sense strand, the antisense strand, or both strands. 
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In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
5 having Formula HI: 



wherein each R3, R4, R5, R6, R7, R8, RIO, Rl 1 and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 

10 O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 

15 aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be employed to be complementary or non-complementary to 
target RNA or a non-nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5- 
nitroindole, nebularine, pyridone, pyridinone, or any other non-naturally occurring 
universal base that can be complementary or non-complementary to target RNA. 

20 The chemically-modified nucleotide or non-nucleotide of Formula in can be 

present in one or both oligonucleotide strands of the siNA duplex, for example, in the 
sense strand, the antisense strand, or both strands. The siNA molecules of the invention 
can comprise one or more chemically-modified nucleotide or non-nucleotide of Formula 
in at the 3-end, the 5 r -end, or both of the 3' and 5-ends of the sense strand, the antisense 

25 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
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modified nucleotide(s) or non-nucleotide(s) of Formula HI at the 5-end of the sense 
strand, the antisense strand, or both strands. In anther non-limiting example, an 
exemplary siNA molecule of the invention can comprise about 1 to about 5 or more (e.g., 
about 1, 2, 3, 4, 5, or more) chemically-modified nucleotide or non-nucleotide of Formula 
5 IE at the 3-end of the sense strand, the antisense strand, or both strands. 

In another embodiment, a siNA molecule of the invention comprises a nucleotide 
having Formula II or HI, wherein the nucleotide having Formula II or III is in an inverted 
configuration. For example, the nucleotide having Formula II or IH is connected to the 
siNA construct in a 3'-3', 3'-2\ 2 , -3 f , or 5'-5' configuration, such as at the 3'-end, the 5- 
10 end, or both of the 3' and 5'-ends of one or both siNA strands. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a 5'- 
terminal phosphate group having Formula IV: 

Z 

ii 

X P Y 

I 

15 W 

wherein each X and Y is independently O, S, N, alkyl, substituted alkyl, or alkylhalo; 
wherein each Z and W is independently O, S, N, alkyl, substituted alkyl, O-alkyl, S-alkyl, 
alkaryl, aralkyl, or alkylhalo; and wherein W, X, Y and Z are not all O. 

In one embodiment, the invention features a siNA molecule having a S'-terminal 
20 phosphate group having Formula IV on the target-complementary strand, for example, a 
strand complementary to a target RNA, wherein the siNA molecule comprises an all RNA 
siNA molecule. In another embodiment, the invention features a siNA molecule having a 
5-terminal phosphate group having Formula IV on the target-complementary strand 
wherein the siNA molecule also comprises about 1 to about 3 (e.g., about 1, 2, or 3) 
25 nucleotide 3 f -terminal nucleotide overhangs having about 1 to about 4 (e.g., about 1, 2, 3, 
or 4) deoxyribonucleotides on the 3'-end of one or both strands. In another embodiment, 
a 5'-tenninal phosphate group having Formula IV is present on the target-complementary 
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strand of a siNA molecule of the invention, for example a siNA molecule having 
chemical modifications having any of Formulae I- VII. 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
5 or reconstituted in vitro system, wherein the chemical modification comprises one or 
more phosphorothioate internucleotide linkages. For example, in a non-limiting example, 
the invention features a chemically-modified short interfering nucleic acid (siNA) having 
about 1, 2, 3, 4, 5, 6, 7, 8 or more phosphorothioate internucleotide linkages in one siNA 
strand. In yet another embodiment, the invention features a chemically-modified short 

10 interfering nucleic acid (siNA) individually having about 1, 2, 3, 4, 5, 6, 7, 8 or more 
phosphorothioate internucleotide linkages in both siNA strands. The phosphorothioate 
internucleotide linkages can be present in one or both oligonucleotide strands of the siNA 
duplex, for example in the sense strand, the antisense strand, or both strands. The siNA 
molecules of the invention can comprise one or more phosphorothioate internucleotide 

15 linkages at the 3*-end, the 5'-end, or both of the 3'- and S'-ends of the sense strand, the 
antisense strand, or both strands. For example, an exemplary siNA molecule of the 
invention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) 
consecutive phosphorothioate internucleotide linkages at the 5'-end of the sense strand, 
the antisense strand, or both strands. In another non-limiting example, an exemplary 

20 siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) pyrimidine phosphorothioate internucleotide linkages in the sense strand, 
the antisense strand, or both strands. In yet another non-limiting example, an exemplary 
siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) purine phosphorothioate internucleotide linkages in the sense strand, the 

25 antisense strand, or both strands. 

In one embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 
7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2 , -fluoro, and/or about one or more 
30 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3 '-end, the 5'-end, or both of the 3'- and S'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 

20 
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more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2'-deoxy, 2 , -0-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
5 cap molecule at the 3-end, the 5 -end, or both of the 3 - and 5-ends of the antisense 
strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 
10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand are 
chemically-modified with 2 , -deoxy, 2 f -0-methyl and/or 2 t -deoxy-2 , -fluoro nucleotides, 
with or without one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more, 
10 phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3 -end, 
the 5*-end, or both of the 3'- and 5-ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises about 1 to about 5, specifically about 1, 2, 3, 4, or 5 phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 2 f -deoxy, 

15 2-O-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3-end, 
the 5 f -end, or both of the 3 - and 5 f -ends of the sense strand; and wherein the antisense 
strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5, or more 
phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 

20 7, 8, 9, 10 or more) 2 -deoxy, 2-O-methyl, 2 f -deoxy-2'-fluoro, and/or one or more (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5-end, or both of the 3 f - and 5'-ends 
of the antisense strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand 

25 are chemically-modified with 2'-deoxy, 2-O-methyl and/or 2 f -deoxy-2 , -fluoro 
nucleotides, with or without about 1 to about 5 or more, for example about 1, 2, 3, 4, 5, or 
more phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3- 
end, the 5-end, or both of the 3 - and 5-ends, being present in the same or different 
strand. 

30 In one embodiment, the invention features a siNA molecule, wherein the antisense 

strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate internucleotide linkages, and/or about one or more (e.g., about 1, 2, 3, 
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4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2 , -0-methyl, 2'-deoxy-2'-fluoro, and/or one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3 '-end, the 5'-end, or both of the 3'- and 5'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 
more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2 , -deoxy, 2'-0-methyl, 2'-deoxy-2 , -fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 

5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5 f -ends of the antisense 
strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 
or more pyrimidine nucleotides of the sense and/or antisense siNA strand are chemically- 
modified with 2 , -deoxy, 2'-0-methyl and/or 2 ? -deoxy-2'-fluoro nucleotides, with or 
without one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more 
phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3'-end, 
the 5-end, or both of the 3' and Spends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the 
antisense strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5 or 
more phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) 2*-deoxy, 2 , -0-methyl, 2 , -deoxy-2 , -fluoro, and/or one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the S'-end, or both of the 3 1 - and 5'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 5 or 
more, specifically about 1, 2, 3, 4, 5 or more phosphorothioate internucleotide linkages, 
and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 
2'-deoxy-2 , -fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3 '-end, 
the 5'-end, or both of the 3'- and 5'-ends of the antisense strand. In another embodiment, 
one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more pyrimidine nucleotides 
of the sense and/or antisense siNA strand are chemically-modified with 2-deoxy, 2'-0- 
methyl and/or 2'-deoxy-2-fluoro nucleotides, with or without about 1 to about 5, for 
example about 1, 2, 3, 4, 5 or more phosphorothioate internucleotide linkages and/or a 
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terminal cap molecule at the 3 f -end, the 5'-end, or both of the 3'- and 5'-ends, being 
present in the same or different strand. 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule having about 1 to about 5, specifically about 1, 2, 3, 4, 5 or 
5 more phosphorothioate internucleotide linkages in each strand of the siNA molecule. 

In another embodiment, the invention features a siNA molecule comprising 2'-5 f 
internucleotide linkages. The 2 , -5 t internucleotide linkage(s) can be at the 3 -end, the 5- 
end, or both of the 3 1 - and 5 f -ends of one or both siNA sequence strands. In addition, the 
2-5' internucleotide linkage(s) can be present at various other positions within one or both 
10 siNA sequence strands, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more including 
every internucleotide linkage of a pyrimidine nucleotide in one or both strands of the 
siNA molecule can comprise a 2 f -5' internucleotide linkage, or about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more including every internucleotide linkage of a purine nucleotide in one or 
both strands of the siNA molecule can comprise a 2 f -5' internucleotide linkage. 

15 In another embodiment, a chemically-modified siNA molecule of the invention 

comprises a duplex having two strands, one or both of which can be chemically-modified, 
wherein each strand is about 18 to about 27 {e.g., about 18, 19, 20, 21, 22, 23, 24, 25, 26, 
or 27) nucleotides in length, wherein the duplex has about 18 to about 23 (e.g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the chemical modification comprises a 

20 structure having any of Formulae I- VII. For example, an exemplary chemically-modified 
siNA molecule of the invention comprises a duplex having two strands, one or both of 
which can be chemically-modified with a chemical modification having any of Formulae 
I-VII or any combination thereof, wherein each strand consists of about 21 nucleotides, 
each having a 2-nucleotide 3 '-terminal nucleotide overhang, and wherein the duplex has 

25 about 19 base pairs. In another embodiment, a siNA molecule of the invention comprises 
a single stranded hairpin structure, wherein the siNA is about 36 to about 70 (e.g., about 
36, 40, 45, 50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 (e.g., 
about 18, 19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification comprising a structure having any of Formulae 1-VH or any combination 

30 thereof. For example, an exemplary chemically-modified siNA molecule of the invention 
comprises a linear oligonucleotide having about 42 to about 50 (e.g., about 42, 43, 44, 45, 

23 



WO 03/074654 PCT7US03/05028 

46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a chemical 
modification having any of Fonnulae I-VII or any combination thereof, wherein the linear 
oligonucleotide forms a hairpin structure having about 19 base pairs and a 2-nucleotide 
S'-terminal nucleotide overhang. In another embodiment, a linear hairpin siNA molecule 
5 of the invention contains a stem loop motif, wherein the loop portion of the siNA 
molecule is biodegradable. For example, a linear hairpin siNA molecule of the invention 
is designed such that degradation of the loop portion of the siNA molecule in vivo can 
generate a double-stranded siNA molecule with 3 '-terminal overhangs, such as 3-terminal 
nucleotide overhangs comprising about 2 nucleotides. 

10 In another embodiment, a siNA molecule of the invention comprises a circular 

nucleic acid molecule, wherein the siNA is about 38 to about 70 (e.g., about 38, 40, 45, 
50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 (eg., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification, which comprises a structure having any of Formulae I-VH or any 

15 combination thereof. For example, an exemplary chemically-modified siNA molecule of 
the invention comprises a circular oligonucleotide having about 42 to about 50 (eg, 
about 42, 43, 44, 45, 46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a 
chemical modification having any of Formulae I-VII or any combination thereof, wherein 
the circular oligonucleotide forms a dumbbell shaped structure having about 19 base pairs 

20 and 2 loops. 

In another embodiment, a circular siNA molecule of the invention contains two 
loop motifs, wherein one or both loop portions of the siNA molecule is biodegradable. 
For example, a circular siNA molecule of the invention is designed such that degradation 
of the loop portions of the siNA molecule in vivo can generate a double-stranded siNA 
25 molecule with 3-terminal overhangs, such as 3-terminal nucleotide overhangs 
comprising about 2 nucleotides. 

In one embodiment, a siNA molecule of the invention comprises at least one (eg, 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) abasic moiety, for example a compound having 
Formula V: 
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R 10 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rll, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
5 OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2. 

In one embodiment, a siNA molecule of the invention comprises at least one (e.g., 
10 about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) inverted abasic moiety, for example a 
compound having Formula VI: 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rll, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
15 alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and 
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either R2, R3, R8 or R13 serve as points of attachment to the siNA molecule of the 
invention. 



In another embodiment, a siNA molecule of the invention comprises at least one 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) substituted polyalkyl moieties, for 
5 example a compound having Formula VII: 




R 2 

wherein each n is independently an integer from 1 to 12, each Rl, R2 and R3 is 
independently H, OH, alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, 
OCF3, OCN, O-alkyl, S-alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl- 
10 OSH, alkyl-OH, O-alkyl-OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl- 
O-alkyl, ON02, N02, N3, NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O- 
aminoalkyl, O-aminoacid, O-aminoacyl, heterocycloalkyl, heterocycloalkaryl, 
aminoalkylamino, polyalklylamino, substituted silyl, or a group having Formula I, and 
Rl, R2 or R3 serves as points of attachment to the siNA molecule of the invention. 

15 In another embodiment, the invention features a compound having Formula VII, 

wherein Rl and R2 are hydroxyl (OH) groups, n = 1, and R3 comprises O and is the point 
of attachment to the 3-end, the 5'-end, or both of the 3' and 5 -ends of one or both strands 
of a double-stranded siNA molecule of the invention or to a single-stranded siNA 
molecule of the invention. This modification is referred to herein as "glyceryl" (for 

20 example modification 6 in Figure 22). 

In another embodiment, a moiety having any of Formula V, VI or VII of the 
invention is at the 3'-end, the 5'-end, or both of the 3' and 5-ends of a siNA molecule of 
the invention. For example, a moiety having Formula V, VI or VII can be present at the 
3-end, the 5-end, or both of the 3' and 5-ends of the antisense strand, the sense strand, or 
25 both antisense and sense strands of the siNA molecule. In addition, a moiety having 
Formula VII can be present at the 3-end or the 5-end of a hairpin siNA molecule as 
described herein. 
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In another embodiment, a siNA molecule of the invention comprises an abasic 
residue having Formula V or VI, wherein the abasic residue having Formula VI or VI is 
connected to the siNA construct in a 3'-3', 3'-2', 2'-3', or 5'-5' configuration, such as at the 
3 '-end, the 5'-end, or both of the 3' and 5'-ends of one or both siNA strands. 

In one embodiment, a siNA molecule of the invention comprises one or more (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) locked nucleic acid (LNA) nucleotides, for 
example at the 5'-end, the 3'-end, both of the 5' and 3'-ends, or any combination thereof, 
of the siNA molecule. 

In another embodiment, a siNA molecule of the invention comprises one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) acyclic nucleotides, for example at the 5'- 
end, the 3'~end, both of the 5' and 3'-ends, or any combination thereof, of the siNA 
molecule. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2'-deoxy-2 f -fluoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2 f -deoxy-2 f -fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2 ? - 
deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2 , -deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2'- 
deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
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nucleotides), wherein any nucleotides comprising a 3 '-terminal nucleotide overhang that 
are present in said sense region are 2'-deoxy nucleotides. 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
5 comprises an antisense region, where any (eg., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2 ! -deoxy-2-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2 , -fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 
10 antisense region are 2'-0-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2 f -0-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2 1 - 
O-methyl purine nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

15 comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2 f -deoxy-2 , -fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2 f -deoxy-2'-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2 , -deoxy-2 ! -fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 

20 antisense region are 2 f -0-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2 , -0-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2- 
O-methyl purine nucleotides), wherein any nucleotides comprising a 3 ! -terminal 
nucleotide overhang that are present in said antisense region are 2 f -deoxy nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
25 nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2 f -deoxy-2 f -fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2 f -deoxy-2-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2 f -deoxy-2'-fluoro pyrimidine 
30 nucleotides), and where any (e.g., one or more or all) purine nucleotides present in the 
antisense region are 2-deoxy purine nucleotides (e.g., wherein all purine nucleotides are 
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2 -deoxy purine nucleotides or alternately a plurality of purine nucleotides are 2 ! -deoxy 
purine nucleotides). 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
5 (RNAi) inside a cell or reconstituted in vitro system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region. The sense region comprises one 
or more 2 , -deoxy-2 l -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 f -deoxy-2'-fluoro pyrimidine nucleotides), and one or more 

10 2-deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
nucleotides). Inverted deoxy abasic modifications can be optionally present at the 3'- 
end, the 5 '-end, or both of the 3' and 5 ! -ends of the sense region. The sense region 
optionally further comprises a 3 f -terminal overhang having about 1 to about 4 (e.g., about 

15 1, 2, 3, or 4) 2 ? -deoxyribonucleotides. The antisense region comprises one or more 2 r - 
deoxy-2-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2 1 - 
deoxy-2-fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides 
are 2-deoxy-2 T -fluoro pyrimidine nucleotides), and one or more 2-O-methyl purine 
nucleotides (e.g., wherein all purine nucleotides are 2'-0-methyl purine nucleotides or 

20 alternately a plurality of purine nucleotides are 2 , -0-methyl purine nucleotides). A 
terminal cap modification, such as any modification described herein or shown in Figure 
22, is optionally present at the 3-end, the 5-end, or both of the 3 f and 5 -©ads of the 
antisense sequence. The antisense region optionally further comprises a S'-terminal 
nucleotide overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) T- 

25 deoxynucleotides, wherein the overhang nucleotides can further comprise one or more 
(e.g., 1, 2, 3, or 4) phosphorothioate internucleotide linkages. Non-limiting examples of 
these chemically-modified siNAs are shown in Figures 18 and 19 and Table IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
30 (RNAi) inside a cell or reconstituted in vitro system, wherein the siNA comprises a sense 
region and an antisense region, wherein the sense region comprises one or more 2'-deoxy- 
2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2-deoxy-2 - 
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fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides are 2- 
deoxy-2'-fluoro pyrimidine nucleotides), and one or more purine ribonucleotides (e.g., 
wherein all purine nucleotides are purine ribonucleotides or alternately a plurality of 
purine nucleotides are purine ribonucleotides) and wherein the antisense region comprises 
one or more 2 t -deoxy-2 t -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 f -deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 , -deoxy-2 l -fluoro pyrimidine nucleotides), and one or more 
2-O-methyl purine nucleotides (e.g., wherein all purine nucleotides are 2-O-methyl 
purine nucleotides or alternately a plurality of purine nucleotides are 2 , -0-methyl purine 
nucleotides). Inverted deoxy abasic modifications are optionally present at the 3'-end, the 
5'-end, or both of the 3' and Spends of the sense region. The sense region optionally 
further comprises a 3 '-terminal overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 
4) 2 -deoxyribonucleotides. A terminal cap modification, such as any modification 
described herein or shown in Figure 22, is optionally present at the 3'-end, the 5'-end, or 
both of the 3' and 5-ends of the antisense sequence. The antisense region optionally 
further comprises a 3'-terminal nucleotide overhang having about 1 to about 4 (e.g., about 
1, 2, 3, or 4) 2-deoxynucleotides, wherein the overhang nucleotides can further comprise 
one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate internucleotide linkages. Non-limiting 
examples of these chemically-modified siNAs are shown in Figures 18 and 19 and Table 
IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
(RNAi) inside a cell or reconstituted in vitro system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region, wherein the sense region 
comprises one or 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of 2'-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'-thionucleotides, and T- 
O-methyl nucleotides {e.g., wherein all purine nucleotides are selected from the group 
consisting of 2'-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2'- 
methoxyethyl nucleotides, 4'-thionucleotides, and 2'-0-methyl nucleotides or alternately 
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a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'- 
thionucleotides, and 2'-Omethyl nucleotides) and wherein the antisense region comprises 
one or more 2 f -deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 

5 nucleotides are 2-deoxy-2 ! -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 t -deoxy-2 t -fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of 2'-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2 , -methoxyethyl nucleotides, 4'-thionucleotides, and 2'- 
O-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 

10 consisting of 2'-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2>- 
methoxyethyl nucleotides, 4'-thionucleotides, and 2'-0-methyl nucleotides or alternately 
a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'- 
thionucleotides, and 2'-0-methyl nucleotides). Inverted deoxy abasic modifications are 

15 optionally present at the 3-end, the S'-end, or both of the 3' and 5-ends of the sense 
region. The sense region optionally further comprises a 3 -terminal overhang having about 
1 to about 4 (e.g., about 1, 2, 3, or 4) 2 f -deoxyribonucleotides. A terminal cap 
modification, such as any modification described herein or shown in Figure 22, is 
optionally present at the 3'-end, the 5'-end, or both of the 3' and 5'-ends of the antisense 

20 sequence. The antisense region optionally further comprises a 3-terminal nucleotide 
overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2'-deoxynucleotides, wherein 
the overhang nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4) 
phosphorothioate intemucleotide linkages. 

In another embodiment, any modified nucleotides present in the siNA molecules of 
25 the invention, preferably in the antisense strand of the siNA molecules of the invention, 
but also optionally in the sense and/or both antisense and sense strands, comprise 
modified nucleotides having properties or characteristics similar to naturally occurring 
ribonucleotides. For example, the invention features siNA molecules including modified 
nucleotides having a Northern conformation (e.g., Northern pseudorotation cycle, see for 
30 example Saenger, Principles of Nucleic Acid Structure, Springer-Verlag ed., 1984). As 
such, chemically modified nucleotides present in the siNA molecules of the invention, 
preferably in the antisense strand of the siNA molecules of the invention, but also 
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optionally in the sense and/or both antisense and sense strands, are resistant to nuclease 
degradation while at the same time maintaining the capacity to mediate RNAi. Non- 
limiting examples of nucleotides having a northern configuration include locked nucleic 
acid (LNA) nucleotides (e.g., 2'-0,4'-C-me%lene-(D-ribofuranosyl) nucleotides); T- 
5 methoxyethoxy (MOE) nucleotides; 2 , -methyl-thio-ethyl, 2'-deoxy-2'-fluoro nucleotides, 
2'-deoxy-2*-chloro nucleotides, 2'-azido nucleotides, and 2'-0-methyl nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid molecule (siNA) capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a conjugate 

10 covalently attached to the chemically-modified siNA molecule. In another embodiment, 
the conjugate is covalently attached to the chemically-modified siNA molecule via a 
biodegradable linker. In one embodiment, the conjugate molecule is attached at the 3'- 
end of either the sense strand, the antisense strand, or both strands of the chemically- 
modified siNA molecule. In another embodiment, the conjugate molecule is attached at 

15 the 5 '-end of either the sense strand, the antisense strand, or both strands of the 
chemically-modified siNA molecule. In yet another embodiment, the conjugate molecule 
is attached both the 3 -end and 5'-end of either the sense strand, the antisense strand, or 
both strands of the chemically-modified siNA molecule, or any combination thereof. In 
one embodiment, a conjugate molecule of the invention comprises a molecule that 

20 facilitates delivery of a chemically-modified siNA molecule into a biological system, 
such as a cell. In another embodiment, the conjugate molecule attached to the 
chemically-modified siNA molecule is a poly ethylene glycol, human serum albumin, or a 
ligand for a cellular receptor that can mediate cellular uptake. Examples of specific 
conjugate molecules contemplated by the instant invention that can be attached to 

25 chemically-modified siNA molecules are described in Vargeese et al, U.S. Serial No. 
10/201,394, incorporated by reference herein. The type of conjugates used and the extent 
of conjugation of siNA molecules of the invention can be evaluated for improved 
pharmacokinetic profiles, bioavailability, and/or stability of siNA constructs while at the 
same time maintaining the ability of the siNA to mediate RNAi activity. As such, one 

30 skilled in the art can screen siNA constructs that are modified with various conjugates to 
determine whether the siNA conjugate complex possesses improved properties while 
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maintaining the ability to mediate RNAi, for example in animal models as are generally 
known in the art. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
molecule of the invention, wherein the siNA further comprises a nucleotide, non- 
5 nucleotide, or mixed nucleotide/non-nucleotide linker that joins the sense region of the 
siNA to the antisense region of the siNA. In one embodiment, a nucleotide linker of the 
invention can be a linker of > 2 nucleotides in length, for example 3, 4, 5, 6, 7, 8, 9, or 10 
nucleotides in length. In another embodiment, the nucleotide linker can be a nucleic acid 
aptamer. By "aptamer" or "nucleic acid aptamer" as used herein is meant a nucleic acid 

10 molecule that binds specifically to a target molecule wherein the nucleic acid molecule 
has sequence that comprises a sequence recognized by the target molecule in its natural 
setting. Alternately, an aptamer can be a nucleic acid molecule that binds to a target 
molecule where the target molecule does not naturally bind to a nucleic acid. The target 
molecule can be any molecule of interest. For example, the aptamer can be used to bind to 

15 a ligand-binding domain of a protein, thereby preventing interaction of the naturally 
occurring ligand with the protein. This is a non-limiting example and those in the art will 
recognize that other embodiments can be readily generated using techniques generally 
known in the art. (See, for example, Gold et al, 1995, Annu. Rev. Biochem., 64, 763; 
Brody and Gold, 2000, J. Biotechnol, 74, 5; Sun, 2000, Curr. Opin. Mol Ther., 2, 100; 

20 Kusser, 2000, J. BiotechnoL, 74, 27; Hermann and Patel, 2000, Science, 287, 820; and 
Jayasena, 1999, Clinical Chemistry, 45, 1628.) 

In yet another embodiment, a non-nucleotide linker of the invention comprises 
abasic nucleotide, polyether, polyamine, polyamide, peptide, carbohydrate, lipid, 
polyhydrocarbon, or other polymeric compounds (e.g. polyethylene glycols such as those 

25 having between 2 and 100 ethylene glycol units). Specific examples include those 
described by Seela and Kaiser, Nucleic Acids Res. 1990, 75:6353 and Nucleic Acids Res. 
1987, 75:3113; Cload and Schepartz, /. Am. Chem. Soc. 1991, 773:6324; Richardson and 
Schepartz, /. Am. Chem. Soc. 1991, 773:5109; Ma et al, Nucleic Acids Res. 1993, 
27:2585 and BiochemisUy 1993, 32:1751; Durand et al, Nucleic Acids Res. 1990, 

30 75:6353; McCurdy et al., Nucleosides & Nucleotides 1991, 70:287; Jschke et al, 
Tetrahedron Lett. 1993, 34:301; Ono et al, Biochemistry 1991, 30:9914; Arnold et al, 
International Publication No. WO 89/02439; Usman et al, International Publication No. 
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WO 95/06731; Dudycz et al, International Publication No. WO 95/11910 and Ferentz 
and Verdine, J. Am. Chem. Soc. 1991, 7/3:4000, all hereby incorporated by reference 
herein. A "non-nucleotide" further means any group or compound that can be 
incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
5 including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound can be abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine, for example at the CI position of the sugar. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 

10 molecule capable of mediating RNA interference (RNAi) inside a cell or reconstituted in 
vitro system, wherein one or both strands of the siNA molecule that are assembled from 
two separate oligonucleotides do not comprise any ribonucleotides. For example, a siNA 
molecule can be assembled from a single oligonculeotide where the sense and antisense 
• regions of the siNA comprise separate oligonucleotides not having any ribonucleotides 

15 (e.g., nucleotides having a 2'-OH group) present in the oligonucleotides. In another 
example, a siNA molecule can be assembled from a single oligonculeotide where the 
sense and antisense regions of the siNA are linked or circularized by a nucleotide or non- 
nucleotide linker as desrcibed herein, wherein the oligonucleotide does not have any 
ribonucleotides (e.g., nucleotides having a 2'-OH group) present in the oligonucleotide. 

20 Applicant has surprisingly found that the presense of ribonucleotides (e.g., nucleotides 
having a 2*-hydroxyl group) within the siNA molecule is not required or essential to 
support RNAi activity. As such, in one embodiment, all positions within the siNA can 
include chemically modified nucleotides and/or non-nucleotides such as nucleotides and 
or non-nucleotides having Formula I, II, m, IV, V, VI, or VII or any combination thereof 

25 to the extent that the ability of the siNA molecule to support RNAi activity in a cell is 
maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
30 a target nucleic acid sequence. In another embodiment, the single stranded siNA 
molecule of the invention comprises a 5' -terminal phosphate group. In another 
embodiment, the single stranded siNA molecule of the invention comprises a 5 '-terminal 
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phosphate group and a 3'-terminal phosphate group (e.g., a 2\ 3'-cyclic phosphate). In 
another embodiment, the single stranded siNA molecule of the invention comprises about 
19 to about 29 nucleotides. In yet another embodiment, the single stranded siNA 
molecule of the invention comprises one or more chemically modified nucleotides or non- 
nucleotides described herein. For example, all the positions within the siNA molecule 
can include chemically-modified nucleotides such as nucleotides having any of Formulae 
I-Vn, or any combination thereof to the extent that the ability of the siNA molecule to 
support RNAi activity in a cell is maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2 ! -deoxy-2 , -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 f -deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2 T -fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2-O-methyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2-O-methyl purine nucleotides or alternately a 
plurality of purine nucleotides are 2 ! -0-methyl purine nucleotides), and a terminal cap 
modification, such as any modification described herein or shown in Figure 22, that is 
optionally present at the 3'-end, the 5'-end, or both of the 3 1 and 5'-ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2 f -deoxynucleotides at the 3'-end of the siNA molecule, wherein the terminal 
nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5 '-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2'-deoxy-2 f -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2-deoxy-2 f -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 f -deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
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purine nucleotides present in the antisense region are 2'-deoxy purine nucleotides (e.g., 
wherein all purine nucleotides are 2-deoxy purine nucleotides or alternately a plurality of 
purine nucleotides are 2 ! -deoxy purine nucleotides), and a terminal cap modification, such 
as any modification described herein or shown in Figure 22, that is optionally present at 

5 the 3-end, the 5'-end, or both of the 3 r and S'-ends of the antisense sequence, the siNA 
optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) terminal 2 f - 
deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal nucleotides 
can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate internucleotide 
linkages, and wherein the siNA optionally further comprises a terminal phosphate group, 

1 0 such as a 5 ' -terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 

15 the siNA are 2 t -deoxy-2 , -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 t -deoxy-2 , -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2 , -fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are locked nucleic acid (LNA) 
nucleotides (e.g., wherein all purine nucleotides are LNA nucleotides or alternately a 

20 plurality of purine nucleotides are LNA nucleotides), and a terminal cap modification, 
such as any modification described herein or shown in Figure 22, that is optionally 
present at the 3'-end, the 5-end, or both of the 3* and 5 -ends of the antisense sequence, 
the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) 
terminal 2 , -deoxynucleotides at the 3 5 -end of the siNA molecule, wherein the terminal 

25 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5 '-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
30 the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2 ! -deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
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nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2'-methoxyethyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2'-methoxyethyl purine nucleotides or alternately 

5 a plurality of purine nucleotides are 2'-methoxyethyl purine nucleotides), and a terminal 
cap modification, such as any modification described herein or shown in Figure 22, that 
is optionally present at the 3*-end, the 5'-end, or both of the 3* and 5 f -ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2'-deoxynucleotides at the 3 J -end of the siNA molecule, wherein the terminal 

10 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5 '-terminal phosphate group. 

In another embodiment, any modified nucleotides present in the single stranded 
siNA molecules of the invention comprise modified nucleotides having properties or 

15 characteristics similar to naturally occurring ribonucleotides. For example, the invention 
features siNA molecules including modified nucleotides having a Northern conformation 
(e.g., Northern pseudorotation cycle, see for example Saenger, Principles of Nucleic Acid 
Structure, Springer- Verlag ed., 1984). As such, chemically modified nucleotides present 
in the single stranded siNA molecules of the invention are preferably resistant to nuclease 

20 degradation while at the same time maintaining the capacity to mediate RNAi. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
25 a cell under conditions suitable to modulate the expression of the gene in the cell. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene and wherein the sense strand sequence of 
30 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
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and (b) introducing the siNA molecule into a cell under conditions suitable to modulate 
the expression of the gene in the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
5 molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell under conditions suitable to modulate the expression of the 
genes in the cell. 

In another embodiment, the invention features a method for modulating the 
10 expression of more than one gene within a cell comprising: (a) synthesizing a siNA 
molecule of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the gene and wherein the sense 
strand sequence of the siNA comprises a sequence substantially similar to the sequence of 
the target RNA; and (b) introducing the siNA molecules into a cell under conditions 
1 5 suitable to modulate the expression of the genes in the cell. 

In one embodiment, siNA molecules of the invention are used as reagents in ex 
vivo applications. For example, siNA reagents are intoduced into tissue or cells that are 
transplanted into a subject for therapeutic effect. The cells and/or tissue can be derived 
from an organism or subject that later receives the explant, or can be derived from another 

20 organism or subject prior to transplantation. The siNA molecules can be used to 
modulate the expression of one or more genes in the cells or tissue, such that the cells or 
tissue obtain a desired phenotype or are able to perform a function when transplanted in 
vivo. In one embodiment, certain target cells from a patient are extracted. These 
extracted cells are contacted with siNAs targeteing a specific nucleotide sequence within 

25 the cells under conditions suitable for uptake of the siNAs by these cells (e.g. using 
delivery reagents such as cationic lipids, liposomes and the like or using techniques such 
as electroporation to facilitate the delivery of siNAs into cells). The cells are then 
reintroduced back into the same patient or other patients. Non-limiting examples of ex 
vivo applications include use in organ/tissue transplant, tissue grafting* or treatment of 

30 pulmonary disease (e.g., restenosis) or prevent neointimal hyperplasia and atherosclerosis 
in vein grafts. Such ex vivo applications may also used to treat conditions associated with 
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coronary and peripheral bypass graft failure, for example, such methods can be used in 
conjunction with peripheral vascular bypass graft surgery and coronary artery bypass 
graft surgery. Additional applications include transplants to treat CNS lesions or injury, 
including use in treatment of neurodegenerative conditions such as Alzheimer's disease, 
5 Parkinson's Disease, Epilepsy, Dementia, Huntington's disease, or amyotrophic lateral 
sclerosis (ALS). 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 

10 a sequence complementary to RNA of the gene; and (b) introducing the siNA molecule 
into a cell of the tissue explant derived from a particular organism under conditions 
suitable to modulate the expression of the gene in the tissue explant. In another 
embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 

15 to modulate the expression of the gene in that organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 
a sequence complementary to RNA of the gene and wherein the sense strand sequence of 

20 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
and (b) introducing the siNA molecule into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the gene in 
the tissue explant. In another embodiment, the method further comprises introducing the 
tissue explant back into the organism the tissue was derived from or into another 

25 organism under conditions suitable to modulate the expression of the gene in that 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
30 strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell of the tissue explant derived from a particular organism 
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under conditions suitable to modulate the expression of the genes in the tissue explant. In 
another embodiment, the method further comprises introducing the tissue explant back 
into the organism the tissue was derived from or into another organism under conditions 
suitable to modulate the expression of the genes in that organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
the organism under conditions suitable to modulate the expression of the gene in the 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into the organism under conditions suitable to modulate the 
expression of the genes in the organism. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein the siNA comprises a single stranded 
sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into a cell under conditions suitable to modulate the expression of the gene in 
the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) contacting the siNA molecule with a cell in vitro or in vivo under conditions suitable 
to modulate the expression of the genes in the cell. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
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invention, which can be chemically-modified, wherein the siNA comprises a single 
stranded sequence having complementarity to RNA of the gene; and (b) contacting the 
siNA molecule with a cell of the tissue explant derived from a particular organism under 
conditions suitable to modulate the expression of the gene in the tissue explant. In another 
5 embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 
to modulate the expression of the gene in that organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 

10 molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the genes in 
the tissue explant. In another embodiment, the method further comprises introducing the 

15 tissue explant back into the organism the tissue was derived from or into another 
organism under conditions suitable to modulate the expression of the genes in that 
organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
20 which can be chemically-modified, wherein the siNA comprises a single stranded 
sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into the organism under conditions suitable to modulate the expression of the 
gene in the organism. 

In another embodiment, the invention features a method of modulating the 
25 expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into the organism under conditions suitable to 
modulate the expression of the genes in the organism. 

30 In one embodiment, the invention features a method of modulating the expression 

of a gene in an organism comprising contacting the organism with a siNA molecule of the 

41 



WO 03/074654 



PCT/US03/05028 



invention under conditions suitable to modulate the expression of the gene in the 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising contacting the organism 
with one or more siNA molecules of the invention under conditions suitable to modulate 
the expression of the genes in the organism. 

The siNA molecules of the invention can be designed to inhibit target gene 
expression through RNAi targeting of a variety of RNA molecules. In one embodiment, 
the siNA molecules of the invention are used to target various RNAs corresponding to a 
target gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), 
alternate RNA splice variants of target gene(s), post-transcriptionally modified RNA of 
target gene(s), pre-mRNA of target gene(s), and/or RNA templates. If alternate splicing 
produces a family of transcripts that are distinguished by usage of appropriate exons, the 
instant invention can be used to inhibit gene expression through the appropriate exons to 
specifically inhibit or to distinguish among the functions of gene family members. For 
example, a protein that contains an alternatively spliced transmembrane domain can be 
expressed in both membrane bound and secreted forms. Use of the invention to target the 
exon containing the transmembrane domain can be used to determine the functional 
consequences of pharmaceutical targeting of membrane bound as opposed to the secreted 
form of the protein. Non-limiting examples of applications of the invention relating to 
targeting these RNA molecules include therapeutic pharmaceutical applications, 
pharmaceutical discovery applications, molecular diagnostic and gene function 
applications, and gene mapping, for example using single nucleotide polymorphism 
mapping with siNA molecules of the invention. Such applications can be implemented 
using known gene sequences or from partial sequences available from an expressed 
sequence tag (EST). 

In another embodiment, the siNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siNA 
molecules targeting multiple gene targets can provide increased therapeutic effect. In 
addition, siNA can be used to characterize pathways of gene function in a variety of 
applications. For example, the present invention can be used to inhibit the activity of 
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target gene(s) in a pathway to determine the function of uncharacterized gene(s) in gene 
function analysis, mRNA function analysis, or translation^ analysis. The invention can 
be used to determine potential target gene pathways involved in various diseases and 
conditions toward pharmaceutical development. The invention can be used to understand 
5 pathways of gene expression involved in, for example, in development, such as prenatal 
development and postnatal development, and/or the progression and/or maintenance of 
cancer, infectious disease, autoimmunity, inflammation, endocrine disorders, renal 
disease, pulmonary disease, cardiovascular disease, birth defects, ageing, any other 
disease or condition related to gene expression. 

10 In one embodiment, the invention features a method comprising: (a) generating a 

library of siNA constructs having a predetermined complexity; and (b) assaying the siNA 
constructs of (a) above, under conditions suitable to determine RNAi target sites within 
the target RNA sequence. In another embodiment, the siNA molecules of (a) have 
strands of a fixed length, for example, about 23 nucleotides in length. In yet another 

15 embodiment, the siNA molecules of (a) are of differing length, for example having 
strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in 
length. In one embodiment, the assay can comprise a reconstituted in vitro siNA assay as 
described herein. In another embodiment, the assay can comprise a cell culture system in 
which target RNA is expressed. In another embodiment, fragments of target RNA are 

20 analyzed for detectable levels of cleavage, for example by gel electrophoresis, northern 
blot analysis, or RNAse protection assays, to determine the most suitable target site(s) 
within the target RNA sequence. The target RNA sequence can be obtained as is known 
in the art, for example, by cloning and/or transcription for in vitro systems, and by 
cellular expression in in vivo systems. 

25 In one embodiment, the invention features a method comprising: (a) generating a 

randomized library of siNA constructs having a predetermined complexity, such as of 4 N , 
where N represents the number of base paired nucleotides in each of the siNA construct 
strands (eg. for a siNA construct having 21 nucleotide sense and antisense strands with 19 
base pairs, the complexity would be 4 19 ); and (b) assaying the siNA constructs of (a) 

30 above, under conditions suitable to determine RNAi target sites within the target RNA 
sequence. In another embodiment, the siNA molecules of (a) have strands of a fixed 
length, for example about 23 nucleotides in length. In yet another embodiment, the siNA 
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molecules of (a) are of differing length, for example having strands of about 19 to about 
25 (e.g., about 19, 20, 21, 22,23,24, or 25) nucleotides in length. In one embodiment, 
the assay can comprise a reconstituted in vitro siNA assay as described in Example 7 
herein. In another embodiment, the assay can comprise a cell culture system in which 

5 target RNA is expressed. In another embodiment, fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. In another embodiment, the target RNA sequence can be 
obtained as is known in the art, for example, by cloning and/or transcription for in vitro 

10 systems, and by cellular expression in in vivo systems. 

In another embodiment, the invention features a method comprising: (a) analyzing 
the sequence of a RNA target encoded by a target gene; (b) synthesizing one or more sets 
of siNA molecules having sequence complementary to one or more regions of the RNA 
of (a); and (c) assaying the siNA molecules of (b) under conditions suitable to determine 

15 RNAi targets within the target RNA sequence. In one embodiment, the siNA molecules 
of (b) have strands of a fixed length, for example about 23 nucleotides in length. In 
another embodiment, the siNA molecules of (b) are of differing length, for example 
having strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) 
nucleotides in length. In one embodiment, the assay can comprise a reconstituted in vitro 

20 siNA assay as described herein. In another embodiment, the assay can comprise a cell 
culture system in which target RNA is expressed. Fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. The target RNA sequence can be obtained as is known in the 

25 art, for example, by cloning and/or transcription for in vitro systems, and by expression in 
in vivo systems. 

By "target site" is meant a sequence within a target RNA that is "targeted" for 
cleavage mediated by a siNA construct which contains sequences within its antisense 
region that are complementary to the target sequence. 

30 By "detectable level of cleavage" is meant cleavage of target RNA (and formation 

of cleaved product RNAs) to an extent sufficient to discern cleavage products above the 
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background of RNAs produced by random degradation of the target RNA. Production of 
cleavage products from 1-5% of the target RNA is sufficient to detect above the 
background for most methods of detection. 

In one embodiment, the invention features a composition comprising a siNA 
5 molecule of the invention, which can be chemically-modified, in a pharmaceutical^ 
acceptable carrier or diluent. In another embodiment, the invention features a 
pharmaceutical composition comprising siNA molecules of the invention, which can be 
chemically-modified, targeting one or more genes in a pharmaceutically acceptable 
carrier or diluent. In another embodiment, the invention features a method for treating or 

10 preventing a disease or condition in a subject, comprising administering to the subject a 
composition of the invention under conditions suitable for the treatment or prevention of 
the disease or condition in the subject, alone or in conjunction with one or more other 
therapeutic compounds. In yet another embodiment, the invention features a method for 
reducing or preventing tissue rejection in a subject comprising administering to the 

15 subject a composition of the invention under conditions suitable for the reduction or 
prevention of tissue rejection in the subject. 

In another embodiment, the invention features a method for validating a gene target, 
comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
20 of a target gene; (b) introducing the siNA molecule into a cell, tissue, or organism under 
conditions suitable for modulating expression of the target gene in the cell, tissue, or 
organism; and (c) determining the function of the gene by assaying for any phenotypic 
change in the cell, tissue, or organism. 

In another embodiment, the invention features a method for validating a target gene 
25 comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
of a target gene; (b) introducing the siNA molecule into a biological system under 
conditions suitable for modulating expression of the target gene in the biological system; 
and (c) determining the function of the gene by assaying for any phenotypic change in the 
30 biological system. 
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By "biological system" is meant, material, in a purified or unpurified form, from 
biological sources, including but not limited to human, animal, plant, insect, bacterial, 
viral or other sources, wherein the system comprises the components required for KNAi 
acitivity. The term "biological system" includes, for example, a cell, tissue, or organism, 
5 or extract thereof. The term biological system also includes reconstituted RNAi systems 
that can be used in an in vitro setting. 

By "phenotypic change" is meant any detectable change to a cell that occurs in 
response to contact or treatment with a nucleic acid molecule of the invention (e.g., 
siNA). Such detectable changes include, but are not limited to, changes in shape, size, 
10 proliferation, motility, protein expression or RNA expression or other physical or 
a - chemical changes as can be assayed by methods known in the art. The detectable change 
can also include expression of reporter genes/molecules such as Green Florescent Protein 
(GFP) or various tags that are used to identify an expressed protein or any other cellular 
component that can be assayed. 

15 In one embodiment, the invention features a kit containing a siNA molecule of the 

invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a cell, tissue, or organism. In another embodiment, the invention 
features a kit containing more than one siNA molecule of the invention, which can be 
chemically-modified, that can be used to modulate the expression of more than one target 

20 gene in a cell, tissue, or organism. 

In one embodiment, the invention features a kit containing a siNA molecule of the 
invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a biological system, hi another embodiment, the invention features a 
kit containing more than one siNA molecule of the invention, which can be chemically- 
25 modified, that can be used to modulate the expression of more than one target gene in a 
biological system. 

In one embodiment, the invention features a cell containing one or more siNA 
molecules of the invention, which can be chemically-modified. In another embodiment, 
the cell containing a siNA molecule of the invention is a mammalian cell. In yet another 
30 embodiment, the cell containing a siNA molecule of the invention is a human cell. 
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In one embodiment, the synthesis of a siNA molecule of the invention, which can 
be chemically-modified, comprises: (a) synthesis of two complementary strands of the 
siNA molecule; (b) annealing the two complementary strands together under conditions 
suitable to obtain a double-stranded siNA molecule. In another embodiment, synthesis of 
5 the two complementary strands of the siNA molecule is by solid phase oligonucleotide 
synthesis. In yet another embodiment, synthesis of the two complementary strands of the 
siNA molecule is by solid phase tandem oligonucleotide synthesis. 

In one embodiment, the invention features a method for synthesizing a siNA duplex 
molecule comprising: (a) synthesizing a first oligonucleotide sequence strand of the siNA 

10 molecule, wherein the first oligonucleotide sequence strand comprises a cleavable linker 
molecule that can be used as a scaffold for the synthesis of the second oligonucleotide 
sequence strand of the siNA; (b) synthesizing the second oligonucleotide sequence strand 
of siNA on the scaffold of the first oligonucleotide sequence strand, wherein the second 
oligonucleotide sequence strand further comprises a chemical moiety than can be used to 

15 purify the siNA duplex; (c) cleaving the linker molecule of (a) under conditions suitable 
for the two siNA oligonucleotide strands to hybridize and form a stable duplex; and (d) 
purifying the siNA duplex utilizing the chemical moiety of the second oligonucleotide 
sequence strand. In one embodiment, cleavage of the linker molecule in (c) above takes 
place during deprotection of the oligonucleotide, for example under hydrolysis conditions 

20 using an alkylamine base such as methylamine. In one embodiment, the method of 
synthesis comprises solid phase synthesis on a solid support such as controlled pore glass 
(CPG) or polystyrene, wherein the first sequence of (a) is synthesized on a cleavable 
linker, such as a succinyl linker, using the solid support as a scaffold. The cleavable 
linker in (a) used as a scaffold for synthesizing the second strand can comprise similar 

25 reactivity as the solid support derivatized linker, such that cleavage of the solid support 
derivatized linker and the cleavable linker of (a) takes place concomitantly. In another 
embodiment, the chemical moiety of (b) that can be used to isolate the attached 
oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group, 
which can be employed in a trityl-on synthesis strategy as described herein. In yet 

30 another embodiment, the chemical moiety, such as a dimethoxytrityl group, is removed 
during purification, for example, using acidic conditions. 
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In a further embodiment, the method for siNA synthesis is a solution phase 
synthesis or hybrid phase synthesis wherein both strands of the siNA duplex are 
synthesized in tandem using a cleavable linker attached to the first sequence which acts a 
scaffold for synthesis of the second sequence. Cleavage of the linker under conditions 
5 suitable for hybridization of the separate siNA sequence strands results in formation of 
the double-stranded siNA molecule. 

In another embodiment, the invention features a method for synthesizing a siNA 
duplex molecule comprising: (a) synthesizing one oligonucleotide sequence strand of the 
siNA molecule, wherein the sequence comprises a cleavable linker molecule that can be 

10 used as a scaffold for the synthesis of another oligonucleotide sequence; (b) synthesizing 
a second oligonucleotide sequence having complementarity to the first sequence strand on 
the scaffold of (a), wherein the second sequence comprises the other strand of the double- 
stranded siNA molecule and wherein the second sequence further comprises a chemical 
moiety than can be used to isolate the attached oligonucleotide sequence; (c) purifying the 

15 product of (b) utilizing the chemical moiety of the second oligonucleotide sequence 
strand under conditions suitable for isolating the full-length sequence comprising both 
siNA oligonucleotide strands connected by the cleavable linker and under conditions 
suitable for the two siNA oligonucleotide strands to hybridize and form a stable duplex. 
In one embodiment, cleavage of the linker molecule in (c) abdve takes place during 

20 deprotection of the oligonucleotide, for example under hydrolysis conditions. In another 
embodiment, cleavage of the linker molecule in (c) above takes place after deprotection 
of the oligonucleotide. In another embodiment, the method of synthesis comprises solid 
phase synthesis on a solid support such as controlled pore glass (CPG) or polystyrene, 
wherein the first sequence of (a) is synthesized on a cleavable linker, such as a succinyl 

25 linker, using the solid support as a scaffold. The cleavable linker in (a) used as a scaffold 
for synthesizing the second strand can comprise similar reactivity or differing reactivity 
as the solid support derivatized linker, such that cleavage of the solid support derivatized 
linker and the cleavable linker of (a) takes place either concomitantly or sequentially. In 
one embodiment, the chemical moiety of (b) that can be used to isolate the attached 

30 oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group. 

In another embodiment, the invention features a method for making a double- 
stranded siNA molecule in a single synthetic process comprising: (a) synthesizing an 
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oligonucleotide having a first and a second sequence, wherein the first sequence is 
complementary to the second sequence, and the first oligonucleotide sequence is linked to 
the second sequence via a cleavable linker, and wherein a terminal 5 ! -protecting group, 
for example, a 5'-0-dimethoxytrityl group (5 f -0-DMT) remains on the oligonucleotide 
5 having the second sequence; (b) deprotecting the oligonucleotide whereby the 
deprotection results in the cleavage of the linker joining the two oligonucleotide 
sequences; and (c) purifying the product of (b) under conditions suitable for isolating the 
double-stranded siNA molecule, for example using a trityl-on synthesis strategy as 
described herein. 

1 0 In another embodiment, the method of synthesis of siNA molecules of the invention 

comprises the teachings of Scaringe et al, US Patent Nos. 5,889,136; 6,008,400; and 
6,1 1 1,086, incorporated by reference herein in their entirety. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
15 modifications, for example, one or more chemical modifications having any of Formulae 
I-VH or any combination thereof that increases the nuclease resistance of the siNA 
construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased nuclease resistance comprising (a) introducing nucleotides 
20 having any of Formula I-VII or any combination thereof into a siNA molecule, and (b) 
assaying the siNA molecule of step (a) under conditions suitable for isolating siNA 
molecules having increased nuclease resistance. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
against a target gene, wherein the siNA construct comprises one or more chemical 
25 modifications described herein that modulates the binding affinity between the sense and 
antisense strands of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the sense and antisense strands of the 
siNA molecule comprising (a) introducing nucleotides having any of Formula I-VII or 
30 any combination thereof into a siNA molecule, and (b) assaying the siNA molecule of 
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step (a) under conditions suitable for isolating siNA molecules having increased binding 
affinity between the sense and antisense strands of the siNA molecule. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
5 modifications described herein that modulates the binding affinity between the antisense 
strand of the siNA construct and a complementary target RNA sequence within a cell. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the binding affinity between the antisense 
10 strand of the siNA construct and a complementary target DNA sequence within a cell. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
molecule and a complementary target RNA sequence comprising (a) introducing 
nucleotides having any of Formula I-VTI or any combination thereof into a siNA 
15 molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target RNA sequence. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
20 molecule and a complementary target DNA sequence comprising (a) introducing 
nucleotides having any of Formula I-VTI or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target DNA sequence. 

25 In one embodiment, the invention features siNA constructs that mediate RNAi in a 

cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulate the polymerase activity of a cellular 
polymerase capable of generating additional endogenous siNA molecules having 
sequence homology to the chemically-modified siNA construct. 
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In another embodiment, the invention features a method for generating siNA 
molecules capable of mediating increased polymerase activity of a cellular polymerase 
capable of generating additional endogenous siNA molecules having sequence homology 
to a chemically-modified siNA molecule comprising (a) introducing nucleotides having 
5 any of Formula I- VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
capable of mediating increased polymerase activity of a cellular polymerase capable of 
generating additional endogenous siNA molecules having sequence homology to the 
chemically-modified siNA molecule. 

10 In one embodiment, the invention features chemically-modified siNA constructs 

that mediate RNAi in a cell or reconstituted system, wherein the chemical modifications 
do not significantly effect the interaction of siNA with a target RNA molecule, DNA 
molecule and/or proteins or other factors that are essential for RNAi in a manner that 
would decrease the efficacy of RNAi mediated by such siNA constructs. 

15 In another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity, comprising (a) introducing nucleotides having 
any of Formula I- VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
having improved RNAi activity. 

20 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a target RNA comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the target RNA. 

25 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a DNA target comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the DNA target, such as 
, 30 a gene, chromosome, or portion thereof. 
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In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the cellular uptake of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
5 molecules against a target gene with improved cellular uptake comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved cellular uptake. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
10 against a target gene, wherein the siNA construct comprises one or more chemical 
modifications described herein that increases the bioavailability of the siNA construct, for 
example, by attaching polymeric conjugates such as polyethyleneglycol or equivalent 
conjugates that improve the pharmacokinetics of the siNA construct, or by attaching 
conjugates that target specific tissue types or cell types in vivo. Non-limiting examples of 
15 such conjugates are described in Vargeese et al, U.S. Serial No. 10/201,394 incorporated 
by reference herein. 

In one embodiment, the invention features a method for generating siNA molecules 
of the invention with improved bioavailability, comprising (a) introducing a conjugate 
into the structure of a siNA molecule, and (b) assaying the siNA molecule of step (a) 

20 under conditions suitable for isolating siNA molecules having improved bioavailability. 
Such conjugates can include ligands for cellular receptors, such as peptides derived from 
naturally occurring protein ligands; protein localization sequences, including cellular ZIP 
code sequences; antibodies; nucleic acid aptamers; vitamins and other co-factors, such as 
folate and N-acetylgalactosamine; polymers, such as polyethyleneglycol (PEG); 

25 phospholipids; polyamines, such as spermine or spermidine; and others. 

In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing an 
excipient formulation to a siNA molecule, and (b) assaying the siNA molecule of step (a) 
under conditions suitable for isolating siNA molecules having improved bioavailability. 
30 Such excipients include polymers such as cyclodextrins, lipids, cationic lipids, 
polyamines, phospholipids, and others. 
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In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing 
nucleotides having any of Formulae I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
5 isolating siNA molecules having improved bioavailability. 

In another embodiment, polyethylene glycol (PEG) can be covalently attached to 
siNA compounds of the present invention. The attached PEG can be any molecular 
weight, preferably from about 2,000 to about 50,000 daltons (Da). 

The present invention can be used alone or as a component of a kit having at least 
10 one of the reagents necessary to carry out the in vitro or in vivo introduction of RNA to 
test samples and/or subjects. For example, preferred components of the kit include a 
siNA molecule of the invention and a vehicle that promotes introduction of the siNA into 
cells of interest as described herein (e.g., using lipids and other methods of transfection 
known in the art, see for example Beigelman et al, US 6,395,713). The kit can be used 
15 for target validation, such as in determining gene function and/or activity, or in drug 
optimization, and in drug discovery (see for example Usman et al., USSN 60/402,996). 
Such a kit can also include instructions to allow a user of the kit to practice the invention. 

The term "short interfering nucleic acid", "siNA", "short interfering RNA", 
"siRNA", "short interfering nucleic acid molecule", "short interfering oligonucleotide 

20 molecule", or "chemically-modified short interfering nucleic acid molecule" as used 
herein refers to any nucleic acid molecule capable of inhibiting or down regulating gene 
expression or viral replication, for example by mediating RNA interference "RNAi" or 
gene silencing in a sequence-specific manner; see for example Bass, 2001, Nature, 411, 
428-429; Elbashir et al, 2001, Nature, 411, 494-498; and Kreutzer et al, International 

25 PCT Publication No. WO 00/44895; Zernicka-Goetz et al, International PCT Publication 
No. WO 01/36646; Fire, International PCT Publication No. WO 99/32619; Plaetinck et 
al, International PCT Publication No. WO 00/01846; Mello and Fire, International PCT 
Publication No. WO 01/29058; Deschamps-Depaillette, International PCT Publication 
No. WO 99/07409; and Li et al, International PCT Publication No. WO 00/44914; 

30 Allshirq, 2002, Science, 297, 1818-1819; Volpe et al, 2002, Science, 297, 1833-1837; 
Jenuwein, 2002, Science, 297, 2215-2218; and Hall et al, 2002, Science, 297, 2232-2237; 
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Hutvagner and Zamore, 2002, Science, 297, 2056-60; McManus et al, 2002, RNA, 8, 
842-850; Reinhart et al, 2002, Gene & Dev., 16, 1616-1626; and Reinhart & Bartel, 
2002, Science, 297, 1831). Non limiting examples of siNA molecules of the invention are 
shown in Figures 4-6, and Tables II, DDL, and IV herein. For example the siNA can be a 

5 double-stranded polynucleotide molecule comprising self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a target nucleic acid molecule or a portion 
thereof and the sense region having nucleotide sequence corresponding to the target 
nucleic acid sequence or a portion thereof. The siNA can be assembled from two separate 

10 oligonucleotides, where one strand is the sense strand and the other is the antisense 
strand, wherein the antisense and sense strands are self-complementary (i.e. each strand 
comprises nucleotide sequence that is complementary to nucleotide sequence in the other 
strand; such as where the antisense strand and sense strand form a duplex or double 
stranded structure, for example wherein the double stranded region is about 19 base 

15 pairs); the antisense strand comprises nucleotide sequence that is complementary to 
nucleotide sequence in a target nucleic acid molecule or a portion thereof and the sense 
strand comprises nucleotide sequence corresponding to the target nucleic acid sequence 
or a portion thereof. Alternatively, the siNA is assembled from a single oligonucleotide, 
where the self-complementary sense and antisense regions of the siNA are linked by 

20 means of a nucleic acid based or non-nucleic acid-based linker(s). The siNA can be a 
polynucleotide with a hairpin secondary structure, having self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a separate target nucleic acid molecule or a 
portion thereof and the sense region having nucleotide sequence corresponding to the 

25 target nucleic acid sequence or a portion thereof The siNA can be a circular single- 
stranded polynucleotide having two or more loop structures and a stem comprising self- 
complementary sense and antisense regions, wherein the antisense region comprises 
nucleotide sequence that is complementary to nucleotide sequence in a target nucleic acid 
molecule or a portion thereof and the sense region having nucleotide sequence 

30 corresponding to the target nucleic acid sequence or a portion thereof, and wherein the 
circular polynucleotide can be processed either in vivo or in vitro to generate an active 
siNA molecule capable of mediating RNAi. The siNA can also comprise a single 
stranded polynucleotide having nucleotide sequence complementary to nucleotide 
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sequence in a target nucleic acid molecule or a portion thereof (for example, where such 
siNA molecule does not require the presence within the siNA molecule of nucleotide 
sequence corresponding to the target nucleic acid sequence or a portion thereof), wherein 
the single stranded polynucleotide can further comprise a terminal phosphate group, such 
5 as a 5' -phosphate (see for example Martinez et al, 2002, Cell, 110, 563-574 and 
Schwarz et al 9 2002, Molecular Cell, 10, 537-568), or 5\ 3 '-diphosphate. In certain 
embodiment, the siNA molecule of the invention comprises separate sense and antisense 
sequences or regions, wherein the sense and antisense regions are covalently linked by 
nucleotide or non-nucleotide linkers molecules as is known in the art, or are alternately 

10 non-covalently linked by ionic interactions, hydrogen bonding, van der waals 
interactions, hydrophobic intercations, and/or stacking interactions. In certain 
embodiments, the siNA molecules of the invention comprise nucleotide sequence that is 
complementary to nucleotide sequence of a target gene. In another embodiment, the 
siNA molecule of the invention interacts with nucleotide sequence of a target gene in a 

15 manner that causes inhibition of expression of the target gene. As used herein, siNA 
molecules need not be limited to those molecules containing only RNA, but further 
encompasses chemically-modified nucleotides and non-nucleotides. In certain 
embodiments, the short interfering nucleic acid molecules of the invention lack 2- 
hydroxy (2 -OH) containing nucleotides. Applicant describes in certain embodiments 

20 short interfering nucleic acids that do not require the presence of nucleotides having a 2 f - 
hydroxy group for mediating RNAi and as such, short interfering nucleic acid molecules 
of the invention optionally do not include any ribonucleotides (e.g., nucleotides having a 
2-OH group). Such siNA molecules that do not require the presence of ribonucleotides 
within the siNA molecule to support RNAi can however have an attached linker or linkers 

25 or other attached or associated groups, moieties, or chains containing one or more 
nucleotides with 2'-OH groups. Optionally, siNA molecules can comprise ribonucleotides 
at about 5, 10, 20, 30, 40, or 50% of the nucleotide positions. The modified short 
interfering nucleic acid molecules of the invention can also be referred to as short 
interfering modified oligonucleotides "siMON." As used herein, the term siNA is meant 

30 to be equivalent to other terms used to describe nucleic acid molecules that are capable of 
mediating sequence specific RNAi, for example short interfering RNA (siRNA), double- 
stranded RNA (dsRNA), micro-RNA (miRNA), short hairpin RNA (shRNA), short 
interfering oligonucleotide, short interfering nucleic acid, short interfering modified 
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oligonucleotide, chemically-modified siRNA, post-transcriptional gene silencing RNA 
(ptgsRNA), and others. In addition, as used herein, the term RNAi is meant to be 
equivalent to other terms used to describe sequence specific RNA interference, such as 
post transcriptional gene silencing, or epigenetics. For example, siNA molecules of the 

5 invention can be used to epigenetically silence genes at both the post-transcriptional level 
or the pre-transcriptional level. In a non-limiting example, epigenetic regulation of gene 
expression by siNA molecules of the invention can result from siNA mediated 
modification of chromatin structure to alter gene expression (see, for example, Allshire, 
2002, Science, 297, 1818-1819; Volpe et aL, 2002, Science, 297, 1833-1837; Jenuwein, 

10 2002, Science, 297, 2215-2218; and Hall et aL, 2002, Science, 297, 2232-2237). 

By "modulate" is meant that the expression of the gene, or level of RNA molecule 
or equivalent RNA molecules encoding one or more proteins or protein subunits, or 
activity of one or more proteins or protein subunits is up regulated or down regulated, 
such that expression, level, or activity is greater than or less than that observed in the 
15 absence of the modulator. For example, the term "modulate" can mean "inhibit," but the 
use of the word "modulate" is not limited to this definition. 

By "inhibit" it is meant that the activity of a gene expression product or level of 
RNAs or equivalent RNAs encoding one or more gene products is reduced below that 
observed in the absence of the nucleic acid molecule of the invention. In one 
20 embodiment, inhibition with a siNA molecule preferably is below that level observed in 
the presence of an inactive or attenuated molecule that is unable to mediate an RNAi 
response. In another embodiment, inhibition of gene expression with the siNA molecule 
of the instant invention is greater in the presence of the siNA molecule than in its 
absence. 

25 By "inhibit", "down-regulate", or deduce", it is meant that the expression of the 

gene, or level of RNA molecules or equivalent RNA molecules encoding one or more 
proteins or protein subunits, or activity of one or more proteins or protein subunits, is 
reduced below that observed in the absence of the nucleic acid molecules (e.g., siNA) of 
the invention. In one embodiment, inhibition, down-regulation or reduction with an siNA 

30 molecule is below that level observed in the presence of an inactive or attenuated 
molecule. In another embodiment, inhibition, down-regulation, or reduction with siNA 
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molecules is below that level observed in the presence of, for example, an siNA molecule 
with scrambled sequence or with mismatches. In another embodiment, inhibition, down- 
regulation, or reduction of gene expression with a nucleic acid molecule of the instant 
invention is greater in the presence of the nucleic acid molecule than in its absence. 

5 By "gene" or "target gene" is meant, a nucleic acid that encodes an RNA, for 

example, nucleic acid sequences including, but not limited to, structural genes encoding a 
polypeptide. The target gene can be a gene derived from a cell, an endogenous gene, a 
transgene, or exogenous genes such as genes of a pathogen, for example a virus, which is 
present in the cell after infection thereof. The cell containing the target gene can be 
10 derived from or contained in any organism, for example a plant, animal, protozoan, virus, 
bacterium, or fungus. Non-limiting examples of plants include monocots, dicots, or 
gynmosperms. Non-limiting examples of animals include vertebrates or invertebrates. 
Non-limiting examples of fungi include molds or yeasts. 

By "endogenous" or "cellular" gene is meant a gene normally found in a cell in its 
15 natural location in the genome. For example, HER-2, VEGF, VEGF-R, EGFR, BCL-2, c- 
MYC, RAS and the like would be considered an endogenous gene. Genes expressed in a 
cell from a plasmid, viral vector or other vectors or from virus, bacteria, fungi would be 
considered "foreign" or "heterologous" gene; such genes are not normally found in the 
host cell, but are introduced by standard gene transfer techniques or as a result of 
20 infection by a virus, bacterial or other infectious agent. 

By "gene family" is meant a group of more than one nucleic acid molecules that 
share at least one common characteristic, such as sequence homology, target specificity, 
mode of action, secondary structure, or the ability to modulate a process or more than one 
process in a biological system. The gene family can be of viral or cellular origin. The 
25 gene family can encode, for example, groups of cytokines, receptors, growth factors, 
adapter proteins, structural proteins, and other protein epitopes. 

By "protein family" is meant a group of more than one proteins, peptides, or 
polypeptides that share at least one common characteristic, such as sequence homology, 
target specificity, mode of action, secondary structure, or the ability to modulate a process 
30 or more than one process in a biological system. The protein family can be of viral or 
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cellular origin. The protein family can encode, for example, groups of cytokines, 
receptors, growth factors, adapter proteins, structural proteins, and other protein epitopes. 

By "highly conserved sequence region" is meant, a nucleotide sequence of one or 
more regions in a target gene does not vary significantly from one generation to the other 
5 or from one biological system to the other. 

By "cancer" is meant a group of diseases characterized by uncontrolled growth and 
spread of abnormal cells. 

By "sense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to an antisense region of the siNA molecule. In addition, the sense 
10 region of a siNA molecule can comprise a nucleic acid sequence having homology with a 
target nucleic acid sequence. 

By "antisense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to a target nucleic acid sequence. In addition, the antisense region of a 
siNA molecule can optionally comprise a nucleic acid sequence having complementarity 
15 to a sense region of the siNA molecule. 

By "target nucleic acid" is meant any nucleic acid sequence whose expression or 
activity is to be modulated. The target nucleic acid can be DNA or RNA. 

By "complementarity" is meant that a nucleic acid can form hydrogen bond(s) with 
another nucleic acid sequence by either traditional Watson-Crick or other non-traditional 

20 types. In reference to the nucleic molecules of the present invention, the binding free 
energy for a nucleic acid molecule with its complementary sequence is sufficient to allow 
the relevant function of the nucleic acid to proceed, e.g., RNAi activity. Determination of 
binding free energies for nucleic acid molecules is well known in the art (see, e.g., Turner 
et al, 1987, CSH Symp. Quant Biol LIT pp.123-133; Frier et al, 1986, Proc. Nat Acad. 

25 Set USA 83:9373-9377; Turner et al, 1987, J. Am. Chem. Soc. 109:3783-3785). A 
percent complementarity indicates the percentage of contiguous residues in a nucleic acid 
molecule that can form hydrogen bonds (e.g., Watson-Crick base pairing) with a second 
nucleic acid sequence (e.g., 5, 6, 7, 8, 9, 10 out of 10 being 50%, 60%, 70%, 80%, 90%, 
and 100% complementary). "Perfectly complementary" means that all the contiguous 
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residues of a nucleic acid sequence will hydrogen bond with the same number of 
contiguous residues in a second nucleic acid sequence. 

The siNA molecules of the invention represent a novel therapeutic approach to a 
broad spectrum of diseases and conditions, including cancer or cancerous disease, 
infectious disease, cardiovascular disease, neurological disease, prion disease, 
inflammatory disease, autoimmune disease, pulmonary disease, renal disease, liver 
disease, mitochondrial disease, endocrine disease, reproduction related diseases and 
conditions, and any other indications that can respond to the level of an expressed gene 
product in a cell or organsim. 

In one embodiment of the present invention, each sequence of a siNA molecule of 
the invention is independently about 18 to about 24 nucleotides in length, in specific 
embodiments about 18, 19, 20, 21, 22, 23, or 24 nucleotides in length. In another 
embodiment, the siNA duplexes of the invention independently comprise about 17 to 
about 23 base pairs (e.g., about 17, 18, 19, 20, 21, 22 or 23). In yet another embodiment, 
siNA molecules of the invention comprising hairpin or circular structures are about 35 to 
about 55 (eg., about 35, 40, 45, 50 or 55) nucleotides in length, or about 38 to about 44 
(e.g., 38, 39, 40, 41, 42, 43 or 44) nucleotides in length and comprising about 16 to about 
22 (e.g., about 16, 17, 18, 19, 20, 21 or 22) base pairs. Exemplary siNA molecules of the 
invention are shown in Table n. Exemplary synthetic siNA molecules of the invention 
are shown in Table I and/or Figures 18-19. 

As used herein "cell" is used in its usual biological sense, and does not refer to an 
entire multicellular organism, e.g., specifically does not refer to a human. The cell can be 
present in an organism, e.g., birds, plants and mammals such as humans, cows, sheep, 
apes, monkeys, swine, dogs, and cats. The cell can be prokaryotic or eukaryotic (e.g., 
mammalian or plant cell). The cell can be of somatic or germ line origin, totipotent or 
pluripotent, dividing or non-dividing. The cell can also be derived from or can comprise 
a gamete or embryo, a stem cell, or a fully differentiated cell. 

The siNA molecules of the invention are added directly, or can be complexed with 
cationic lipids, packaged within liposomes, or otherwise delivered to target cells or 
tissues. The nucleic acid or nucleic acid complexes can be locally administered to 
relevant tissues ex vivo, or in vivo through injection, infusion pump or stent, with or 
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without their incorporation in biopolymers. In particular embodiments, the nucleic acid 
molecules of the invention comprise sequences shown in Tables MI and/or Figures 18- 
19. Examples of such nucleic acid molecules consist essentially of sequences defined in 
these tables and figures. Furthermore, the chemically modified constructs described in 
5 Table IV can be applied to any siNA sequence of the invention. 

In another aspect, the invention provides mammalian cells containing one or more 
siNA molecules of this invention. The one or more siNA molecules can independently be 
targeted to the same or different sites. 

By "RNA" is meant a molecule comprising at least one ribonucleotide residue. By 
10 "ribonucleotide" is meant a nucleotide with a hydroxyl group at the 2 ! position of a (i-D- 
ribo-furanose moiety. The terms include double-stranded RNA, single-stranded RNA, 
v isolated RNA such as partially purified RNA, essentially pure RNA, synthetic RNA, 
recombinantly produced RNA, as well as altered RNA that differs from naturally 
occurring RNA by the addition, deletion, substitution and/or alteration of one or more 
15 nucleotides. Such alterations can include addition of non-nucleotide material, such as to 
the end(s) of the siNA or internally, for example at one or more nucleotides of the RNA. 
Nucleotides in the RNA molecules of the instant invention can also comprise non- 
standard nucleotides, such as non-naturally occurring nucleotides or chemically 
synthesized nucleotides or deoxynucleotides. These altered RNAs can be referred to as 
20 analogs or analogs of naturally-occurring RNA. 

By "subject" is meant an organism, which is a donor or recipient of explanted cells 
or the cells themselves. "Subject" also refers to an organism to which the nucleic acid 
molecules of the invention can be administered. In one embodiment, a subject is a 
mammal or mammalian cells. In another embodiment, a subject is a human or human 
25 cells. 

The term "phosphorothioate" as used herein refers to an internucleotide linkage 
having Formula I, wherein Z and/or W comprise a sulfur atom. Hence, the term 
phosphorothioate refers to both phosphorothioate and phosphorodithioate internucleotide 
linkages. 
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The term "universal base" as used herein refers to nucleotide base analogs that form 
base pairs with each of the natural DNA/RNA bases with little discrimination between 
them. Non-limiting examples of universal bases include C-phenyl, C-naphthyl and other 
aromatic derivatives, inosine, azole carboxamides, and nitroazole derivatives such as 3- 
5 nitropyrrole, 4-nitroindole, 5-nitroindole, and 6-nitroindole as known in the art (see for 
example Loakes, 2001, Nucleic Acids Research, 29, 2437-2447). 

The term "acyclic nucleotide" as used herein refers to any nucleotide having an 
acyclic ribose sugar, for example where any of the ribose carbons (CI, C2, C3, C4, or 
C5), are independently or in combination absent from the nucleotide. 

10 The nucleic acid molecules of the instant invention, individually, or in combination 

or in conjunction with other drugs, can be used to treat diseases or conditions discussed 
herein. For example, to treat a particular disease or condition, the siNA molecules can^be 
administered to a subject or can be administered to other appropriate cells evident to those 
skilled in the art, individually or in combination with one or more drugs under conditions 

1 5 suitable for the treatment. 

In a further embodiment, the siNA molecules can be used in combination with other 
known treatments to treat conditions or diseases discussed above. For example, the 
described molecules could be used in combination with one or more known therapeutic 
agents to treat a disease or condition. Non-limiting examples of other therapeutic agents 
20 that can be readily combined with a siNA molecule of the invention are enzymatic nucleic 
acid molecules, allosteric nucleic acid molecules, antisense, decoy, or aptamer nucleic 
acid molecules, antibodies such as monoclonal antibodies, small molecules, and other 
organic and/or inorganic compounds including metals, salts and ions. 

In one embodiment, the invention features an expression vector comprising a 
25 nucleic acid sequence encoding at least one siNA molecule of the invention, in a manner 
which allows expression of the siNA molecule. For example, the vector can contain 
sequence(s) encoding both strands of a siNA molecule comprising a duplex. The vector 
can also contain sequence(s) encoding a single nucleic acid molecule that is self- 
complementary and thus forms a siNA molecule. Non-limiting examples of such 
30 expression vectors are described in Paul et al t 2002, Nature Biotechnology, 19, 505; 
Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee et al, 2002, Nature 
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Biotechnology, 19, 500; and Novina et al, 2002, Nature Medicine, advance online 
publication doi:10.1038/nm725. 

In another embodiment, the invention features a mammalian cell, for example, a 
human cell, including an expression vector of the invention. 

5 In yet another embodiment, the expression vector of the invention comprises a 

sequence for a siRNA molecule having complementarity to a RNA molecule referred to 
by a Genbank Accession number in Table HI. 

In yet another embodiment, the expression vector of the invention comprises a 
sequence for a siNA molecule, having complementarity to a RNA molecule referred to by 
10 a Genbank Accession numbers, for example Genbank Accession Nos. shown in Table I. 

In one embodiment, an expression vector of the invention comprises a nucleic acid 
sequence encoding two or more siNA molecules, which can be the same or different. 

In another aspect of the invention, siRNA molecules that interact with target RNA 
molecules and down-regulate gene encoding target RNA molecules (for example target 

15 RNA molecules referred to by Genbank Accession number in Table EH) are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors 
can be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed 
based on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. 
The recombinant vectors capable of expressing the siNA molecules can be delivered as 

20 described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecules bind and down-regulate 
gene function or expression via RNA interference (RNAi). Delivery of siNA expressing 
vectors can be systemic, such as by intravenous or intramuscular administration, by 

25 administration to target cells ex-planted from a subject followed by reintroduction into the 
subject, or by any other means that would allow for introduction into the desired target 
cell. 

By "vectors" is meant any nucleic acid- and/or viral-based technique used to deliver 
a desired nucleic acid 
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Other features and advantages of the invention will be apparent from the following 
description of the preferred embodiments thereof, and from the claims. 

BRIEF DESCRIPTION OF THE DRAWINGS 

Figure 1 shows a non-limiting example of a scheme for the synthesis of siNA 
5 molecules. The complementary siNA sequence strands, strand 1 and strand 2, are 
synthesized in tandem and are connected by a cleavable linkage, such as a nucleotide 
succinate or abasic succinate, which can be the same or different from the cleavable 
linker used for solid phase synthesis on a solid support. The synthesis can be either solid 
phase or solution phase, in the example shown, the synthesis is a solid phase synthesis. 
10 The synthesis is performed such that a protecting group, such as a dimethoxytrityl group, 
remains intact on the terminal nucleotide of the tandem oligonucleotide. Upon cleavage 
and deprotection of the oligonucleotide, the two siNA strands spontaneously hybridize to 
form a siNA duplex, which allows the purification of the duplex by utilizing the 
properties of the terminal protecting group, for example by applying a trityl on 
15 purification method wherein only duplexes/oligonucleotides with the terminal protecting 
group are isolated. 

Figure 2 shows a MALDI-TOV mass spectrum of a purified siNA duplex 
synthesized by a method of the invention. The two peaks shown correspond to the 
predicted mass of the separate siNA sequence strands. This result demonstrates that the 
20 siNA duplex generated from tandem synthesis can be purified as a single entity using a 
simple trityl-on purification methodology. 

Figure 3 shows the results of a stability assay used to determine the serum stability 
of chemically modified siNA constructs compared to a siNA control consisting of all 
RNA with 3'-TT termini. T Vi values are shown for duplex stability. 

25 Figure 4 shows the results of an RNAi activity screen of phosphorothioate 

modified siNA constructs using a luciferase reporter system. 

Figure 5 shows the results of an RNAi activity screen of phosphorothioate and 
universal base modified siNA constructs using a luciferase reporter system. 
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Figure 6 shows the results of an RNAi activity screen of 2*-0-methyl modified 
siNA constructs using a luciferase reporter system. 

Figure 7 shows the results of an RNAi activity screen of 2'-0-methyl and 2'- 
deoxy-2'-fluoro modified siNA constructs using a luciferase reporter system. 

5 Figure 8 shows the results of an RNAi activity screen of a phosphorothioate 

modified siNA construct using a luciferase reporter system. 

Figure 9 shows the results of an RNAi activity screen of an inverted deoxyabasic 
modified siNA construct generated via tandem synthesis using a luciferase reporter 
system. 

10 Figure 10 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs including 3 '-glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3'-terminal 

15 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 

20 Figure 11 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 

25 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 
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Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
5 concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
10 are shown in Table L In addition, the antisense strand alone (RPI 30430) and an inverted 
control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) was 
compared to the siNA duplexes described above. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

15 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

20 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table L In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. 

Figure 14 shows the results of an RNAi activity screen of chemically modifed 
25 siNA constructs including various 3 '-terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
lOnM concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
30 level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
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number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 
compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3 '-terminal dithymidine (IT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 
strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table L 

Figure 16 shows the results of a siNA titration study wherein the RNAi activity of 
a phosphorothioate modified siNA construct is compared to that of a siNA construct 
consisting of all ribonucleotides except for two terminal thymidine residues using a 
luciferase reporter system. 

Figure 17 shows a non-limiting proposed mechanistic representation of target RNA 
degradation involved in RNAi. Double-stranded RNA (dsRNA), which is generated by 
RNA-dependent RNA polymerase (RdRP) from foreign single-stranded RNA, for 
example viral, transposon, or other exogenous RNA, activates the DICER enzyme that in 
turn generates siNA duplexes. Alternately, synthetic or expressed siNA can be 
introduced directely into a cell by appropriate means. An active siNA complex forms 
which recognizes a target RNA, resulting in degradation of the target RNA by the RISC 
endonuclease complex or in the synthesis of additional RNA by RNA-dependent RNA 
polymerase (RdRP), which can activate DICER and result in additional siNA molecules, 
thereby amplifying the RNAi response. 

Figure 18A-F shows non-limiting examples of chemically-modified siNA 
constructs of the present invention. In the figure, N stands for any nucleotide (adenosine, 
guanosine, cytosine, uridine, or optionally thymidine, for example thymidine can be 
substituted in the overhanging regions designated by parenthesis (N N). Various 
modifications are shown for the sense and antisense strands of the siNA constructs. 
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Figure 18 A: The sense strand comprises 21 nucleotides having four 
phosphorothioate 5 - and 3'-terminal internucleotide linkages, wherein the two terminal 3- 
nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may be 
present are 2-O-methyl or 2'-deoxy-2'-fiuoro modified nucleotides except for (N N) 
5 nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3'-terminal glyceryl moiety and wherein the two terminal 
3-nucleotides are optionally complementary to the target RNA sequence, and having one 
3'-terminal phosphorothioate internucleotide linkage and four 5 -terminal 
10 phosphorothioate internucleotide linkages and wherein all pyrimidine nucleotides that 
may be present are 2 -deoxy-2'-fluoro modified nucleotides except for (N N) nucleotides, 
which can comprise ribonucleotides, deoxynucleotides, universal bases, or other chemical 
modifications described herein. 

Figure 18B: The sense strand comprises 21 nucleotides wherein the two terminal 
15 3 -nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may 
be present are 2 f -0-methyl or 2'-deoxy-2 ! -fluoro modified nucleotides except for (N N) 
nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3 -terminal glyceryl moiety and wherein, the two terminal 
20 3'-nucleotides are optionally complementary to the target RNA sequence, and wherein all 
pyrimidine nucleotides that may be present are 2 , -deoxy-2 , -fluoro modified nucleotides 
except for (N N) nucleotides, which can comprise ribonucleotides, deoxynucleotides, 
universal bases, or other chemical modifications described herein. 

Figure 18C: The sense strand comprises 21 nucleotides having 5 - and 3 1 - terminal 
25 cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2 -O-methyl or 2 -deoxy-2- 
fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. The antisense strand comprises 21 nucleotides, optionally having a 3- 
30 terminal glyceryl moiety and wherein the two terminal 3 ? -nucleotides are optionally 
complementary to the target RNA sequence, and having one 3'-terminal phosphorothioate 
internucleotide linkage and wherein all pyrimidine nucleotides that may be present are 2 f - 
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deoxy-2-fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18D: The sense strand comprises 21 nucleotides having 5 f - and 3 - terminal 
5 cap moieties wherein the two terminal 3'-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2 l -deoxy-2 , -fluoro modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein and 
wherein and all purine nucleotides that may be present are 2 f -deoxy nucleotides. The 

10 antisense strand comprises 21 nucleotides, optionally having a 3 f -terminal glyceryl moiety 
and wherein the two terminal 3'-nucleotides are optionally complementary to the target 
RNA sequence, and having one 3 -terminal phosphorothioate internucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2 , -deoxy-2 f -fluoro modified 
nucleotides and all purine nucleotides that may be present are 2 f -0-methyl modified 

15 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. 

Figure 18E: The sense strand comprises 21 nucleotides having 5'- and 3 - terminal 
cap moieties wherein the two terminal 3'-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2 , -deoxy-2 t -fluoro modified 

20 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3 -terminal glyceryl moiety 
and wherein the two terminal 3'-nucleotides are optionally complementary to the target 
RNA sequence, and wherein all pyrimidine nucleotides that may be present are 2 f -deoxy- 

25 2 -fluoro modified nucleotides and all purine nucleotides that may be present are 2 -O- 
methyl modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18F: The sense strand comprises 21 nucleotides having 5 f - and 3 ! - terminal 
30 cap moieties wherein the two terminal 3 -nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2 l -deoxy-2 t -fluoro modified 
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nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3'-terminal glyceryl moiety 
and wherein the two terminal 3 f -nucleotides are optionally complementary to the target 
5 RNA sequence, and having one 3 f -tenninal phosphorothioate internucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2 ? -deoxy-2 f -fluoro modified 
nucleotides and all purine nucleotides that may be present are 2'-deoxy modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
10 antisense strand of constructs A-F comprise sequence complementary to target RNA 
sequence of the invention. 

Figure 19 shows non-limiting examples of specific chemically modified siNA 
sequences of the invention. A-F applies the chemical modifications described in Figure 
18A-F to a representative siNA sequence targeting the EGFR (HER1). 

15 Figure 20 shows non-limiting examples of different siNA constructs of the 

invention. The examples shown (constructs 1, 2, and 3) have 19 representative base pairs, 
however, different embodiments of the invention include any number of base pairs 
described herein. Bracketed regions represent nucleotide overhangs, for example 
comprising between about 1, 2, 3, or 4 nucleotides in length, preferably about 2 

20 nucleotides. Constructs 1 and 2 can be used independently for RNAi activity. Construct 
2 can comprise a polynucleotide or non-nucleotide linker, which can optionally be 
designed as a biodegradable linker. In one embodiment, the loop structure shown in 
construct 2 can comprise a biodegradable linker that results in the formation of construct 
1 in vivo and/or in vitro. In another example, construct 3 can be used to generate 

25 construct 2 under the same principle wherein a linker is used to generate the active siNA 
construct 2 in vivo and/or in vitro, which can optionally utilize another biodegradable 
linker to generate the active siNA construct 1 in vivo and/or in vitro. As such, the 
stability and/or activity of the siNA constructs can be modulated based on the design of 
the siNA construct for use in vivo or in vitro and/or in vitro. 

30 Figure 21 is a diagrammatic representation of a method used to determine target 

sites for siNA mediated RNAi within a particular target nucleic acid sequence, such as 
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messenger RNA. (A) A pool of siNA oligonucleotides are synthesized wherein the 
antisense region of the siNA constructs has complementarity to target sites across the 
target nucleic acid sequence, and wherein the sense region comprises sequence 
complementary to the antisense region of the siNA. (B) The sequences are transfected 
into cells. (C) Cells are selected based on phenotypic change that is associated with 
modulation of the target nucleic acid sequence. (D) The siNA is isolated from the 
selected cells and is sequenced to identify efficacious target sites within the target nucleic 
acid sequence. 

Figure 22 shows non-limiting examples of different stabilization chemistries (1-10) 
that can be used, for example, to stabilize the 3 ? -end of siNA sequences of the invention, 
including (1) [3-3']-inverted deoxyribose; (2) deoxyribonucleotide; (3) [5'-3']-3'- 
deoxyribonucleotide; (4) [S'-S'j-ribonucleotide; (5) [S'^^-O-methyl ribonucleotide; (6) 
3'-glyceryl; (7) [3'-5']-3'-deoxyribonucleotide; (8) [3'-3']-deoxyribonucleotide; (9) [5 , -2 t ]- 
deoxyribonucleotide; and (10) [5-3 f ]-dideoxyribonucleotide. In addition to modified and 
unmodified backbone chemistries indicated in the figure, these chemistries can be 
combined with different backbone modifications as described herein, for example, 
backbone modifications having Formula I. In addition, the 2-deoxy nucleotide shown 5* 
to the terminal modifications shown can be another modified or unmodified nucleotide or 
non-nucleotide described herein, for example modifications having any of Formulae I-VII 
or any combination thereof. 

Figure 23 shows a non-limiting example of siNA mediated inhibition of VEGF- 
induced angiogenesis using the rat corneal model of angiogenesis. siNA targeting site 
2340 of VEGFR1 RNA (shown as RPI No. sense strand/antisense strand) were compared 
to inverted controls (shown as RPI No. sense strand/antisense strand) at three different 
concentrations and compared to a VEGF control in which no siNA was administered. 

Figure 24 shows a non-limiting example of a strategy used to identify chemically 
modified siNA constructs of the invention that are nuclease resistance while preserving 
the ability to mediate RNAi activity. Chemical modifications are introduced into the 
siNA construct based on educated design parameters (e.g. introducing 2'-mofications, 
base modifications, backbone modifications, terminal cap modifications etc). The 
modified construct in tested in an appropriate system (e.g human serum for nuclease 
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resistance, shown, or an animal model for PK/delivery parameters). In parallel, the siNA 
construct is tested for RNAi activity, for example in a cell culture system such as a 
luciferase reporter assay). Lead siNA constructs are then identified which possess a 
particular characteristic while maintaining RNAi activity, and can be further modified and 
5 assayed once again. This same approach can be used to identify siNA-conjugate 
molecules with improved pharmacokinetic profiles, delivery, and RNAi activity. 

Figure 25 shows a non-limiting example of reduction of HER2 mKNA in A549 
cells mediated by RNA-based and chemically-modified siNAs that target HER2 mRNA 
sites 2344 and 3706. A549 cells were transfected with 4 ug/ml lipid complexed with 25 

10 nM unmodified siNA with a 3 '-terminal dithymidine cap (RPI#28266/28267) or a 
corresponding inverted control (RPI#28268/28269) for site 2344 and (RPI#28262/28263) 
and a corresponding inverted control (RPI 28264/28265) for site 3706. In addition, A549 
cells were transfected with 4 ug/ml lipid complexed with 25 nM modified siNA 
(RPI#30442/30443) and a corresponding matched control (RPI#30444/30445) for site 

15 2344 and (RPI#30438/30439) and a corresponding matched control (RPI 30440/30441) 
for site 3706. As shown in the figures, the modified and unmodified constructs targeting 
sites 2344 and 3706 all demonstrate significant inhibition of HER2 RNA expression. 

Figure 26 shows a non-limiting example of reduction of PKC-alpha mRNA in 
A549 cells mediated by chemically-modified siNAs that target PKC-alpha mRNA. A549 
20 cells were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen 
of siNA constructs comprising ribonucleotides and 3'-terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, all of 
the siNA constructs show significant reduction of PKC-alpha RNA expression. 

25 Figure 27 shows a non-limiting example of reduction of Myc (c-Myc) mRNA in 

293T cells mediated by chemically-modified siNAs that target c-Myc mRNA. 293T cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen of 
siNA constructs comprising ribonucleotides and 3'-terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 

30 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
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of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
show significant reduction of c-Myc RNA expression. 

Figure 28 shows a non-limiting example of reduction of BCL2 mRNA in A549 
cells mediated by chemically-modified siNAs that target BCL2 mRNA. A549 cells were 
5 transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and S'-terminal dithymidine caps (RPI#30998/31074) was 
tested along with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense 

10 strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#3 13 68/3 1369), which was also compared to a matched chemistry inverted control 
(RPW3 1370/3 1371) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine and 2'-deoxy-2'-fluoro purine nucleotides in which the sense strand of 
the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the 

15 antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#3 1372/3 1373) which was also compared to a matched chemistry inverted control 
(RPI#3 1374/3 1375). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, the 

20 siNA constructs show significant reduction of BCL2 RNA expression compared to 
scrambled, untreated, and transfection controls. 

Figure 29 shows a non-limiting example of reduction of CHK-l mRNA in A549 
cells mediated by chemically-modified siNAs that target CHK-l mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 

25 construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#31003/31079) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the 
siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and in which 
the antisense strand comprises a 3'-tenninal phosphorothioate internucleotide linkage 

30 (RPI#31302/31303), were compared to a matched chemistry inverted control 
(RPI#31314/31325). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
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and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of CHK-1 RNA expression compared to 
appropriate controls. 

Figure 30 shows a non-limiting example of reduction of BACE mRNA in A549 
5 cells mediated by siNAs that target BACE mRNA. A549 cells were transfected with 0.25 
ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs comprising 
ribonucleotides and 3'-terminal dithymidine caps was compared to untreated cells, 
scrambled siNA control constructs (Scraml and Scram2), and cells transfected with lipid 
alone (transfection control). As shown in the figure, all of the siNA constructs show 
1 0 significant reduction of BACE RNA expression. 

Figure 31 shows a non-limiting example of reduction of cyclin Dl mRNA in A549 
cells mediated by chemically-modified siNAs that target cyclin Dl mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 

15 (RPI#3 1009/3 1085) was compared to a chemically modified siNA construct comprising 
2 , -deoxy-2 , -fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
strand of the siNA is further modified with 5' and 3'-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#31304/31305), which was also compared to a matched chemistry inverted control 

20 (RPI#31316/31317). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of cyclin Dl RNA expression. 

Figure 32 shows a non-limiting example of reduction of PTP-1B mRNA in A549 
25 cells mediated by chemically-modified siNAs that target PTP-1B mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#3 101 8/3 1307) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
30 strand of the siNA is further modified with 5' and V -terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
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(RPI#3 1306/3 1307), which was also compared to a matched chemistry inverted control 
(RPI#31318/31319). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of PTP-1B RNA expression. 

Figure 33 shows a non-limiting example of reduction of ERG2 mRNA in DLD1 
cells mediated by siNAs that target ERG2 mRNA. DLD1 cells were transfected with 
0.25 ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs 
comprising ribonucleotides and 3 '-terminal dithymidine caps was compared to untreated 
cells, scrambled siNA control constructs (Scraml and Scram2), and cells transfected with 
lipid alone (transfection control). As shown in the figure, all of the siNA constructs show 
significant reduction of ERG2 RNA expression. 

Figure 34 shows a non-limiting example of reduction of PCNA mRNA in A549 
cells mediated by chemically-modified siNAs that target PCNA mRNA. A549 ceDs were 
transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3'-terminal dithymidine caps (RPI#31035/31111) was 
compared to a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3'-terminaI inverted deoxyabasic caps and the antisense 
strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#31310/31311), which was also compared to a matched chemistry inverted control 
(RPI#3 1322/3 1323). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of PCNA RNA expression. 

DETAILED DESCRIPTION OF THE INVENTION 

Mechanism of action of Nucleic Acid Molecules of the Invention 

The discussion that follows discusses the proposed mechanism of RNA interference 
mediated by short interfering RNA as is presently known, and is not meant to be limiting 
and is not an admission of prior art. Applicant demonstrates herein that chemically- 
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modified short interfering nucleic acids possess similar or improved capacity to mediate 
RNAi as do siRNA molecules and are expected to possess improved stability and activity 
in vivo\ therefore, this discussion is not meant to be limiting only to siRNA and can be 
applied to siNA as a whole. By "improved capacity to mediate RNAi" or "improved 
5 RNAi activity" is meant to include RNAi activity measured in vitro and/or in vivo where 
the RNAi activity is a reflection of both the ability of the siNA to mediate RNAi and the 
stability of the siNAs of the invention. In this invention, the product of these activities 
can be increased in vitro and/or in vivo compared to an all RNA siRNA or a siNA 
containing a plurality of ribonucleotides. In some cases, the activity or stability of the 
10 siNA molecule can be decreased (i.e., less than ten-fold), but the overall activity of the 
siNA molecule is enhanced in vitro and/or in vivo. 

RNA interference refers to the process of sequence specific post-transcriptional 
gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et al t 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
15 transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes which is commonly shared by diverse flora and phyla (Fire et al, 1999, 
Trends Genet, 15, 358). Such protection from foreign gene expression may have evolved 
20 in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
infection or the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
25 from the interferon response that results from dsRNA-mediated activation of protein 
kinase PKR. and 2\ 5'-oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease HI 
enzyme referred to as Dicer. Dicer is involved in the processing of the dsRNA into short 
30 pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al, 2001, 
Nature, 409, 363). Short interfering RNAs derived from Dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes. Dicer has 
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also been implicated in the excision of 21- and 22-nucleotide small temporal RNAs 
(stRNAs) from precursor RNA of conserved structure that are implicated in translational 
control (Hutvagner et al, 2001, Science, 293, 834). The RNAi response also features an 
endonuclease complex containing a siRNA, commonly referred to as an RNA-induced 
5 silencing complex (RISC), which mediates cleavage of single-stranded RNA having 
sequence homologous to the siRNA. Cleavage of the target RNA takes place in the 
middle of the region complementary to the guide sequence of the siRNA duplex (Elbashir 
et al, 2001, Genes Dev., 15, 188). In addition, RNA interference can also involve small 
RNA (e.g., micro-RNA or miRNA) mediated gene silencing, presumably though cellular 

10 mechanisms that regulate chromatin structure and thereby prevent transcription of target 
gene sequences (see for example Allshire, 2002, Science, 297, 1818-1819; Volpe et al, 
2002, Science, 297, 1833-1837; Jenuwein, 2002, Science, 291 2215-2218; and Hall et al, 
2002, Science, 297, 2232-2237). As such, siNA molecules of the invention can be used to 
mediate gene silencing via interaction with RNA transcripts or alternately by interaction 

15 with particular gene sequences, wherein such interaction results in gene silencing either at 
the transcriptional level or post-transcriptional level. 

RNAi has been studied in a variety of systems. Fire et al, 1998, Nature, 391, 806, 
were the first to observe RNAi in C. elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al, 

20 2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates has 
revealed certain requirements for siRNA length, structure, chemical composition, and 

25 sequence that are essential to mediate efficient RNAi activity. These studies have shown 
that 21 nucleotide siRNA duplexes are most active when containing two 2-nucleotide 3- 
terminal nucleotide overhangs. Furthermore, substitution of one or both siRNA strands 
with 2-deoxy or 2-O-methyl nucleotides abolishes RNAi activity, whereas substitution of 
3 ! -terminal siRNA nucleotides with deoxy nucleotides was shown to be tolerated. 

30 Mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
target RNA is defined by the 5'-end of the siRNA guide sequence rather than the 3 f -end 
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(Elbashir et al, 2001, EMBO 1, 20, 6877). Other studies have indicated that a 5'- 
phosphate on the target-complementary strand of a siRNA duplex is required for siRNA 
activity and that ATP is utilized to maintain the 5 ! -phosphate moiety on the siRNA 
(Nykanen et al, 2001, Cell, 107, 309); however, siRNA molecules lacking a 5'-phosphate 
5 are active when introduced exogenously, suggesting that 5-phosphorylation of siRNA 
constructs may occur in vivo. 

Synthesis of Nucleic acid Molecules 

Synthesis of nucleic acids greater than 100 nucleotides in length is difficult using 
automated methods, and the therapeutic cost of such molecules is prohibitive. In this 

10 invention, small nucleic acid motifs "small" refers to nucleic acid motifs no more than 
100 nucleotides in length, preferably no more than 80 nucleotides in length, and most 
preferably no more than 50 nucleotides in length; e.g., individual siNA oligonucleotide 
sequences or siNA sequences synthesized in tandem) are preferably used for exogenous 
delivery. The simple structure of these molecules increases the ability of the nucleic acid 

15 to invade targeted regions of protein and/or RNA structure. Exemplary molecules of the 
instant invention are chemically synthesized, and others can similarly be synthesized. 

Oligonucleotides (e.g., certain modified oligonucleotides or portions of 
oligonucleotides lacking ribonucleotides) are synthesized using protocols known in the 
art, for example as described in Caruthers et al, 1992, Methods in Enzymology 211, 3-19, 

20 Thompson et al, International PCT Publication No. WO 99/54459, Wincott et al, 1995, 
Nucleic Acids Res. 23, 2677-2684, Wincott et al, 1997, Methods Mol Bio., 74, 59, 
Brennan et al, 1998, Biotechnol Bioeng, 61, 33-45, and Brennan, U.S. Pat. No. 
6,001,31 1. All of these references are incorporated herein by reference. The synthesis of 
oligonucleotides makes use of common nucleic acid protecting and coupling groups, such 

25 as dimethoxytrityl at the 5'-end, and phosphoramidites at the 3*-end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 jimol scale protocol with a 2.5 min coupling step for 2'-0- 
methylated nucleotides and a 45 sec coupling step for 2'-deoxy nucleotides or 2'-deoxy-2 f - 
fluoro nucleotides. Table II outlines the amounts and the contact times of the reagents 

30 used in the synthesis cycle. Alternatively, syntheses at the 0.2 ^imol scale can be 
performed on a 96-well plate synthesizer, such as the instrument produced by Protogene 
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(Palo Alto, CA) with minimal modification to the cycle. A 33-fold excess (60 fiL of 0. 1 1 
M = 6.6 ^mol) of 2 f -0-methyl phosphoramidite and a 105-fold excess of S-ethyl tetrazole 
(60 nL of 0.25 M = 15 ^imol) can be used in each coupling cycle of 2 ? -0-methyl residues 
relative to polymer-bound 5'-hydroxyl. A 22-fold excess (40 fiL of 0.11 M = 4.4 |imol) 
5 of deoxy phosphoramidite and a 70-fold excess of S-ethyl tetrazole (40 of 0.25 M = 
10 nmol) can be used in each coupling cycle of deoxy residues relative to polymer-bound 
5-hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 

10 include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 
capping is performed with 16% iV-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); and.oxidation solution is 16.9 mM 12, 49 mM 
pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 

15 acetonitrile) is made up from the solid obtained from American International Chemical, 
Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one 1,1-dioxide, 0.05 M in acetonitrile) is used. 

Deprotection of the DNA-based oligonucleotides is performed as follows: the 
polymer-bound trityl-on oligoribonucleotide is transferred to a 4 mL glass screw top vial 
20 and suspended in a solution of 40% aq. methylamine (1 mL) at 65 °C for 10 min. After 
cooling to -20 °C, the supernatant is removed from the polymer support. The support is 
washed three times with 1.0 mL of EtOH:MeCN:H20/3:l:l, vortexed and the supernatant 
is then added to the first supernatant. The combined supematants, containing the 
oligoribonucleotide, are dried to a white powder. 

25 The method of synthesis used for RNA including certain siNA molecules of the 

invention follows the procedure as described in Usman et al, 1987, /. Am. Chem. Soc, 
109, 7845; Scaringe et al, 1990, Nucleic Acids Res. 9 18, 5433; and Wincott et al, 1995, 
Nucleic Acids Res. 23, 2677-2684 Wincott et al, 1997, Methods Mol Bio., 74, 59, and 
makes use of common nucleic acid protecting and coupling groups, such as 

30 dimethoxytrityl at the 5'-end, and phosphoramidites at the 3-end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 fimol scale protocol with a 7.5 min coupling step for alkylsilyl 
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protected nucleotides and a 2.5 min coupling step for 2-O-methylated nucleotides. Table 
II outlines the amounts and the contact times of the reagents used in the synthesis cycle. 
Alternatively, syntheses at the 0.2 jumol scale can be done on a 96-well plate synthesizer, 
such as the instrument produced by Protogene (Palo Alto, CA) with minimal modification 
5 to the cycle. A 33-fold excess (60 |iL of 0.11 M = 6.6 nmol) of 2'-0-methyl 
phosphoramidite and a 75-fold excess of S-ethyl tetrazole (60 of 0.25 M = 15 fimol) 
can be used in each coupling cycle of 2 -O-methyl residues relative to polymer-bound 5- 
hydroxyl. A 66-fold excess (120 \xLof 0.11 M = 13.2 nmol) of alkylsilyl (ribo) protected 
phosphoramidite and a 150-fold excess of S-ethyl tetrazole (120 jiL of 0.25 M = 30 jimol) 

10 can be used in each coupling cycle of ribo residues relative to polymer-bound 5- 
hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 
include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 

15 capping is performed with .16% N-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); oxidation solution is 16.9 mM I2, 49 mM 
pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 
acetonitrile) is made up from the solid obtained from American International Chemical, 

20 Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one l,l-dioxide0.05 M in acetonitrile) is used. 

Deprotection of the RNA is performed using either a two-pot or one-pot protocol. 
For the two-pot protocol, the polymer-bound trityl-on oligoribonucleotide is transferred to 
a 4 mL glass screw top vial and suspended in a solution of 40% aq. methylamine (1 mL) 

25 at 65 °C for 10 min. After cooling to -20 °C, the supernatant is removed from the 
polymer support. The support is washed three times with 1.0 mL of 
EtOH:MeCN:H20/3:l:l, vortexed and the supernatant is then added to the first 
supernatant. The combined supernatants, containing the oligoribonucleotide, are dried to 
a white powder. The base deprotected oligoribonucleotide is resuspended in anhydrous 

30 TEA/HF/NMP solution (300 of a solution of 1.5 mL N-methylpyrrohdinone, 750 JiL 
TEA and 1 mL TEA*3HF to provide a 1.4 M HF concentration) and heated to 65 °C. 
After 1.5 h, the oligomer is quenched with 1.5 M NH4HCO3. 
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Alternatively, for the one-pot protocol, the polymer-bound trityl-on 
oligoribonucleotide is transferred to a 4 mL glass screw top vial and suspended in a 
solution of 33% ethanolic methylamine/DMSO: 1/1 (0.8 mL) at 65 °C for 15 min. The 
vial is brought to rt. TEA«3HF (0.1 mL) is added and the vial is heated at 65 °C for 15 
min. The sample is cooled at -20 °C and then quenched with 1.5 M NH4HCO3. 

For purification of the trityl-on oligomers, the quenched NH4HCO3 solution is 
loaded onto a C-18 containing cartridge that had been prewashed with acetonitrile 
followed by 50 mM TEAA. After washing the loaded cartridge with water, the RNA is 
detritylated with 0.5% TFA for 13 min. The cartridge is then washed again with water, 
salt exchanged with 1 M NaCl and washed with water again. The oligonucleotide is then 
eluted with 30% acetonitrile. 

The average stepwise coupling yields are typically >98% (Wincott et al, 1995 
Nucleic Acids Res. 23, 2677-2684). Those of ordinary skill in the art will recognize that 
the scale of synthesis can be adapted to be larger or smaller than the example described 
above including but not limited to 96-well format. 

Alternatively, the nucleic acid molecules of the present invention can be 
synthesized separately and joined together post-synthetically, for example, by ligation 
(Moore et al, 1992, Science 256, 9923; Draper et al. International PCT publication No. 
WO 93/23569; Shabarova et al, 1991, Nucleic Acids Research 19, 4247; Bellon et al, 
1997, Nucleosides & Nucleotides, 16, 951; Bellon et al, 1997, Bioconjugate Chem. 8, 
204), or by hybridization following synthesis and/or deprotection. 

The siNA molecules of the invention can also be synthesized via a tandem synthesis 
methodology as described in Example 1 herein, wherein both siNA strands are 
synthesized as a single contiguous oligonucleotide fragment or strand separated by a 
cleavable linker which is subsequently cleaved to provide separate siNA fragments or 
strands that hybridize and permit purification of the siNA duplex. The linker can be a 
polynucleotide linker or a non-nucleotide linker. The tandem synthesis of siNA as 
described herein can be readily adapted to both multiwell/multiplate synthesis platforms 
such as 96 well or similarly larger multi-well platforms. The tandem synthesis of siNA as 
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described herein can also be readily adapted to large scale synthesis platforms employing 
batch reactors, synthesis columns and the like. 

A siNA molecule can also be assembled from two distinct nucleic acid strands or 
fragments wherein one fragment includes the sense region and the second fragment 
5 includes the antisense region of the RNA molecule. 

The nucleic acid molecules of the present invention can be modified extensively to 
enhance stability by modification with nuclease resistant groups, for example, 2-amino, 
2'-C-allyl, 2 , -fluoro, 2'-0-methyl, 2'-H (for a review see Usman and Cedergren, 1992, 
TIBS 17, 34; Usman et al, 1994, Nucleic Acids Symp. Ser. 31, 163). siNA constructs can 
10 be purified by gel electrophoresis using general methods or can be purified by high 
pressure liquid chromatography (HPLC; see Wincott et al, supra, the totality of which is 
hereby incorporated herein by reference) and re-suspended in water. 

In another aspect of the invention, siNA molecules of the invention are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors can 
15 be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed based 
on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. The 
recombinant vectors capable of expressing the siNA molecules can be delivered as 
described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. 

20 Optimizing Activity of the nucleic acid molecule of the invention. 

Chemically synthesizing nucleic acid molecules with modifications (base, sugar 
and/or phosphate) can prevent their degradation by serum ribonucleases, which can 
increase their potency (see e.g., Eckstein et al, International Publication No. WO 
92/07065; Perrault et al, 1990 Nature 344, 565; Pieken et al, 1991, Science 253, 314; 

25 Usman and Cedergren, 1992, Trends in Biochem. ScL 17, 334; Usman et al, International 
Publication No. WO 93/15187; and Rossi et al, International Publication No. WO 
91/03162; Sproat, U.S. Pat. No. 5,334,711; Gold et al, U.S. Pat. No. 6,300,074; and 
Burgin et al, supra; all of which are incorporated by reference herein). All of the above 
references describe various chemical modifications that can be made to the base, 

30 phosphate and/or sugar moieties of the nucleic acid molecules described herein. 
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Modifications that enhance their efficacy in cells, and removal of bases from nucleic acid 
molecules to shorten oligonucleotide synthesis times and reduce chemical requirements 
are desired. 

There are several examples in the art describing sugar, base and phosphate 
5 modifications that can be introduced into nucleic acid molecules with significant 
enhancement in their nuclease stability and efficacy. For example, oligonucleotides are 
modified to enhance stability and/or enhance biological activity by modification with 
nuclease resistant groups, for example, 2-amino, 2 , -C-allyl, 2'-fluoro, 2 , -CMnethyl, 2'-0- 
allyl, 2 ? -H, nucleotide base modifications (for a review see Usman and Cedergren, 1992, 

10 TIBS. 17, 34; Usman et al., 1994, Nucleic Acids Symp. Ser. 31, 163; Burgin et aL, 1996, 
Biochemistry, 35, 14090). Sugar modification of nucleic acid molecules have been 
extensively described in the art (see Eckstein et al., International Publication PCT No. 
WO 92/07065; Perrault et al. Nature, 1990, 344, 565-568; Pieken et aL Science, 1991, 
253, 314-317; Usman and Cedergren, Trends in Biochem. Set , 1992, 17, 334-339; 

15 Usman et aL International Publication PCT No. WO 93/15187; Sproat, U.S. Pat. No. 
5,334,711 and Beigelman et al, 1995, Biol. Chem., 270, 25702; Beigelman et aL, 
International PCT publication No. WO 97/26270; Beigelman et aL, U.S. Pat. No. 
5,716,824; Usman et aL, U.S. Pat. No. 5,627,053; Woolf et aL, International PCT 
Publication No. WO 98/13526; Thompson et al., USSN 60/082,404 which was filed on 

20 April 20, 1998; Karpeisky et aL, 1998, Tetrahedron Lett., 39, 1131; Earnshaw and Gait, 
1998, Biopolymers (Nucleic Acid Sciences), 48, 39-55; Verma and Eckstein, 1998, Annu. 
Rev. Biochem., 67, 99-134; and Burlina et al., 1997, Bioorg. Med. Chem., 5, 1999-2010; 
all of the references are hereby incorporated in their totality by reference herein). Such 
publications describe general methods and strategies to determine the location of 

25 incorporation of sugar, base and/or phosphate modifications and the like into nucleic acid 
molecules without modulating catalysis, and are incorporated by reference herein. In 
view of such teachings, similar modifications can be used as described herein to modify 
the siNA nucleic acid molecules of the instant invention so long as the ability of siNA to 
promote RNAi is cells is not significantly inhibited. 

30 While chemical modification of oligonucleotide internucleotide linkages with 

phosphorothioate, phosphorodithioate, and/or 5-methylphosphonate linkages improves 
stability, excessive modifications can cause some toxicity or decreased activity. 
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Therefore, when designing nucleic acid molecules, the amount of these intemucleotide 
linkages should be minimized. The reduction in the concentration of these linkages 
should lower toxicity, resulting in increased efficacy and higher specificity of these 
molecules. 

Short interfering nucleic acid (siNA) molecules having chemical modifications that 
maintain or enhance activity are provided. Such a nucleic acid is also generally more 
resistant to nucleases than an unmodified nucleic acid Accordingly, the in vitro and/or in 
vivo activity should not be significantly lowered. In cases in which modulation is the 
goal, therapeutic nucleic acid molecules delivered exogenously should optimally be stable 
within cells until translation of the target RNA has been modulated long enough to reduce 
the levels of the undesirable protein. This period of time varies between hours to days 
depending upon the disease state. Improvements in the chemical synthesis of RNA and 
DNA (Wincott et al. f 1995, Nucleic Acids Res. 23, 2677; Caruthers et al. t 1992, Methods 
in Enzymology 21 1,3-19 (incorporated by reference herein)) have expanded the ability to 
modify nucleic acid molecules by introducing nucleotide modifications to enhance their 
nuclease stability, as described above. 

In one embodiment, nucleic acid molecules of the invention include one or more 
{e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) G-clamp nucleotides. A G-clamp 
nucleotide is a modified cytosine analog wherein the modifications confer the ability to 
hydrogen bond both Watson-Crick and Hoogsteen faces of a complementary guanine 
within a duplex, see for example Lin and Matteucci, 1998, J. Am. Chem. Soc, 120, 8531- 
8532. A single G-clamp analog substitution within an oligonucleotide can result in 
substantially enhanced helical thermal stability and mismatch discrimination when 
hybridized to complementary oligonucleotides. The inclusion of such nucleotides in 
nucleic acid molecules of the invention results in both enhanced affinity and specificity to 
nucleic acid targets, complementary sequences, or template strands. In another 
embodiment, nucleic acid molecules of the invention include one or more (e.g., about 1, 
2, 3, 4, 5, 6, 7, 8, 9, 10, or more) LNA "locked nucleic acid" nucleotides such as a 2\ 4'-C 
methylene bicyclo nucleotide (see for example Wengel et al, International PCT 
Publication No. WO 00/66604 and WO 99/14226). 
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In another embodiment, the invention features conjugates and/or complexes of 
siNA molecules of the invention. Such conjugates and/or complexes can be used to 
facilitate delivery of siNA molecules into a biological system, such as a cell. The 
conjugates and complexes provided by the instant invention can impart therapeutic 
5 activity by transferring therapeutic compounds across cellular membranes, altering the 
pharmacokinetics, and/or modulating the localization of nucleic acid molecules of the 
invention. The present invention encompasses the design and synthesis of novel 
conjugates and complexes for the delivery of molecules, including, but not limited to, 
small molecules, lipids, phospholipids, nucleosides, nucleotides, nucleic acids, antibodies, 

10 toxins, negatively charged polymers and other polymers, for example proteins, peptides, 
hormones, carbohydrates, polyethylene glycols, or polyamines, across cellular 
membranes. In general, the transporters described are designed to be used either 
individually or as part of a multi-component system, with or without degradable linkers. 
These compounds are expected to improve delivery and/or localization of nucleic acid 

15 molecules of the invention into a number of cell types originating from different tissues, 
in the presence or absence of serum (see Sullenger and Cech, U.S. Pat. No. 5,854,038). 
Conjugates of the molecules described herein can be attached to biologically active 
molecules via linkers that are biodegradable, such as biodegradable nucleic acid linker 
molecules. 

20 The tenn "biodegradable linker" as used herein, refers to a nucleic acid or non- 

nucleic acid linker molecule that is designed as a biodegradable linker to connect one 
molecule to another molecule, for example, a biologically active molecule to a siNA 
molecule of the invention or the sense and antisense strands of a siNA molecule of the 
invention. The biodegradable linker is designed such that its stability can be modulated 

25 for a particular purpose, such as delivery to a particular tissue or cell type. The stability 
of a nucleic acid-based biodegradable linker molecule can be modulated by using various 
chemistries, for example combinations of ribonucleotides, deoxyribonucleotides, and 
chemically-modified nucleotides, such as 2 , -0-methyl, 2'-fluoro, 2'-amino, 2'-0-amino, 
2 f -C-allyl, 2'-0-allyl, and other 2'-modified or base modified nucleotides. The 

30 biodegradable nucleic acid linker molecule can be a dimer, trimer, tetramer or longer 
nucleic acid molecule, for example, an oligonucleotide of about 2, 3, 4, 5, 6, 7, 8, 9, 10, 
11, 12, 13, 14, 15, 16, 17, 18, 19, or 20 nucleotides in length, or can comprise a single 
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nucleotide with a phosphorus-based linkage, for example, a phosphoramidate or 
phosphodiester linkage. The biodegradable nucleic acid linker molecule can also 
comprise nucleic acid backbone, nucleic acid sugar, or nucleic acid base modifications. 

The term "biodegradable" as used herein, refers to degradation in a biological 
5 system, for example enzymatic degradation or chemical degradation. 

The term "biologically active molecule" as used herein, refers to compounds or 
molecules that are capable of eliciting or modifying a biological response in a system. 
Non-limiting examples of biologically active siNA molecules either alone or in 
combination with other molecules contemplated by the instant invention include 

10 therapeutically active molecules such as antibodies, hormones, antivirals, peptides, 
proteins, chemotherapeutics, small molecules, vitamins, co-factors, nucleosides, 
nucleotides, oligonucleotides, enzymatic nucleic acids, antisense nucleic acids, triplex 
forming oligonucleotides, 2,5-A chimeras, siNA, dsRNA, allozymes, aptamers, decoys 
and analogs thereof. Biologically active molecules of the invention also include 

15 molecules capable of modulating the pharmacokinetics and/or pharmacodynamics of 
other biologically active molecules, for example, lipids and polymers such as polyamines, 
polyamides, polyethylene glycol and other polyethers. 

The term "phospholipid" as used herein, refers to a hydrophobic molecule 
comprising at least one phosphorus group. For example, a phospholipid can comprise a 
20 phosphorus-containing group and saturated or unsaturated alkyl group, optionally 
substituted with OH, COOH, oxo, amine, or substituted or unsubstituted aryl groups. 

Therapeutic nucleic acid molecules (e.g., siNA molecules) delivered exogenously 
optimally are stable within cells until reverse transcription of the RNA has been 
modulated long enough to reduce the levels of the RNA transcript. The nucleic acid 
25 molecules are resistant to nucleases in order to function as effective intracellular 
therapeutic agents. Improvements in the chemical synthesis of nucleic acid molecules 
described in the instant invention and in the art have expanded the ability to modify 
nucleic acid molecules by introducing nucleotide modifications to enhance their nuclease 
stability as described above. 
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In yet another embodiment, siNA molecules having chemical modifications that 
maintain or enhance enzymatic activity of proteins involved in RNAi are provided. Such 
nucleic acids are also generally more resistant to nucleases than unmodified nucleic acids. 
Thus, in vitro and/or in vivo the activity should not be significantly lowered. 

5 Use of the nucleic acid-based molecules of the invention will lead to better 

treatment of the disease progression by affording the possibility of combination therapies 
(e.g., multiple siNA molecules targeted to different genes; nucleic acid molecules coupled 
with known small molecule modulators; or intermittent treatment with combinations of 
molecules, including different motifs and/or other chemical or biological molecules). The 

10 treatment of subjects with siNA molecules can also include combinations of different 
types of nucleic acid molecules, such as enzymatic nucleic acid molecules (ribozymes), 
allozymes, antisense, 2,5-A oligoadenylate, decoys, and aptamers. 

In another aspect a siNA molecule of the invention comprises one or more 5' and/or 
a 3'- cap structure, for example on only the sense siNA strand, the antisense siNA strand, 
15 or both siNA strands. 

By "cap structure" is meant chemical modifications, which have been incorporated 
at either terminus of the oligonucleotide (see, for example, Adamic et al, U.S. Pat. No. 
5,998,203, incorporated by reference herein). These terminal modifications protect the 
nucleic acid molecule from exonuclease degradation, and may help in delivery and/or 

20 localization within a cell. The cap may be present at the 5 ! -terminus (5'-cap) or at the 3- 
terminal (3 -cap) or may be present on both termini. In non-limiting examples, the 5'-cap 
is selected from the group consisting of glyceryl, inverted deoxy abasic residue (moiety); 
^S'-methylene nucleotide; l-(beta-D-erythrofuranosyl) nucleotide, 4 ! ~thio nucleotide; 
carbocyclic nucleotide; 1,5-anhydrohexitol nucleotide; L-nucleotides; alpha-nucleotides; 

25 modified base nucleotide; phosphorodithioate linkage; tfzreo-pentofuranosyl nucleotide; 
acyclic 3',4 f -seco nucleotide; acyclic 3,4-dihydroxybutyl nucleotide; acyclic 3,5- 
dihydroxypentyl nucleotide, 3 ! -3 f -inverted nucleotide moiety; S-S-inverted abasic 
moiety; 3-2 f -inverted nucleotide moiety; 3 f -2'-inverted abasic moiety; 1,4-butanediol 
phosphate; S'-phosphoramidate; hexylphosphate; aminohexyl phosphate; 3 f -phosphate; 3 - 

30 phosphorothioate; phosphorodithioate; or bridging or non-bridging methylphosphonate 
moiety. 
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In non-limiting examples, the 3 '-cap is selected from the group consisting of 
glyceryl, inverted deoxy abasic residue (moiety), 4',5 -methylene nucleotide; l-(beta-D- 
erythrofiiranosyl) nucleotide; 4-thio nucleotide, carbocyclic nucleotide; 5-amino-alkyl 
phosphate; l,3-diamino-2-propyl phosphate; 3-aminopropyl phosphate; 6-aminohexyl 
5 phosphate; 1,2-aminododecyl phosphate; hydroxypropyl phosphate; 1,5-anhydrohexitol 
nucleotide; L-nucleotide; alpha-nucleotide; modified base nucleotide; phosphorodithioate; 
//zreo-pentofuranosyl nucleotide; acyclic 3' 9 4'-seco nucleotide; 3,4-dihydroxybutyl 
nucleotide; 3,5-dihydroxypentyl nucleotide, S-S'-inverted nucleotide moiety; 5-5'- 
inverted abasic moiety; 5-phosphoramidate; 5 f -phosphorothioate; 1,4-butanediol 
10 phosphate; 5-amino; bridging and/or non-bridging 5 ! -phosphoramidate, phosphorothioate 
and/or phosphorodithioate, bridging or non bridging methylphosphonate and 5-mercapto 
moieties (for more details see Beaucage and Iyer, 1993, Tetrahedron 49, 1925; 
incorporated by reference herein). 

By the term "non-nucleotide" is meant any group or compound which can be 
15 incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound is abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine and therefore lacks abase at the l'-position. 

20 An "alkyl" group refers to a saturated aliphatic hydrocarbon, including straight- 

chain, branched-chain, and cyclic alkyl groups. Preferably, the alkyl group has 1 to 12 
carbons. More preferably, it is a lower alkyl of from 1 to 7 carbons, more preferably 1 to 
4 carbons. The alkyl group can be substituted or unsubstituted. When substituted the 
substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, N02 or N(CH3)2, 

25 amino, or SH. The term also includes alkenyl groups that are unsaturated hydrocarbon 
groups containing at least one carbon-carbon double bond, including straight-chain, 
branched-chain, and cyclic groups. Preferably, the alkenyl group has 1 to 12 carbons. 
More preferably, it is a lower alkenyl of from 1 to 7 carbons, more preferably 1 to 4 
carbons. The alkenyl group may be substituted or unsubstituted. When substituted the 

30 substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2, halogen, 
N(CH3)2, amino, or SH. The term "alkyl" also includes alkynyl groups that have an 
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unsaturated hydrocarbon group containing at least one carbon-carbon triple bond, 
including straight-chain, branched-chain, and cyclic groups. Preferably, the alkynyl 
group has 1 to 12 carbons. More preferably, it is a lower alkynyl of from 1 to 7 carbons, 
more preferably 1 to 4 carbons. The alkynyl group may be substituted or unsubstituted. 
5 When substituted the substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, 
NO2 or N(CH3)2> amino or SH. 

Such alkyl groups can also include aryl, alkylaryl, carbocyclic aryl, heterocyclic 
aryl, amide and ester groups. An "aryl" group refers to an aromatic group that has at least 
one ring having a conjugated pi electron system and includes carbocyclic aryl, 

10 heterocyclic aryl and biaryl groups, all of which may be optionally substituted. The 
preferred substituent(s) of aryl groups are halogen, trihalomethyl, hydroxyl, SH, OH, 
cyano, alkoxy, alkyl, alkenyl, alkynyl, and amino groups. An "alkylaryl" group refers to 
an alkyl group (as described above) covalently joined to an aryl group (as described 
above). Carbocyclic aryl groups are groups wherein the ring atoms on the aromatic ring 

15 are all carbon atoms. The carbon atoms are optionally substituted. Heterocyclic aryl 
groups are groups having from 1 to 3 heteroatoms as ring atoms in the aromatic ring and 
the remainder of the ring atoms are carbon atoms. Suitable heteroatoms include oxygen, 
sulfur, and nitrogen, and include furanyl, thienyl, pyridyl, pyrrolyl, N-lower alkyl pyrrolo, 
pyrimidyl, pyrazinyl, imidazolyl and the like, all optionally substituted. An "amide" 

20 refers to an -C(0)-NH-R, where R is either alkyl, aryl, alkylaryl or hydrogen. An "ester" 
refers to an -C(0)-OR', where R is either alkyl, aryl, alkylaryl or hydrogen. 

By "nucleotide" as used herein is as recognized in the art to include natural bases 
(standard), and modified bases well known in the art. Such bases are generally located at 
the l 1 position of a nucleotide sugar moiety. Nucleotides generally comprise abase, sugar 

25 and a phosphate group. The nucleotides can be unmodified or modified at the sugar, 
phosphate and/or base moiety, (also referred to interchangeably as nucleotide analogs, 
modified nucleotides, non-natural nucleotides, non-standard nucleotides and other; see, 
for example, Usman and McSwiggen, supra; Eckstein et al, International PCT 
Publication No. WO 92/07065; Usman et al, International PCT Publication No. WO 

30 93/15187; Uhlman & Peyman, supra, all are hereby incorporated by reference herein). 
There are several examples of modified nucleic acid bases known in the art as 
summarized by Limbach et al, 1994, Nucleic Acids Res, 22,2183. Some of the non- 
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limiting examples of base modifications that can be introduced into nucleic acid 
molecules include, inosine, purine, pyridin-4-one, pyridin-2-one, phenyl, pseudouracil, 2, 
4, 6-trimethoxy benzene, 3-methyl uracil, dihydrouridine, naphthyl, aminophenyl, 
5-alkylcytidines (e.g., 5-methylcytidine), 5-alkyluridines (e.g., ribothymidine), 
5 5-halouridine (e.g., 5-bromouridine) or 6-azapyrimidines or 6-alkylpyrimidines (e.g. 6- 
methyluridine), propyne, and others (Burgin et al, 1996, Biochemistry, 35, 14090; 
Uhlman & Peyman, supra). By "modified bases" in this aspect is meant nucleotide bases 
other than adenine, guanine, cytosine and uracil at 1" position or their equivalents. 

In one embodiment, the invention features modified siNA molecules, with 
10 phosphate backbone modifications comprising one or more phosphorothioate, 
phosphorodithioate, methylphosphonate, phosphotriester, morpholino, amidate 
carbamate, carboxymethyl, acetamidate, polyamide, sulfonate, sulfonamide, sulfamate, 
formacetal, thioformacetal, and/or alkylsilyl, substitutions. For a review of 
oligonucleotide backbone modifications, see Hunziker and Leumann, 1995, Nucleic Acid 
15 Analogues: Synthesis and Properties, in Modern Synthetic Methods, VCH, 331-417, and 
Mesmaeker et al, 199 A, Novel Backbone Replacements for Oligonucleotides, in 
Carbohydrate Modifications in Antisense Research, ACS, 24-39. 

By "abasic" is meant sugar moieties lacking a base or having other chemical groups 
in place of a base at the l f position, see for example Adamic et al, U.S. Pat. No. 
20 5,998,203. 

By "unmodified nucleoside" is meant one of the bases adenine, cytosine, guanine, 
thymine, or uracil joined to the V carbon of p-D-ribo-furanose. 

By "modified nucleoside" is meant any nucleotide base which contains a 
modification in the chemical structure of an unmodified nucleotide base, sugar and/or 
25 phosphate. Non-limiting examples of modified nucleotides are shown by Formulae I-VII 
and/or other modifications described herein. 

In connection with 2 ! -modified nucleotides as described for the present invention, 
by "amino" is meant 2'-NH 2 or 2'-0- NH 2 , which can be modified or unmodified. Such 
modified groups are described, for example, in Eckstein et al, U.S. Pat. No. 5,672,695 
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and Matiriic-Adamic et al, U.S. Pat. No. 6,248,878, which are both incorporated by 
reference in their entireties. 

Various modifications to nucleic acid siNA structure can be made to enhance the 
utility of these molecules. Such modifications will enhance shelf-life, half-life in vitro, 
5 stability, and ease of introduction of such oligonucleotides to the target site, e.g., to 
enhance penetration of cellular membranes, and confer the ability to recognize and bind 
to targeted cells. 

Administratio n of Nucleic Acid Molecules 

A siNA molecule of the invention can be adapted for use to treat any disease, 

10 infection or condition associated with gene expression, and other indications that can 
respond to the level of gene product in a cell or tissue, alone or in combination with other 
therapies. For example, a siNA molecule can comprise a delivery vehicle, including 
liposomes, for administration to a subject, carriers and diluents and their salts, and/or can 
be present in pharmaceutically acceptable formulations. Methods for the delivery of 

15 nucleic acid molecules are described in Akhtar et al, 1992, Trends Cell Bio., 2, 139; 
Delivery Strategies forAntisense Oligonucleotide Titer apeutics, ed. Akhtar, 1995, Maurer 
et al, 1999, Mol Membr. Biol, 16, 129-140; Hofland and Huang, 1999, Handb. Exp. 
Pharmacol, 137, 165-192; and Lee et al, 2000, ACS Symp. Ser., 752, 184-192, all of 
which are incorporated herein by reference. Beigelman et al, U.S. Pat. No. 6,395,713 

20 and Sullivan et al, PCT WO 94/02595 further describe the general methods for delivery 
of nucleic acid molecules. These protocols can be utilized for the delivery of virtually 
any nucleic acid molecule. Nucleic acid molecules can be administered to cells by a 
variety of methods known to those of skill in the art, including, but not restricted to, 
encapsulation in liposomes, by iontophoresis, or by incorporation into other vehicles, 

25 such as hydrogels, cyclodextrins (see for example Gonzalez et al, 1999, Bioconjugate 
Chem., 10, 1068-1074), biodegradable nanocapsules, and bioadhesive microspheres, or 
by proteinaceous vectors (O'Hare and Normand, International PCT Publication No. WO 
00/53722). Alternatively, the nucleic acid/vehicle combination is locally delivered by 
direct injection or by use of an infusion pump. Direct injection of the nucleic acid 

30 molecules of the invention, whether subcutaneous, intramuscular, or intradermal, can take 
place using standard needle and syringe methodologies, or by needle-free technologies 
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such as those described in Conry et al, 1999, Clin. Cancer Res., 5, 2330-2337 and Barry 
et al, International PCT Publication No. WO 99/31262. Many examples in the art 
describe CNS delivery methods of oligonucleotides by osmotic pump, (see Chun et al, 
1998, Neuroscience Letters, 257, 135-138, D'Aldin et al, 1998, Mol. Brain Research, 55, 
5 151-164, Dryden et al, 1998, X Endocrinol, 157, 169-175, Ghirnikar et al, 1998, 
Neuroscience Letters, 247, 21-24) or direct infusion (Broaddus et al, 1991, Neurosurg. 
Focus, 3, article 4). Other routes of delivery include, but are not limited to oral (tablet or 
pill form) and/or intrathecal delivery (Gold, 1997, Neuroscience, 76, 1153-1158). More 
detailed descriptions of nucleic acid delivery and administration are provided in Sullivan 
10 et al, supra, Draper et al, PCT W093/23569, Beigelman et al, PCT WO99/05094, and 
Klimuk et al, PCT WO99/04819 all of which have been incorporated by reference 
herein. The molecules of the instant invention can be used as pharmaceutical agents. 
Pharmaceutical agents prevent, modulate the occurrence, or treat (alleviate a symptom to 
some extent, preferably all of the symptoms) of a disease state in a subject. 

15 In addition, the invention features the use of methods to deliver the nucleic acid 

molecules of the instant invention to hematopoietic cells, including monocytes and 
lymphocytes. These methods are described in detail by Hartmann et al, 1998, 
Phamacol Exp. Titer., 285(2), 920-928; Kronenwett et al, 1998, Blood, 91(3), 852-862; 
Filion and Phillips, 1997, Biochim. Biophys. Acta., 1329(2), 345-356; Ma and Wei, 1996, 

20 Lent Res., 20(11/12), 925-930; and Bongartz et al, 1994, Nucleic Acids Research, 
22(22), 4681-8. Such methods, as described above, include the use of free 
oligonucleitide, cationic lipid formulations, liposome formulations including pH sensitive 
liposomes and immunoliposomes, and bioconjugates including oligonucleotides 
conjugated to fusogenic peptides, for the transfection of hematopoietic cells with 

25 oligonucleotides. 

Thus, the invention features a pharmaceutical composition comprising one or more 
nucleic acid(s) of the invention in an acceptable carrier, such as a stabilizer, buffer, and 
the like. The polynucleotides of the invention can be administered (e.g., RNA, DNA or 
protein) and introduced into a subject by any standard means, with or without stabilizers, 
30 buffers, and the like, to form a pharmaceutical composition. When it is desired to use a 
liposome delivery mechanism, standard protocols for formation of liposomes can be 
followed. The compositions of the present invention can also be formulated and used as 

91 



WO 03/074654 



PCT7US03/05028 



tablets, capsules or elixirs for oral administration, suppositories for rectal administration, 
sterile solutions, suspensions for injectable administration, and the other compositions 
known in the art. 

The present invention also includes pharmaceuticaliy acceptable formulations of the 
compounds described. These formulations include salts of the above compounds, e.g. 9 
acid addition salts, for example, salts of hydrochloric, hydrobromic, acetic acid, and 
benzene sulfonic acid 

A pharmacological composition or formulation refers to a composition or 
formulation in a form suitable for administration, e.g., systemic administration, into a cell 
or subject, including for example a human. Suitable forms, in part, depend upon the use 
or the route of entry, for example oral, transdermal, or by injection. Such forms should 
not prevent the composition or formulation from reaching a target cell {i.e., a cell to 
which the negatively charged nucleic acid is desirable for delivery). For example, 
pharmacological compositions injected into the blood stream should be soluble. Other 
factors are known in the art, and include considerations such as toxicity and forms that 
prevent the composition or formulation from exerting its effect. 

By "systemic administration" is meant in vivo systemic absorption or accumulation 
of drugs in the blood stream followed by distribution throughout the entire body. 
Administration routes that lead to systemic absorption include, without limitation: 
intravenous, subcutaneous, intraperitoneal, inhalation, oral, intrapulmonary and 
intramuscular. Each of these administration routes exposes the siNA molecules of the 
invention to an accessible diseased tissue. The rate of entry of a drug into the circulation 
has been shown to be a function of molecular weight or size. The use of a liposome or 
other drug carrier comprising the compounds of the instant invention can potentially 
localize the drug, for example, in certain tissue types, such as the tissues of the reticular 
endothelial system (RES). A liposome formulation that can facilitate the association of 
drug with the surface of cells, such as, lymphocytes and macrophages is also useful. This 
approach can provide enhanced delivery of the drug to target cells by taking advantage of 
the specificity of macrophage and lymphocyte immune recognition of abnormal cells, 
such as cells producing excess MDR. 
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By "pharmaceutically acceptable formulation" is meant, a composition or 
formulation that allows for the effective distribution of the nucleic acid molecules of the 
instant invention in the physical location most suitable for their desired activity. Non- 
limiting examples of agents suitable for formulation with the nucleic acid molecules of 
5 the instant invention include: P-glycoprotein inhibitors (such as Pluronic P85), which can 
enhance entry of drugs into the CNS (Jolliet-Riant and Tillement, 1999, Fundam. Clin. 
Pharmacol., 13, 16-26); biodegradable polymers, such as poly (DL-lactide-coglycolide) 
microspheres for sustained release delivery after intracerebral implantation (Emerich, DF 
et al 9 1999, Cell Transplant, 8, 47-58) (Alkermes, Inc. Cambridge, MA); and loaded 

10 nanoparticles, such as those made of polybutylcyanoacrylate, which can deliver drugs 
across the blood brain barrier and can alter neuronal uptake mechanisms (Prog 
Neuropsychopharmacol Biol Psychiatiy, 23, 941-949, 1999). Other non-limiting 
examples of delivery strategies for the nucleic acid molecules of the instant invention 
include material described in Boado et al, 1998, J. Pharm. ScL, 87, 1308-1315; Tyler et 

15 al, 1999, FEES Lett., 421, 280-284; Pardridge et al, 1995, PNAS USA., 92, 5592-5596; 
Boado, 1995, Adv. Drug Delivery Rev., 15, 73-107; Aldrian-Herrada et al, 1998, Nucleic 
Acids Res., 26, 4910-4916; and Tyler et al, 1999, PNAS USA., 96, 7053-7058. 

The invention also features the use of the composition comprising surface-modified 
liposomes containing poly (ethylene glycol) lipids (PEG-modified, or long-circulating 

20 liposomes or stealth liposomes). These formulations offer a method for increasing the 
accumulation of drugs in target tissues. This class of drug carriers resists opsonization 
and elimination by the mononuclear phagocytic system (MPS or RES), thereby enabling 
longer blood circulation times and enhanced tissue exposure for the encapsulated drug 
(Lasic et al Chem. Rev. 1995, 95, 2601-2627; Ishiwata et al, Chem. Pharm. Bull 1995, 

25 43, 1005-1011). Such liposomes have been shown to accumulate selectively in tumors, 
presumably by extravasation and capture in the neovascularized target tissues (Lasic et 
al, Science 1995, 267, 1275-1276; Oku et a/., 1995, Biochim. Biophys. Acta, 1238, 86- 
90). The long-circulating liposomes enhance the pharmacokinetics and 
pharmacodynamics of DNA and RNA, particularly compared to conventional cationic 

30 liposomes which are known to accumulate in tissues of the MPS (Liu et al, J. Biol 
Chem. 1995, 42, 24864-24870; Choi et al, International PCT Publication No. WO 
96/10391; Ansell et al, International PCT Publication No. WO 96/10390; Holland et al, 
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International PCT Publication No. WO 96/10392). Long-circulating liposomes are also 
likely to protect drugs from nuclease degradation to a greater extent compared to cationic 
liposomes, based on their ability to avoid accumulation in metabolically aggressive MPS 
tissues such as the liver and spleen. 

5 The present invention also includes compositions prepared for storage or 

administration that include a pharmaceutically effective amount of the desired compounds 
in a pharmaceutically acceptable carrier or diluent. Acceptable carriers or diluents for 
therapeutic use are well known in the pharmaceutical art, and are described, for example, 
in Remington's Pharmaceutical Sciences, Mack Publishing Co. (A.R. Gennaro edit. 

10 1985), hereby incorporated by reference herein. For example, preservatives, stabilizers, 
dyes and flavoring agents can be provided. These include sodium benzoate, sorbic acid 
and esters of p-hydroxybenzoic acid In addition, antioxidants and suspending agents can 
be used. 

A pharmaceutically effective dose is that dose required to prevent, inhibit the 
15 occurrence, or treat (alleviate a symptom to some extent, preferably all of the symptoms) 
of a disease state. The pharmaceutically effective dose depends on the type of disease, 
the composition used, the route of administration, the type of mammal being treated, the 
physical characteristics of the specific mammal under consideration, concurrent 
medication, and other factors that those skilled in the medical arts will recognize. 
20 Generally, an amount between 0.1 mg/kg and 100 mg/kg body weight/day of active 
ingredients is administered dependent upon potency of the negatively charged polymer. 

The nucleic acid molecules of the invention and formulations thereof can be 
administered orally, topically, parenterally, by inhalation or spray, or rectally in dosage 
unit formulations containing conventional non-toxic pharmaceutically acceptable carriers, 

25 adjuvants and/or vehicles. The term parenteral as used herein includes percutaneous, 
subcutaneous, intravascular {e.g., intravenous), intramuscular, or intrathecal injection or 
infusion techniques and the like. In addition, there is provided a pharmaceutical 
formulation comprising a nucleic acid molecule of the invention and a pharmaceutically 
acceptable carrier. One or more nucleic acid molecules of the invention can be present in 

30 association with one or more non-toxic pharmaceutically acceptable carriers and/or 
diluents and/or adjuvants, and if desired other active ingredients. The pharmaceutical 
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compositions containing nucleic acid molecules of the invention can be in a form suitable 
for oral use, for example, as tablets, troches, lozenges, aqueous or oily suspensions, 
dispersible powders or granules, emulsion, hard or soft capsules, or syrups or elixirs. 

Compositions intended for oral use can be prepared according to any method 
5 known to the art for the manufacture of pharmaceutical compositions and such 
compositions can contain one or more such sweetening agents, flavoring agents, coloring 
agents or preservative agents in order to provide pharmaceutically elegant and palatable 
preparations. Tablets contain the active ingredient in admixture with non-toxic 
pharmaceutically acceptable excipients that are suitable for the manufacture of tablets. 

10 These excipients can be, for example, inert diluents; such as calcium carbonate, sodium 
carbonate, lactose, calcium phosphate or sodium phosphate; granulating and 
disintegrating agents, for example, corn starch, or alginic acid; binding agents, for 
example starch, gelatin or acacia; and lubricating agents, for example magnesium 
stearate, stearic acid or talc. The tablets can be uncoated or they can be coated by known 

15 techniques. In some cases such coatings can be prepared by known techniques to delay 
disintegration and absorption in the gastrointestinal tract and thereby provide a sustained 
action over a longer period. For example, a time delay material such as glyceryl 
monosterate or glyceryl distearate can be employed. 

Formulations for oral use can also be presented as hard gelatin capsules wherein the 
20 active ingredient is mixed with an inert solid diluent, for example, calcium carbonate, 
calcium phosphate or kaolin, or as soft gelatin capsules wherein the active ingredient is 
mixed with water or an oil medium, for example peanut oil, liquid paraffin or olive oil. 

Aqueous suspensions contain the active materials in a mixture with excipients 
suitable for the manufacture of aqueous suspensions. Such excipients are suspending 

25 agents, for example sodium carboxymethylceUulose, methylcellulose, hydropropyl- 
methylcellulose, sodium alginate, polyvinylpyrrolidone, gum tragacanth and gum acacia; 
dispersing or wetting agents can be a naturally-occurring phosphatide, for example, 
lecithin, or condensation products of an alkylene oxide with fatty acids, for example 
polyoxyethylene stearate, or condensation products of ethylene oxide with long chain 

30 aliphatic alcohols, for example heptadecaethyleneoxycetanol, or condensation products of 
ethylene oxide with partial esters derived from fatty acids and a hexitol such as 
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polyoxyethylene sorbitol monooleate, or condensation products of ethylene oxide with 
partial esters derived from fatty acids and hexitol anhydrides, for example polyethylene 
sorbitan monooleate. The aqueous suspensions can also contain one or more 
preservatives, for example ethyl, or n-propyl p-hydroxybenzoate, one or more coloring 
5 agents, one or more flavoring agents, and one or more sweetening agents, such as sucrose 
or saccharin. 

Oily suspensions can be formulated by suspending the active ingredients in a 
vegetable oil, for example arachis oil, olive oil, sesame oil or coconut oil, or in a mineral 
oil such as liquid paraffin. The oily suspensions can contain a thickening agent, for 
10 example beeswax, hard paraffin or cetyl alcohol. Sweetening agents and flavoring agents 
can be added to provide palatable oral preparations. These compositions can be preserved 
by the addition of an anti-oxidant such as ascorbic acid 

Dispersible powders and granules suitable for preparation of an aqueous suspension 
by the addition of water provide the active ingredient in admixture with a dispersing or 
15 wetting agent, suspending agent and one or more preservatives. Suitable dispersing or 
wetting agents or suspending agents are exemplified by those already mentioned above. 
Additional excipients, for example sweetening, flavoring and coloring agents, can also be 
present. 

Pharmaceutical compositions of the invention can also be in the form of oil-in- 
20 water emulsions. The oily phase can be a vegetable oil or a mineral oil or mixtures of 
these. Suitable emulsifying agents can be naturally-occurring gums, for example gum 
acacia or gum tragacanth, naturally-occurring phosphatides, for example soy bean, 
lecithin, and esters or partial esters derived from fatty acids and hexitol, anhydrides, for 
example sorbitan monooleate, and condensation products of the said partial esters with 
25 ethylene oxide, for example polyoxyethylene sorbitan monooleate. The emulsions can 
also contain sweetening and flavoring agents. 

Syrups and elixirs can be formulated with sweetening agents, for example glycerol, 
propylene glycol, sorbitol, glucose or sucrose. Such formulations can also contain a 
demulcent, a preservative and flavoring and coloring agents. The pharmaceutical 
30 compositions can be in the fonn of a sterile injectable aqueous or oleaginous suspension. 
This suspension can be formulated according to the known art using those suitable 
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dispersing or wetting agents and suspending agents that have been mentioned above. The 
sterile injectable preparation can also be a sterile injectable solution or suspension in a 
non-toxic parentally acceptable diluent or solvent, for example as a solution in 1,3- 
butanediol. Among the acceptable vehicles and solvents that can be employed are water, 
5 Ringer's solution and isotonic sodium chloride solution. In addition, sterile, fixed oils are 
conventionally employed as a solvent or suspending medium. For this purpose, any bland 
fixed oil can be employed including synthetic mono-or diglycerides. In addition, fatty 
acids such as oleic acid find use in the preparation of injectables. 

The nucleic acid molecules of the invention can also be administered in the form of 
10 suppositories, e.g., for rectal administration of the drug. These compositions can be 
prepared by mixing the drug with a suitable non-irritating excipient that is solid at 
ordinary temperatures but liquid at the rectal temperature and will therefore melt in the 
rectum to release the drug. Such materials include cocoa butter and polyethylene glycols. 

Nucleic acid molecules of the invention can be administered parenterally in a sterile 
15 medium. The drug, depending on the vehicle and concentration used, can either be 
suspended or dissolved in the vehicle. Advantageously, adjuvants such as local 
anesthetics, preservatives and buffering agents can be dissolved in the vehicle. 

Dosage levels of the order of from about 0.1 mg to about 140 mg per kilogram of 
body weight per day are useful in the treatment of the above-indicated conditions (about 
20 0.5 mg to about 7 g per subject per day). The amount of active ingredient that can be 
combined with the carrier materials to produce a single dosage form varies depending 
upon the host treated and the particular mode of administration. Dosage unit forms 
generally contain between from about 1 mg to about 500 mg of an active ingredient. 

It is understood that the specific dose level for any particular subject depends upon 
25 a variety of factors including the activity of the specific compound employed, the age, 
body weight, general health, sex, diet, time of administration, route of administration, and 
rate of excretion, drug combination and the severity of the particular disease undergoing 
therapy. 

For administration to non-human animals, the composition can also be added to the 
30 animal feed or drinking water. It can be convenient to formulate the animal feed and 
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drinking water compositions so that the animal takes in a therapeutically appropriate 
quantity of the composition along with its diet. It can also be convenient to present the 
composition as a premix for addition to the feed or drinking water. 

The nucleic acid molecules of the present invention can also be administered to a 
5 subject in combination with other therapeutic compounds to increase the overall 
therapeutic effect. The use of multiple compounds to treat an indication can increase the 
beneficial effects while reducing the presence of side effects. 

In one embodiment, the invention comprises compositions suitable for 
administering nucleic acid molecules of the invention to specific cell types. For example, 

10. the asialoglycoprotein receptor (ASGPr) (Wu and Wu, 1987, J. Biol Chem. 262, 4429- 
4432) is unique to hepatocytes and binds branched galactose-terminal glycoproteins, such 
as asialoorosomucoid (ASOR). In another example, the folate receptor is overexpressed 
in many cancer cells. Binding of such glycoproteins, synthetic glycoconjugates, or 
folates to the receptor takes place with an affinity that strongly depends on the degree of 

15 branching of the oligosaccharide chain, for example, triatennary structures are bound with 
greater affinity than biatenarry or monoatennary chains (Baenziger and Fiete, 1980, Cell, 
22, 611-620; Connolly et al, 1982, J. Biol Chem., 257, 939-945). Lee and Lee, 1987, 
Glycoconjugate J. y 4, 317-328, obtained this high specificity through the use of N-acetyl- 
D-galactosamine as the carbohydrate moiety, which has higher affinity for the receptor, 

20 compared to galactose. This "clustering effect" has also been described for the binding 
and uptake of mannosyl-terminating glycoproteins or glycoconjugates (Ponpipom et al, 
1981, Med, Chem,, 24, 1388-1395). The use of galactose, galactosamine, or folate 
based conjugates to transport exogenous compounds across cell membranes can provide a 
targeted delivery approach to, for example, the treatment of liver disease, cancers of the 

25 liver, or other cancers. The use of bioconjugates can also provide a reduction in the 
required dose of therapeutic compounds required for treatment. Furthermore, therapeutic 
bioavialability, pharmacodynamics, and pharmacokinetic parameters can be modulated 
through the use of nucleic acid bioconjugates of the invention. Non-limiting examples of 
such bioconjugates are described in Vargeese et al, USSN 10/201,394, filed August 13, 

30 2001; and Matulic-Adamic et al, USSN 60/362,016, filed March 6, 2002. 
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Alternatively, certain siNA molecules of the instant invention can be expressed 
within cells from eukaryotic promoters (e.g., Izant and Weintraub, 1985, Science, 229, 
345; McGarry and Lindquist, 1986, Proc. Natl. Acad. Sci., USA 83, 399; Scanlon et al, 

1991, Proc. Natl. Acad. Sci. USA, 88, 10591-5; Kashani-Sabet et al, 1992, Antisense Res. 
5 Dev., 2, 3-15; Dropulic et al, 1992, J. Virol, 66, 1432-41; Weerasinghe et al, 1991, J. 

Virol, 65, 5531-4; Ojwang et al, 1992, Proc. Natl. Acad. Sci. USA, 89, 10802-6; Chen 
etal, 1992, Nucleic Acids Res., 20,4581-9; Sarvere/a/., 1990 Science, 247, 1222-1225; 
Thompson et al, 1995, Nucleic Acids Res., 23, 2259; Good et al, 1997, Gene Therapy, 4, 
45. Those skilled in the art realize that any nucleic acid can be expressed in eukaryotic 
10 cells from the appropriate DNA/RNA vector. The activity of such nucleic acids can be 
augmented by Iheir release from the primary transcript by a enzymatic nucleic acid 
(Draper et al, PCT WO 93/23569, and Sullivan et al, PCT WO 94/02595; Ohkawa et al, 

1992, Nucleic Acids Symp. Ser., 27, 15-6; Tairaer a/., 1991, Nucleic Acids Res., 19, 5125- 
30; Ventura et al, 1993, Nucleic Acids Res., 21, 3249-55; Chowrira et al, 1994, Biol 

15 Chem., 269,25856. 

In another aspect of the invention, RNA molecules of the present invention can be 
expressed from transcription units (see for example Couture et al, 1996, TIG., 12, 510) 
inserted into DNA or RNA vectors. The recombinant vectors can be DNA plasmids or 
viral vectors. siNA expressing viral vectors can be constructed based on, but not limited 
to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. In another embodiment, 
pol m based constructs are used to express nucleic acid molecules of the invention (see 
for example Thompson, U.S. Pats. Nos. 5,902,880 and 6,146,886). The recombinant 
vectors capable of expressing the siNA molecules can be delivered as described above, 
and persist in target cells. Alternatively, viral vectors can be used that provide for 
transient expression of nucleic acid molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecule interacts with the target 
mRNA and generates an RNAi response. Delivery of siNA molecule expressing vectors 
can be systemic, such as by intravenous or intra-muscular administration, by 
administration to target cells ex-planted from a subject followed by reintroduction into the 
subject, or by any other means that would allow for introduction into the desired target 
cell (for a review see Couture etal, 1996, TIG., 12,510). 
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In one aspect the invention features an expression vector comprising a nucleic acid 
sequence encoding at least one siNA molecule of the instant invention. The expression 
vector can encode one or both strands of a siNA duplex, or a single self-complementary 
strand that self hybridizes into a siNA duplex. The nucleic acid sequences encoding the 
5 siNA molecules of the instant invention can be operably linked in a manner that allows 
expression of the siNA molecule (see for example Paul et al, 2002, Nature 
Biotechnology, 19, 505; Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee 
et al., 2002, Nature Biotechnology, 19, 500; and Novina et al., 2002, Nature Medicine, 
advance online publication doi:10.1038/nm725). 

10 In another aspect, the invention features an expression vector comprising: a) a 

transcription initiation region (e.g., eukaryotic pol I, II or HI initiation region); b) a 
transcription termination region (e.g., eukaryotic pol I, II or EH termination region); and c) 
a nucleic acid sequence encoding at least one of the siNA molecules of the instant 
invention; wherein said sequence is operably linked to said initiation region and said 

15 termination region, in a manner that allows expression and/or delivery of the siNA 
molecule. The vector can optionally include an open reading frame (OKF) for a protein 
operably linked on the 5' side or the 3 -side of the sequence encoding the siNA of the 
invention; and/or an intron (intervening sequences). 

Transcription of the siNA molecule sequences can be driven from a promoter for 
20 eukaryotic RNA polymerase I (pol I), RNA polymerase II (pol D), or RNA polymerase HI 
(pol ET). Transcripts from pol II or pol HI promoters are expressed at high levels in all 
cells; the levels of a given pol II promoter in a given cell type depends on the nature of 
the gene regulatory sequences (enhancers, silencers, etc.) present nearby. Prokaryotic 
RNA polymerase promoters are also used, providing that the prokaryotic RNA 
25 polymerase enzyme is expressed in the appropriate cells (Elroy-Stein and Moss, 1990, 
Proc. Natl Acad. Set USA, 87, 6743-7; Gao and Huang 1993, Nucleic Acids Res., 21, 
2867-72; Lieber et al, 1993, Methods Enzymol, 217, 47-66; Zhou et al, 1990, Mol 
Cell Biol, 10, 4529-37). Several investigators have demonstrated that nucleic acid 
molecules expressed from such promoters can function in mammalian cells (e.g. Kashani- 
30 Sabet et al, 1992, Antisense Res. Dev., 2, 3-15; Ojwang et al, 1992, Proc. Natl Acad. 
Set USA, 89, 10802-6; Chen et al, 1992, Nucleic Acids Res., 20, 4581-9; Yu et al, 
1993, Proc. Natl. Acad. Sci. USA, 90, 6340-4; L'Huillier et al, 1992, EMBO J., 11, 
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4411-8; Lisziewicz et al, 1993, Proa Natl Acad. Sci. U. S. A, 90, 8000-4; Thompson et 
al t 1995, Nucleic Acids Res., 23, 2259; Sullenger & Cech, 1993, Science, 262, 1566). 
More specifically, transcription units such as the ones derived from genes encoding U6 
small nuclear (snRNA), transfer RNA (tRNA) and adenovirus VA RNA are useful in 
5 generating high concentrations of desired RNA molecules such as siNA in cells 
(Thompson et al, supra; Couture and Stinchcomb, 1996, supra; Noonberg et al, 1994, 
Nucleic Acid Res., 22, 2830; Noonberg et al, U.S. Pat. No. 5,624,803; Good et al, 1997, 
Gene Tlxer., 4, 45; Beigelman et al, International PCT Publication No. WO 96/18736. 
The above siNA transcription units can be incorporated into a variety of vectors for 
10 introduction into mammalian cells, including but not restricted to, plasmid DNA vectors, 
viral DNA vectors (such as adenovirus or adeno-associated virus vectors), or viral RNA 
vectors (such as retroviral or alphavirus vectors) (for a review see Couture and 
Stinchcomb, 1996, supra). 

In another aspect the invention features an expression vector comprising a nucleic 
15 acid sequence encoding at least one of the siNA molecules of the invention in a manner 
that allows expression of that siNA molecule. The .expression vector comprises in one 
embodiment; a) a transcription initiation region; b) a transcription termination region; and 
c) a nucleic acid sequence encoding at least one strand of the siNA molecule, wherein the 
sequence is operably linked to the initiation region and the termination region in a manner 
20 that allows expression and/or delivery of the siNA molecule. 

In another embodiment the expression vector comprises: a) a transcription initiation 
region; b) a transcription termination region; c) an open reading frame; and d) a nucleic 
acid sequence encoding at least one strand of a siNA molecule, wherein the sequence is 
operably linked to the 3'-end of the open reading frame and wherein the sequence is 

25 operably linked to the initiation region, the open reading frame and the termination region 
in a manner that allows expression and/or delivery of the siNA molecule. In yet another 
embodiment, the expression vector comprises: a) a transcription initiation region; b) a 
transcription termination region; c) an intron; and d) a nucleic acid sequence encoding at 
least one siNA molecule, wherein the sequence is operably linked to the initiation region, 

30 the intron and the termination region in a manner which allows expression and/or delivery 
of the nucleic acid molecule. 
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In another embodiment, the expression vector comprises: a) a transcription 
initiation region; b) a transcription termination region; c) an intron; d) an open reading 
frame; and e) a nucleic acid sequence encoding at least one strand of a siNA molecule, 
wherein the sequence is operably linked to the 3'-end of the open reading frame and 
5 wherein the sequence is operably linked to the initiation region, the intron, the open 
reading frame and the termination region in a manner which allows expression and/or 
delivery of the siNA molecule. 

Examples : 

The following are non-limiting examples showing the selection, isolation, synthesis 
1 0 and activity of nucleic acids of the instant invention. 

Example 1: Tandem synthesis of siNA constructs 

Exemplary siNA molecules of the invention are synthesized in tandem using a 
cleavable linker, for example, a succinyl-based linker. Tandem synthesis as described 
herein is followed by a one-step purification process that provides RNAi molecules in 
15 high yield. This approach is highly amenable to siNA synthesis in support of high 
throughput RNAi screening, and can be readily adapted to multi-column or multi-well 
synthesis platforms. 

After completing a tandem synthesis of a siNA oligo and its complement in which 
the 5-terminal dimethoxytrityl (5 -O-DMT) group remains intact (trityl on synthesis), the 

20 oligonucleotides are deprotected as described above. Following deprotection, the siNA 
sequence strands are allowed to spontaneously hybridize. This hybridization yields a 
duplex in which one strand has retained the 5-O-DMT group while the complementary 
strand comprises a terminal 5 ! -hydroxyl. The newly formed duplex behaves as a single 
molecule during routine solid-phase extraction purification (Trityl-On purification) even 

25 though only one molecule has a dimethoxytrityl group. Because the strands form a stable 
duplex, this dimethoxytrityl group (or an equivalent group, such as other trityl groups or 
other hydrophobic moieties) is all that is required to purify the pair of oligos, for example, 
by using a CI 8 cartridge. 
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Standard phosphoramidite synthesis chemistry is used up to the point of introducing 
a tandem linker, such as an inverted deoxy abasic succinate or glyceryl succinate linker 
(see Figure 1) or an equivalent cleavable linker. A non-limiting example of linker 
coupling conditions that can be used includes a hindered base such as 
5 diisopropylethylamine (DIP A) and/or DMAP in the presence of an activator reagent such 
as Bromotripynrolidinophosphoniuinhexaflurorophosphate (PyBrOP). After the linker is 
coupled, standard synthesis chemistry is utilized to complete synthesis of the second 
sequence leaving the terminal the 5 f -0-DMT intact. Following synthesis, the resulting 
oligonucleotide is deprotected according to the procedures described herein and quenched 
1 0 with a suitable buffer, for example with 50mM NaOAc or 1 .5M NH4H2CO3. 

Purification of the siNA duplex can be readily accomplished using solid phase 
extraction, for example using a Waters CI 8 SepPak lg cartridge conditioned with 1 
column volume (CV) of acetonitrile, 2 CV H20, and 2 CV 50mM NaOAc. The sample is 
loaded and then washed with 1 CV H20 or 50mM NaOAc. Failure sequences are eluted 

15 with 1 CV 14% ACN (Aqueous with 50mM NaOAc and 50mM NaCl). The column is 
then washed, for example with 1 CV H20 followed by on-column detritylation, for 
example by passing 1 CV of 1% aqueous trifluoroacetic acid (TFA) over the column, then 
adding a second CV of 1% aqueous TFA to the column and allowing to stand for 
approximately 10 minutes. The remaining TFA solution is removed and the column 

20 washed with H20 followed by 1 CV 1M NaCl and additional H20. The siNA duplex 
product is then eluted, for example, using 1 CV 20% aqueous CAN. 

Figure 2 provides an example of MALDI-TOV mass spectrometry analysis of a 
purified siNA construct in which each peak corresponds to the calculated mass of an 
individual siNA strand of the siNA duplex. The same purified siNA provides three peaks 

25 when analyzed by capillary gel electrophoresis (CGE), one peak presumably 
corresponding to the duplex siNA, and two peaks presumably corresponding to the 
separate siNA sequence strands. Ion exchange HPLC analysis of the same siNA contract 
only shows a single peak. Testing of the purified siNA construct using a luciferase 
reporter assay described below demonstrated the same RNAi activity compared to siNA 

30 constructs generated from separately synthesized oligonucleotide sequence strands. 

Example 2: Serum stability of chemically modified siNA constructs 
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Chemical modifications were introduced into siNA constructs to determine the 
stability of these constructs compared to native siNA oligonucleotides (containing two 
thymidine nucleotide overhangs) in human serum. An investigation of the serum stability 
of RNA duplexes revealed that siNA constructs consisting of all KNA nucleotides 
5 containing two thymidine nucleotide overhangs have a half-life in serum of 15 seconds, 
whereas chemically modified siNA constructs remained stable in serum for 1 to 3 days 
depending on the extent of modification. RNAi stability tests were performed by 
internally labeling one strand (strand 1) of siNA and duplexing with 1.5 X the 
concentration of the complementary siNA strand (strand 2) (to insure all labeled material 
10 was in duplex fonn). Duplexed siNA constructs were then tested for stability by 
incubating at a final concentration of 2pM siNA (strand 2 concentration) in 90% mouse 
or human serum for time-points of 30sec, lmin, 5min, 30min, 90min, 4hrs lOmin, 16hrs 
24min, and 49hrs. Time points were run on a 15% denaturing polyacrylamide gels and 
analyzed on a phosphoimager. 

15 Internal labeling was performed via kinase reactions with polynucleotide kinase 

(PNK) and 32 P-y-ATP, with addition of radiolabeled phosphate at nucleotide 13 of strand 
2, counting in from the 3' side. Ligation of the remaining 8-mer fragments with T4 RNA 
ligase resulted in the full length, 21-mer, strand 2. Duplexing of RNAi was done by 
adding appropriate concentrations of the siNA oligonucleotides and heating to 95° C for 

20 5min followed by slow cooling to room temperature. Reactions were performed by 
adding 100% serum to the siNA duplexes and incubating at 37° C, then removing aliquots 
at desired time-points. Results of this study are summarized in Figure 3. As shown in 
the Figure 3, chemically modified siNA molecules (e.g., SEQ ID NOs: 925/927, 925/928, 
925/929, 925/930, and 925/931) have significantly increased serum stability compared to 

25 an siNA construct having all ribonucleotides except a 3'-terminal dithymidine (TT) 
modification (e.g., SEQ ID NOs: 925/926). 

Example 3: Identification of potential siNA target sites in anv RNA sequence 

The sequence of an RNA target of interest, such as a viral or human mRNA 
transcript, is screened for target sites, for example by using a computer folding algorithm. 
30 In a non-limiting example, the sequence of a gene or RNA gene transcript derived from a 
database, such as Genbank, is used to generate siNA targets having complementarity to 
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the target. Such sequences can be obtained from a database, or can be determined 
experimentally as known in the art. Target sites that are known, for example, those target 
sites determined to be effective target sites based on studies with other nucleic acid 
molecules, for example ribozymes or antisense, or those targets known to be associated 
5 with a disease or condition such as those sites containing mutations or deletions, can be 
used to design siNA molecules targeting those sites. Various parameters can be used to 
determine which sites are the most suitable target sites within the target RNA sequence. 
These parameters include but are not limited to secondary or tertiary RNA structure, the 
nucleotide base composition of the target sequence, the degree of homology between 

10 various regions of the target sequence, or the relative position of the target sequence 
within the RNA transcript. Based on these determinations, any number of target sites 
within the RNA transcript can be chosen to screen siNA molecules for efficacy, for 
example by using in vitro RNA cleavage assays, cell culture, or animal models. In a non- 
limiting example, anywhere from 1 to 1000 target sites are chosen within the transcript 

15 based on the size of the siNA construct to be used. High throughput screening assays can 
be developed for screening siNA molecules using methods known in the art, such as with 
multi-well or multi-plate assays or combinatorial/siNA library screening assays to 
determine efficient reduction in target gene expression. 

Example 4: Selection of siNA molecule target sites in a RNA 

20 The following non-limiting steps can be used to carry out the selection of siNAs 

targeting a given gene sequence or transcript. 

The target sequence is parsed in silico into a list of all fragments or subsequences of 
a particular length, for example 23 nucleotide fragments, contained within the target 
sequence. This step is typically carried out using a custom Perl script, but commercial 
25 sequence analysis programs such as Oligo, MacVector, or the GCG Wisconsin Package 
can be employed as well. 

In some instances the siNAs correspond to more than one target sequence; such 
would be the case for example in targeting different transcripts of the same gene, 
targeting different transcripts of more than one gene, or for targeting both the human gene 
30 and an animal homolog. In this case, a subsequence list of a particular length is generated 
for each of the targets, and then the lists are compared to find matching sequences in each 
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list. The subsequences are then ranked according to the number of target sequences that 
contain the given subsequence; the goal is to find subsequences that are present in most or 
all of the target sequences. Alternately, the ranking can identify subsequences that are 
unique to a target sequence, such as a mutant target sequence. Such an approach would 
5 enable the use of siNA to target specifically the mutant sequence and not effect the 
expression of the normal sequence. 

In some instances the siNA subsequences are absent in one or more sequences 
while present in the desired target sequence; such would be the case if the siNA targets a 
gene with a paralogous family member that is to remain untargeted. As in case 2 above, a 
10 subsequence list of a particular length is generated for each of the targets, and then the 
lists are compared to find sequences that are present in the target gene but are absent in 
the untargeted paralog. 

The ranked siNA subsequences can be further analyzed and ranked according to GC 
content. A preference can be given to sites containing 30-70% GC, with a further 
1 5 preference to sites containing 40-60% GC. 

The ranked siNA subsequences can be further analyzed and ranked according to 
self-folding and internal hairpins. Weaker, internal folds are preferred; strong hairpin 
structures are to be avoided. 

The ranked siNA subsequences can be further analyzed and ranked according to 
20 whether they have runs of GGG or CCC in the sequence. GGG (or even more Gs) in 
either strand can make oligonucleotide synthesis problematic and can potentially interfere 
with RNAi activity, so it is avoided whenever other appropriately suitable sequences are 
available. CCC is searched in the target strand because that will place GGG in the 
antisense strand. 

25 The ranked siNA subsequences can be further analyzed and ranked according to 

whether they have the dinucleotide UU (uridine dinucleotide) on the 3 -end of the 
sequence, and/or AA on the 5 -end of the sequence (to yield 3 1 UU on the antisense 
sequence). These sequences allow one to design siNA molecules with terminal TT 
thymidine dinucleotides. 
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Four or five target sites are chosen from the ranked list of subsequences as 
described above. For example, in subsequences having 23 nucleotides, the right 21 
nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
upper (sense) strand of the siNA duplex, while the reverse complement of the left 21 
5 nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
lower (antisense) strand of the siNA duplex (see Tables I). If terminal TT residues are 
desired for the sequence (as described in paragraph 7), then the two 3* terminal 
nucleotides of both the sense and antisense strands are replaced by TT prior to 
synthesizing the oligos. 

10 The siNA molecules are screened in an in vitro, cell culture or animal model system 

to identify the most active siNA molecule or the most preferred target site within the 
target RNA sequence. 

In an alternate approach, a pool of siNA constructs specific to a target sequence is 
used to screen for target sites in cells expressing target RNA, such as human HeLa cells. 

15 The general strategy used in this approach is shown in Figure 21. A non-limiting 
example of such as pool is a pool comprising sequences having antisense sequences 
complementary to the target RNA sequence and sense sequences complementary to the 
antisense sequences. Cells (e.g., HeLa cells) expressing the target gene are transfected 
with the pool of siNA constructs and cells that demonstrate a phenotype associated with 

20 gene silencing are sorted. The pool of siNA constructs can be chemically modified as 
described herein and synthesized, for example, in a high throughput manner. The siNA 
from cells demonstrating a positive phenotypic change (e.g., decreased target mRNA 
levels or target protein expression), are identified, for example by positional analysis 
within the assay, and are used to determine the most suitable target site(s) within the 

25 target RNA sequence based upon the complementary sequence to the corresponding siNA 
antisense strand identified in the assay. 

Example 5: RNAi activity of chemically modified siNA constructs 

Short interfering nucleic acid (siNA) is emerging as a powerful tool for gene 
regulation. All-ribose siNA duplexes activate the RNAi pathway but have limited utility 
30 as therapeutic compounds due to their nuclease sensitivity and short half-life in serum, as 
shown in Example 2 above. To develop nuclease-resistant siNA constructs for in vivo 
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applications, siNAs that target luciferase mRNA and contain stabilizing chemical 
modifications were tested for activity in HeLa cells. The sequences for the siNA 
oligonucleotide sequences used in this study are shown in Table I. Modifications 
included phosphorothioate linkages (P=S), 2 , -<?-methyl nucleotides, or 2-fluoro (F) 
5 nucleotides in one or both siNA strands and various 3 '-end stabilization chemistries, 
including 3'-glyceryl, 3'-inverted abasic, 3Mnverted Thymidine, and/or Thymidine. 
Active siNA containing stabilizing modifications such as described herein should prove 
useful for in vivo applications. 

A luciferase reporter system was utilized to test RNAi activity of chemically 
1 0 modified siNA constructs compared to siNA constructs consisting of all RNA nucleotides 
containing two thymidine nucleotide overhangs. Sense and antisense siNA strands (20 
uM each) were annealed by incubation in buffer (100 mM potassium acetate, 30 mM 
HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 90°C followed by 1 hour 
at 37°C. Plasmids encoding firefly luciferase (pGL2) and renilla luciferase (pRLSV40) 
1 5 were purchased from Promega Biotech. 

HeLa S3 cells were grown at 37°C in DMEM with 5% FBS and seeded at 15,300 
cells in 100 ul media per well of a 96-well plate 24 hours prior to transfection. For 
transfection, 4 ul Lipofectamine 2000 (Life Technologies) was added to 96 ul OPTI- 
MEM, vortexed and incubated at room temperature for 5 minutes. The 100 ul diluted lipid 

20 was then added to a microtiter tube containing 5 ul pGL2 (200ng/ul), 5 ul pRLSV40 (8 
ng/ul) 6 ul siNA (25 nM or 10 nM final), and 84 ul OPTI-MEM, vortexed briefly and 
incubated at room temperature for 20 minutes. The transfection mix was then mixed 
briefly and 50 ul was added to each of three wells that contained HeLa S3 cells in 100 ul 
media. Cells were incubated for 20 hours after transfection and analyzed for luciferase 

25 expression using the Dual luciferase assay according to the manufacturer's instructions 
(Promega Biotech). The results of this study are summarized in Figures 4-16. The 
sequences of the siNA strands used in this study are shown in Table I and are referred to 
by RPI# in the figures. Normalized luciferase activity is reported as the ratio of firefly 
luciferase activity to renilla luciferase activity in the same sample. Error bars represent 

30 standard deviation of triplicate transfections. As shown in Figures 4-16, the RNAi 
activity of chemically modified constructs is comparable to that of control siNA 
constructs, which consist of all ribonucleotides at every position except the 3 '-terminus 
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which comprises two thymidine nucleotide overhangs. In some instances, the RNAi 
activity of the chemically modified constructs is greater than the siNA construct 
consisting of all ribonucleotides at every position except the 3Merminus which comprises 
two thymidine nucleotide overhangs. For example, Figure 4 shows results obtained from 
5 a screen using phosphorothioate modified siNA constructs; the RPI 27654/27659 
construct contains phosphorothioate substitutions for every pyrimidine nucleotide in both 
sequences, the RPI 27657/27662 construct contains 5 terminal 3'-phosphorothioate 
substitutions in each strand, the RPI 27649/27658 construct contains all phosphorothioate 
substitutions only in the antisense strand, whereas the RPI 27649/27660 and RPI 
10 27649/27661 constructs have unmodified sense strands and varying degrees of 
phosphorothioate substitutions in the antisense strand. All of these constructs show 
significant RNAi activity when compared to a scrambled siNA. 

Figure 5 shows results obtained from a screen using phosphorothioate (RPI 
28253/28255 and RPI 28254/28256) and universal base substitutions (RPI 28257/28259 
15 and RPI 28258/28260) compared to the same controls described above. As shown, these 
modifications show equivalent or better RNAi activity when compared to the control 
siNA construct. 

Figure 6 shows results obtained from a screen using 2 , -0-methyl modified siNA 
constructs in which the sense strand contains either 10 (RPI 28244/27650) or 5 (RPI 
20 28245/27650) 2'-0-methyl substitutions, both with comparable activity to the control 
siNA construct. 

Figure 7 shows results obtained from a screen using 2 , -Omethyl or 2'-deoxy-2'- 
fluoro modified siNA constructs compared to a control construct consisting of all 
ribonucleotides at every position except the 3'-terminus which comprises two thymidine 
25 nucleotide overhangs. 

Figure 8 compares a siNA construct containing six phosphorothioate substitutions 
in each strand (RPI 28460/28461), where 5 phosphorothioates are present at the 3' end 
and a single phosphorothioate is present at the 5* end of each strand. This motif shows 
very similar activity to the control siNA construct consisting of all ribonucleotides at 
30 every position except the 3Merminus which comprises two thymidine nucleotide 
overhangs. 
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Figure 9 compares a siNA construct synthesized by the method of the invention 
described in Example 1, wherein an inverted deoxyabasic succinate linker was used to 
generate a siNA having a 3'-inverted deoxyabasic cap on the antisense strand of the 
siNA. This construct shows improved activity compared to the control siNA (siGL2) 
construct consisting of all ribonucleotides at every position except the 3 '-terminus which 
comprises two thymidine nucleotide overhangs. 

Figure 10 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including 3 '-glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3>-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the Figure, the 3 '-terminal modified siNA constructs 
retain significant RNAi activity compared to the control siNA (siGL2) construct. 

Figure 11 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
RPI 30433/30430, and RPI 30063/30224 constructs retain significant RNAi activity 
compared to the control siNA construct. It should be noted that RPI 30433/30430 is a 
siNA construct having no ribonucleotides which retains significant RNAi activity 
compared to the constrol siGL2 construct in vitro, therefore, this construct is expected to 
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have both similar RNAi activity and improved stability compared to siNA constructs 
having ribonucleotides in vivo. 

Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3'-tenninal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30224 
and RPI 30063/30430 constructs retain significant RNAi activity compared to the control 
siNA (siGL2) construct. In addition, the antisense strand alone (RPI 30430) and an 
inverted control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) were 
compared to the siNA duplexes described above. The antisense strand (RPI 30430) 
alone provides far less inhibition compared to the siNA duplexes using this sequence. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having S'-terminal 
dithymidine (TT) and its corresponding inverted control (Lav siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table L In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. As 
shown in the figure, the chemically modified RPI 28251/30430, RPI 28251/30224, and 
RPI 30222/30224 constructs retain significant RNAi activity compared to the control 
siNA construct, and the chemically modified RPI 28251/30430 construct demonstrates 
improved activity compared to the control siNA (siGL2) construct. 

Ill 



WO 03/074654 



PCT/US03/05028 



Figure 14 shows the results of an RNAi activity screen of chemically modified 
siNA constructs including various 3 '-terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
5 lOnM concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
10 are shown in Table L As shown in the figure, the chemically modified RPI 30222/30546, 
30222/30224, 30222/30551, 30222/30557 and 30222/30558 constructs retain significant 
RNAi activity compared to the control siNA construct. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 

15 compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3 '-terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 

20 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
30434/30430, and 30435/30430 constructs all demonstrate greater activity compared to 
the control siNA (siGL2) construct. 

25 Example 6: RNAi activity titration 

A titration assay was performed to determine the lower range of siNA concentration 
required for RNAi activity both in a control siNA construct consisting of all RNA 
nucleotides containing two thymidine nucleotide overhangs and a chemically modified 
siNA construct comprising 5 phosphorothioate internucleotide linkages in both the sense 
30 and antisense strands. The assay was performed as described above, however, the siNA 
constructs were diluted to final concentrations between 2.5 nM and 0.025 nM. Results 
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are shown in Figure 16. As shown in Figure 16, the chemically modified siNA construct 
shows a very similar concentration dependent RNAi activity profile to the control siNA 
construct when compared to an inverted siNA sequence control. 

Example 7: siNA design 

5 siNA target sites were chosen by analyzing sequences of the target RNA and 

optionally prioritizing the target sites on the basis of folding (structure of any given 
sequence analyzed to determine siNA accessibility to the target), by using a library of 
siNA molecules as described in Example 4, or alternately by using an in vitro siNA 
system as described in Example 9 herein. siNA molecules were designed that could bind 

10 each target and are optionally individually analyzed by computer folding to assess 
whether the siNA molecule can interact with the target sequence. Varying the length of 
the siNA molecules can be chosen to optimize activity. Generally, a sufficient number of 
complementary nucleotide bases are chosen to bind to, or otherwise interact with, the 
target RNA, but the degree of complementarity can be modulated to accommodate siNA 

15 duplexes or varying length or base composition. By using such methodologies, siNA 
molecules can be designed to target sites within any known RNA sequence, for example 
those RNA sequences corresponding to the any gene transcript. 

Chemically modified siNA constructs are designed to provide nuclease stability for 
systemic administration in vivo and/or improved pharmacokinetic, localization, and 

20 delivery properties while preserving the ability to mediate RNAi activity. Chemical 
modifications as described herein are introduced synthetically using synthetic methods 
described herein and those generally known in the art. The synthetic siNA constructs are 
then assayed for nuclease stability in serum and/or cellular/tissue extracts (e.g. liver 
extracts). The synthetic siNA constructs are also tested in parallel for RNAi activity 

25 using an appropriate assay, such as a luciferase reporter assay as described herein or 
another suitable assay that can quantity RNAi activity. Synthetic siNA constructs that 
possess both nuclease stability and RNAi activity can be further modified and re- 
evaluated in stability and activity assays. The chemical modifications of the stabilized 
active siNA constructs can then be applied to any siNA sequence targeting any chosen 

30 RNA and used, for example, in target screening assays to pick lead siNA compounds for 
therapeutic development (see for example Figure 24). 
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Example 8: Chemical Synthesis and Purification of siNA 

siNA molecules can be designed to interact with various sites in the RNA message, 
for example, target sequences within the RNA sequences described herein. The sequence 
of one strand of the siNA molecule(s) is complementary to the target site sequences 
5 described above. The siNA molecules can be chemically synthesized using methods 
described herein. Inactive siNA molecules that are used as control sequences can be 
synthesized by scrambling the sequence of the siNA molecules such that it is not 
complementary to the target sequence. Generally, siNA constructs can by synthesized 
using solid phase oligonucleotide synthesis methods as described herein (see for example 
10 Usman et al t US Patent Nos. 5,804,683; 5,831,071; 5,998,203; 6,117,657; 6,353,098; 
6,362,323; 6,437,117; 6,469,158; Scaringe et al t US Patent Nos. 6,111,086; 6,008,400; 
6,1 1 1,086 all incorporated by reference herein in their entirety). 

In a non-limiting example, RNA oligonucleotides are synthesized in a stepwise 
fashion using the phosphoramidite chemistry as is known in the art. Standard 

15 phosphoramidite chemistry involves the use of nucleosides comprising any of 5'-0- 
dimethoxytrityl, 2'-0-tert-butyldimethylsilyl, 3'-0-2-Cyanoethyl N,N-diisopropylphos- 
phoroamidite groups, and exocyclic amine protecting groups (e.g. N6-benzoyl adenosine, 
N4 acetyl cytidine, and N2-isobutyryl guanosine). Alternately, 2'-0-Silyl Ethers can be 
used in conjunction with acid-labile 2'-0-orthoester protecting groups in the synthesis of 

20 RNA as described by Scaringe supra. Differing 2' chemistries can require different 
protecting groups, for example 2'-deoxy-2' -amino nucleosides can utilize N-phthaloyl 
protection as described by Usman et al, US Patent 5,631,360, incorporated by reference 
herein in its entirety). 

During solid phase synthesis, each nucleotide is added sequentially (3'- to 5'- 
25 direction) to the solid support-bound oligonucleotide. The first nucleoside at the 3 '-end of 
the chain is covalently attached to a solid support (e.g., controlled pore glass or 
polystyrene) using various linkers. The nucleotide precursor, a ribonucleoside 
phosphoramidite, and activator are combined resulting in the coupling of the second 
nucleoside phosphoramidite onto the 5 '-end of the first nucleoside. The support is then 
30 washed and any unreacted 5'-hydroxyl groups are capped with a capping reagent such as 
acetic anhydride to yield inactive 5 '-acetyl moieties. The trivalent phosphorus linkage is 
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then oxidized to a more stable phosphate linkage. At the end of the nucleotide addition 
cycle, the 5'-0-protecting group is cleaved under suitable conditions (e.g., acidic 
conditions for trityl-based groups and Fluoride for silyl-based groups). The cycle is 
repeated for each subsequent nucleotide. 

5 Modification of synthesis conditions can be used to optimize coupling efficiency, 

for example by using differing coupling times, differing reagent/phosphoramidite 
concentrations, differing contact times, differing solid supports and solid support linker 
chemistries depending on the particular chemical composition of the siNA to be 
synthesized. Deprotection and purification of the siNA can be performed as is generally 

10 described in Usman et al., US 5,831,071, US 6,353,098, US 6,437,117, and Bellon et al., 
US 6,054,576, US 6,162,909, US 6,303,773, incorporated by reference herein in their 
entirety or Scaringe supra,. Additionally, deprotection conditions can be modified to 
provide the best possible yield and purity of siNA constructs. For example, applicant has 
observed that oligonucleotides comprising 2'~deoxy-2'-fluoro nucleotides can degrade 

15 under inappropriate deprotection conditions. Such oligonucleotides are deprotected using 
aqueous methylamine at about 35°C for 30 minutes. If the 2'-deoxy-2'-fluoro containing 
oligonucleotide also comprises ribonucleotides, after deprotection with aqueous 
methylamine at about 35°C for 30 minutes, TEA-HF is added and the reaction maintained 
at about 65°C for an additional 15 minutes. 

20 Example 9: RNAi in vitro assay to assess siNA activity 

An in vitro assay that recapitulates RNAi in a cell free system is used to evaluate 
siNA constructs specific to target RNA. The assay comprises the system described by 
Tuschl et al, 1999, Genes and Development, 13, 3191-3197 and Zamore et al. t 2000, 
Cell, 101, 25-33 adapted for use with target RNA. A Drosophila extract derived from 

25 syncytial blastoderm is used to reconstitute RNAi activity in vitro. Target RNA is 
generated via in vitro transcription from an appropriate plasmid using T7 RNA 
polymerase or via chemical synthesis as described herein. Sense and antisense siNA 
strands (for example 20 uM each) are annealed by incubation in buffer (such as 100 mM 
potassium acetate, 30 rnM HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 

30 90°C followed by 1 hour at 37°C , then diluted in lysis buffer (for example 100 mM 
potassium acetate, 30 mM HEPES-KOH at pH 7.4, 2mM magnesium acetate). Annealing 
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can be monitored by gel electrophoresis on an agarose gel in TBE buffer and stained with 
ethidium bromide. The Drosophila lysate is prepared using zero to two-hour-old embryos 
from Oregon R flies collected on yeasted molasses agar that are dechorionated and lysed. 
The lysate is centrifuged and the supernatant isolated. The assay comprises a reaction 
5 mixture containing 50% lysate [vol/vol], RNA (10-50 pM final concentration), and 10% 
[vol/vol] lysis buffer containing siNA (10 nM final concentration). The reaction mixture 
also contains 10 mM creatine phosphate, 10 ug.ml creatine phosphokinase, 100 um GTP, 
100 uM UTP, 100 uM CTP, 500 uM ATP, 5 mM DTT, 0.1 U/uL RNasin (Promega), and 
100 uM of each amino acid. The final concentration of potassium acetate is adjusted to 
10 100 mM. The reactions are pre-assembled on ice and preincubated at 25° C for 10 
minutes before adding RNA, then incubated at 25° C for an additional 60 minutes. 
Reactions are quenched with 4 volumes of 1.25 x Passive Lysis Buffer (Promega). Target 
RNA cleavage is assayed by RT-PCR analysis or other methods known in the art and are 
compared to control reactions in which siNA is omitted from the reaction. 

15 Alternately, internally-labeled target RNA for the assay is prepared by in vitro 

transcription in the presence of [alpha- 32 p] CTP, passed over a G 50 Sephadex column by 
spin chromatography and used as target RNA without further purification. Optionally, 
target RNA is 5'-32p-end labeled using T4 polynucleotide kinase enzyme. Assays are 
performed as described above and target RNA and the specific RNA cleavage products 

20 generated by RNAi are visualized on an autoradiograph of a gel. The percentage of 

cleavage is determined by Phosphor Imager® quantitation of bands representing intact 
control RNA or RNA from control reactions without siNA and the cleavage products 
generated by the assay. 

In one embodiment, this assay is used to determine target sites the RNA target for 
25 siNA mediated RNAi cleavage, wherein a plurality of siNA constructs are screened for 
RNAi mediated cleavage of the RNA target, for example, by analyzing the assay reaction 
by electrophoresis of labeled target RNA, or by northern blotting, as well as by other 
methodology well known in the art. 

Example 10: Nucleic acid inhibition of target RNA in vivo 
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siNA molecules targeted to the target RNA are designed and synthesized as 
described above. These nucleic acid molecules can be tested for cleavage activity in vivo, 
for example, using the following procedure. 

Two formats are used to test the efficacy of siNAs targeting a particular gene 
5 transcipt. First, the reagents are tested on target expressing cells (e.g., HeLa), to 
determine the extent of RNA and protein inhibition. siNA reagents are selected against 
the RNA target. RNA inhibition is measured after delivery of these reagents by a suitable 
transfection agent to cells. Relative amounts of target RNA are measured versus actin 
using real-time PCR monitoring of amplification {eg., ABI 7700 Taqman®). A 

10 comparison is made to a mixture of oligonucleotide sequences made to unrelated targets 
or to a randomized siNA control with the same overall length and chemistry, but 
randomly substituted at each position. Primary and secondary lead reagents are chosen for 
the target and optimization performed. After an optimal transfection agent concentration 
is chosen, a RNA time-course of inhibition is performed with the lead siNA molecule. In 

15 addition, a cell-plating format can be used to determine RNA inhibition. 

Delivery of siNA to Cells 

Cells (e.g., HeLa) are seeded, for example, at 1x10 s cells per well of a six-well dish 
in EGM-2 (BioWhittaker) the day before transfection. siNA (final concentration, for 
example 20nM) and cationic lipid (e.g., final concentration 2jig/ml) are complexed in 

20 EGM basal media (Biowhittaker) at 37°C for 30 mins in polystyrene tubes. Following 
vortexing, the complexed siNA is added to each well and incubated for the times 
indicated. For initial optimization experiments, cells are seeded, for example, at 1x10^ in 
96 well plates and siNA complex added as described. Efficiency of delivery of siNA to 
cells is determined using a fluorescent siNA complexed with lipid. Cells in 6-well dishes 

25 are incubated with siNA for 24 hours, rinsed with PBS and fixed in 2% paraformaldehyde 
for 15 minutes at room temperature. Uptake of siNA is visualized using a fluorescent 
microscope. 

Taqman and Lightcvcler quantification of mRNA 



Total RNA is prepared from cells following siNA delivery, for example, using 
30 Qiagen RNA purification kits for 6-well or Rneasy extraction kits for 96-well assays. For 
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Taqman analysis, dual-labeled probes are synthesized with the reporter dye, FAM or JOE, 
covalently linked at the 5'-end and the quencher dye TAMRA conjugated to the 3'-end. 
One-step RT-PCR amplifications are performed on, for example, an ABI PRISM 7700 
Sequence Detector using 50 nl reactions consisting of 10 ^1 total RNA, 100 nM forward 
primer, 900 nM reverse primer, 100 nM probe, IX TaqMan PCR reaction buffer (PE- 
Applied Biosystems), 5.5 mM MgCl 2 , 300 \M each dATP, dCTP, dGTP, and dTTP, 10U 
RNase Inhibitor (Promega), 1.25U AmpliTaq Gold (PE-Applied Biosystems) and 10U M- 
MLV Reverse Transcriptase (Promega). The thermal cycling conditions can consist of 30 
min at 48°C, 10 min at 95°C, followed by 40 cycles of 15 sec at 95°C and 1 min at 60°C. 
Quantitation of mRNA levels is determined relative to standards generated from serially 
diluted total cellular RNA (300, 100, 33, 11 ng/rxn) and normalizing to B-actin or 
GAPDH mRNA in parallel TaqMan reactions. For each gene of interest an upper and 
lower primer and a fluorescently labeled probe are designed. Real time incorporation of 
SYBR Green I dye into a specific PCR product can be measured in glass capillary tubes 
using a lightcyler. A standard curve is generated for each primer pair using control 
cRNA. Values are represented as relative expression to GAPDH in each sample. 

Western blotting 

Nuclear extracts can be prepared using a standard micro preparation technique (see 
for example Andrews and Faller, 1991, Nucleic Acids Research, 19, 2499). . Protein 
extracts from supernatants are prepared, for example using TCA precipitation. An equal 
volume of 20% TCA is added to the cell supernatant, incubated on ice for 1 hour and 
pelleted by centrifugation for 5 minutes. Pellets are washed in acetone, dried and 
resuspended in water. Cellular protein extracts are run on a 10% Bis-Tris NuPage 
(nuclear extracts) or 4-12% Tris-Glycine (supernatant extracts) polyacrylamide gel and 
transferred onto nitro-cellulose membranes. Non-specific binding can be blocked by 
incubation, for example, with 5% non-fat milk for 1 hour followed by primary antibody 
for 16 hour at 4°C. Following washes, the secondary antibody is applied, for example 
(1:10,000 dilution) for 1 hour at room temperature and the signal detected with 
SuperSignal reagent (Pierce). 

Exam ple 1 1 : Animal Models 
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Various animal models can be used to screen siNA constructs in vivo as are known 
in the art, for example those animal models that are used to evaluate other nucleic acid 
technologies such as enzymatic nucleic acid molecules (ribozymes) and/or antisense. 
Such animal models are used to test the efficacy of siNA molecules described herein. In 

5 a non-limiting example, siNA molecules that are designed as anti-angiogenic agents can 
be screened animal models. There are several animal models in which the anti- 
angiogenesis effect of nucleic acids of the present invention, such as siNA, directed 
against genes associated with angiogenesis and/or metastais, such as VEGFR (e.g., 
VEGFR1, VEGFR2, and VEGFR3) genes. Typically a corneal model has been used to 

10 study angiogenesis in rat and rabbit since recruitment of vessels can easily be followed in 
this normally avascular tissue (Pandey et aL, 1995 Science 268: 567-569). In these 
models, a small Teflon or Hydron disk pretreated with an angiogenesis factor (e.g. bFGF 
or VEGF) is inserted into a pocket surgically created in the cornea. Angiogenesis is 
monitored 3 to 5 days later. siNA molecules directed against VEGFR mRNAs are 

15 delivered in the disk as well, or dropwise to the eye over the time course of the 
experiment. In another eye model, hypoxia has been shown to cause both increased 
expression of VEGF and neovascularization in the retina (Pierce et aL, 1995 Proc. Natl. 
Acad. Sci. USA. 92: 905-909; Shweiki <?/ a/., 1992 J. Clin. Invest 91: 2235-2243). 

Several animal models exist for screening of anti-angiogenic agents. These include 
20 corneal vessel formation following corneal injury (Burger et aL, 1985 Cornea 4: 35-41; 
Lepri, et aL, 1994 J. Ocular Pharmacol. 10: 273-280; Ormerod et aL, 1990 Am. J. 
Pathol. 137: 1243-1252) or intracorneal growth factor implant (Grant et aL, 1993 
Diabetologia 36: 282-291; Pandey et aL 1995 supra; Zieche et aL, 1992 Lab. Invest. 
67: 711-715), vessel growth into Matrigel matrix containing growth factors (Passaniti et 
25 aL, 1992 supra), female reproductive organ neovascularization following hormonal 
manipulation (Shweiki et aL, 1993 Clin. Invest. 91: 2235-2243), several models 
involving inhibition of tumor growth in highly vascularized solid tumors (O'Reilly et aL y 
1994 Cell 79: 315-328; Senger et aL, 1993 Cancer and Metas. Rev. 12: 303-324; 
Takahasi et aL, 1994 Cancer Res. 54: 4233-4237; Kim et aL, 1993 supra), and transient 
30 hypoxia-induced neovascularization in the mouse retina (Pierce et aL, 1995 Proc. Natl. 
Acad. Sci. USA. 92: 905-909).gene 
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The cornea model, described in Pandey et al. supra, is the most common and well 
characterized anti-angiogenic agent efficacy screening model. This model involves an 
avascular tissue into which vessels are recruited by a stimulating agent (growth factor, 
thermal or alkalai burn, endotoxin). The corneal model would utilize the intrastromal 
corneal implantation of a Teflon pellet soaked in a VEGF-Hydron solution to recruit 
blood vessels toward the pellet which can be quantitated using standard microscopic and 
image analysis techniques. To evaluate their anti-angiogenic efficacy, ribozymes are 
applied topically to the eye or bound within Hydron on the Teflon pellet itself. This 
avascular cornea as well as the Matrigel model provide for low background assays. 
While the corneal model has been performed extensively in the rabbit, studies in the rat 
have also been conducted. 

The mouse model (Passaniti et al., supra) is a non-tissue model which utilizes 
Matrigel, an extract of basement membrane (Kleinman et al., 1986) or Millipore® filter 
disk, which can be impregnated with growth factors and anti-angiogenic agents in a liquid 
form prior to injection. Upon subcutaneous administration at body temperature, the 
Matrigel or Millipore® filter disk forms a solid implant. VEGF embedded in the Matrigel 
or Millipore® filter disk is used to recruit vessels within the matrix of the Matrigel or 
Millipore® filter disk which can be processed histologically for endothelial cell specific 
vWF (factor Vm antigen) immunohistochemistry, Trichrome-Masson stain, or 
hemoglobin content. Like the cornea, the Matrigel or Millipore® filter disk are avascular; 
however, it is not tissue. In the Matrigel or Millipore® filter disk model, siNA molecules 
are administered within the matrix of the Matrigel or Millipore® filter disk to test their 
anti-angiogenic efficacy. Thus, delivery issues in this model, as with delivery of siNA 
molecules by Hydron- coated Teflon pellets in the rat cornea model, may be less 
problematic due to the homogeneous presence of the siNA within the respective matrix. 

The Lewis lung carcinoma and B-16 murine melanoma models are well accepted 
models of primary and metastatic cancer and are used for initial screening of anti-cancer 
agents. These murine models are not dependent upon the use of immunodeficient mice, 
are relatively inexpensive, and minimize housing concerns. Both the Lewis lung and B- 
16 melanoma models involve subcutaneous implantation of approximately 10 6 tumor 
cells from metastatically aggressive tumor cell lines (Lewis lung lines 3LL or D122, LLc- 
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LN7; B-16-BL6 melanoma) in C57BL/6J mice. Alternatively, the Lewis lung model can 
be produced by the surgical implantation of tumor spheres (approximately 0.8 mm in 
diameter). Metastasis also may be modeled by injecting the tumor cells directly /.v.. In 
the Lewis lung model, microscopic metastases can be observed approximately 14 days 

5 following implantation with quantifiable macroscopic metastatic tumors developing 
within 21-25 days. The B-16 melanoma exhibits a similar time course with tumor 
neovascularization beginning 4 days following implantation. Since both primary and 
metastatic tumors exist in these models after 21-25 days in the same animal, multiple 
measurements can be taken as indices of efficacy. Primary tumor volume and growth 

10 latency as well as the number of micro- and macroscopic metastatic lung foci or number 
of animals exhibiting metastases can be quantitated. The percent increase in lifespan can 
also be measured. Thus, these models provide suitable primary efficacy assays for 
screening systemically administered siNA molecules and siNA formulations. 

In the Lewis lung and B-16 melanoma models, systemic pharmacotherapy with a 
15 wide variety of agents usually begins 1-7 days following tumor implantation/inoculation 
with either continuous or multiple administration regimens. Concurrent pharmacokinetic 
studies can be performed to determine whether sufficient tissue levels of siNA can be 
achieved for pharmacodynamic effect to be expected. Furthermore, primary tumors and 
secondary lung metastases can be removed and subjected to a variety of in vitro studies 
20 {i.e. target RNA reduction). 

In utilizing these models to assess siNA activity, VEGFR1, VEGFR2, and/or 
VEGFR3 protein levels can be measured clinically or experimentally by FACS analysis. 
VEGFR1, VEGFR2, and/or VEGFR3 encoded mRNA levels will be assessed by 
Northern analysis, RNase-protection, primer extension analysis and/or quantitative RT- 
25 PCR. siNA molecules that block VEGFR1, VEGFR2, and/or VEGFR3 protein 
encoding mRNAs and therefore result in decreased levels of VEGFR1, VEGFR2, and/or 
VEGFR3 activity by more than 20% in vitro can be thus identified. 

Example 12: siNA-mediated inhibition of angio genesis in vivo 

The purpose of this study was to assess the anti-angiogenic activity of siNA 
30 targeted against VEGFR1 in the rat cornea model of VEGF induced angiogenesis (see 
above). These siNA molecules have matched inverted controls which are inactive since 
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they are not able to interact with the RNA target. The siNA molecules and VEGF were 
co-delivered using the filter disk method: Nitrocellulose filter disks (Millipore®) of 
0.057 diameter were immersed in appropriate solutions and were surgically implanted in 
rat cornea as described by Pandey et aL, supra. 

5 The stimulus for angiogenesis in this study was the treatment of the filter disk with 

30 pM VEGF which is implanted within the cornea's stroma. This dose yields 
reproducible neovascularization stemming from the pericorneal vascular plexus growing 
toward the disk in a dose-response study 5 days following implant. Filter disks treated 
only with the vehicle for VEGF show no angiogenic response. The siNA were co- 

10 adminstered with VEGF on a disk in two different siNA concentrations. One concern 
with the simultaneous administration is that the siNA would not be able to inhibit 
angiogenesis since VEGF receptors can be stimulated. However, Applicant has observed 
that in low VEGF doses, the neovascular response reverts to normal, suggesting that the 
VEGF stimulus is essential for maintaining the angiogenic response. Blocking the 

1 5 production of VEGF receptors using simultaneous administration of anti- VEGF-R mRNA 
siNA could attenuate the normal neovascularization induced by the filter disk treated with 
VEGF. 

Materials and Methods: 

Test Compounds and Controls 

20 

R&D Systems VEGF, carrier free at 75 jiM in 82 mM Tris-Cl, pH 6.9 

siNA, 1.67 \iG/\iL 9 SITE 2340 (SEQ ID NO: 2; SEQ ID NO: 6) sense/antisense 

siNA, 1.67 jiG/fiL, INVERTED CONTROL FOR SITE 2340 (SEQ ID NO: 19; 
SEQ ID NO: 20) sense/antisense 

25 siNA 1.67 \ig/\iL, Site 2340 (SEQ ID NO: 419; SEQ ID NO: 420) sense/antisense 

Animals 

Harlan Sprague-Dawley Rats, Approximately 225-250g 
• 45 males, 5 animals per group. 
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Husbandry 

Animals are housed in groups of two. Feed, water, temperature and humidity are 
determined according to Pharmacology Testing Facility performance standards (SOP's) 
5 which are in accordance with the 1 996 Guide for the Care and Use of Laboratory Animals 
(NRC). Animals are acclimated to the facility for at least 7 days prior to experimentation. 
During this time, animals are observed for overall health and sentinels will be bled for 
baseline serology. 

Experimental Groups 

10 

Each solution (VEGF and siNAs) was prepared as a IX solution for final 
concentrations shown in the experimental groups described in Table HI. 

siNA Annealing Conditions 

15 siNA sense and antisense strands are annealed for 1 minute in H2O at 

1.67mg/mL/strand followed by a 1 hour incubation at 37°C producing 3.34 mg/mL of 
duplexed siNA. For the 20^ig/eye treatment, 6 |iLs of the 3.34 mg/mL duplex is injected 
into the eye (see below). The 3.34 mg/mL duplex siNA can then be serially diluted for 
dose response assays. 

20 

Preparation of VEGF Filter Disk 

For corneal implantation, 0.57 mm diameter nitrocellulose disks, prepared from 
0.45 nm pore diameter nitrocellulose filter membranes (Millipore Corporation), were 
25 soaked for 30 min in 1 \iL of 75 ^iM VEGF in 82 mM Tris'HCl (pH 6.9) in covered petri 
dishes on ice. Filter disks soaked only with the vehicle for VEGF (83 mM Tris-Cl pH 
6.9) elicit no angiogenic response. 

Corneal surgery 
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The rat corneal model used in this study was a modified from Koch et al Supra 
and Pandey et al, supra. Briefly, corneas were irrigated with 0.5% povidone iodine 
solution followed by normal saline and two drops of 2% lidocaine. Under a dissecting 
microscope (Leica MZ-6), a stromal pocket was created and a presoaked filter disk (see 
above) was inserted into the pocket such that its edge was 1 mm from the corneal limbus. 

Intraconjunctival injection of test solutions 

Immediately after disk insertion, the tip of a 40-50 nm OD injector (constructed in 
our laboratory) was inserted within the conjunctival tissue 1 mm away from the edge of 
the corneal limbus that was directly adjacent to the VEGF-soaked filter disk. Six hundred 
nanoliters of test solution (siNA, inverted control or sterile water vehicle) were dispensed 
at a rate of 1.2 jiL/min using a syringe pump (Kd Scientific). The injector was then 
removed, serially rinsed in 70% ethanol and sterile water and immersed in sterile water 
between each injection. Once the test solution was injected, closure of the eyelid was 
maintained using microaneurism clips until the animal began to recover gross motor 
activity. Following treatment, animals were warmed on a heating pad at 37°C. 

Quantitation of angiogenic response 

Five days after disk implantation, animals were euthanized following im 
administration of 0.4 mg/kg atropine and corneas were digitally imaged. The neovascular 
surface area (NSA, expressed in pixels) was measured postmortem from blood-filled 
corneal vessels using computerized morphometry (Image Pro Plus, Media Cybernetics, 
v2.0). The individual mean NSA was determined in triplicate from three regions of 
identical size in the area of maximal neovascularization between the filter disk and the 
limbus. The number of pixels corresponding to the blood-filled corneal vessels in these 
regions was summated to produce an index of NSA. A group mean NSA was then 
calculated. Data from each treatment group were normalized to VEGF/siNA vehicle- 
treated control NSA and finally expressed as percent inhibition of VEGF-induced 
angiogenesis. 

Statistics 
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After determining the normality of treatment group means, group mean percent 
inhibition of VEGF-induced angiogenesis was subjected to a one-way analysis of 
variance. This was followed by two post-hoc tests for significance including Dunnett's 
(comparison to VEGF control) and Tukey-Kramer (all other group mean comparisons) at 
5 alpha = 0.05 . Statistical analyses were performed using JMP v.3 . 1 .6 (S AS Institute). 

Results are graphically represented in Figure 23. As shown in Figure 23, 
VEGFR1 site 4229 active siNA at three concentrations were effective at inhibiting 
angiogenesis compared to the inverted siNA control and the VEGF control. A chemically 
modified version of the VEGFR1 site 4229 active siNA comprising a sense strand having 

10 2'-deoxy-2'-fluoro pyrimidines and ribo purines with 5' and 3' terminal inverted 
deoxyabasic residues (SEQ ID NO: 419) and an antisense strand having having 2*- 
deoxy-2'-fluoro pyrimidines and ribo purines with a terminal 3'-phosphorothioate 
intemucleotide linkage (SEQ ID NO: 420), showed similar inhibition. This result shows 
siNA molecules of differing chemically modified composition of the invention are 

1 5 capable of significantly inhibiting angiogenesis in vivo. 

Exam ple 13: RNAi mediated inhibition of EGFR (HERD RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing EGFR (HER1) RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 |il/well, such that at the time of 

20 transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jal/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 (il. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 

25 incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells wre lysed and RNA 
prepared from each well. Target gene expression following treatment was evaluated by 
RT-PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) 

30 for normalization. The triplicate data were averaged and the standard deviations 
determined for each treatment. Normalized data were graphed and the percent reduction 
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of target mRNA by active siNAs in comparison to their respective inverted control siNAs 
was determined. 



Results of this study are shown in Figure 25. A siNA construct comprising 
ribonucleotides and S'-terminal dithymidine caps (RPI#30988/31064) was compared to a 
5 chemically modified siNA construct comprising 2'-deoxy-2 , -fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
modified with 5' and 3'-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage (RPI#3 1300/3 1301), 
which was also compared to a matched chemistry inverted control (RPI#31312/31313). 
10 In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce EGFR RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

15 Example 14: RNAi mediated inhibition of PKC-alphaRNA expression 

siNA constructs (Table I) are tested for efficacy in reducing PKC-alpha RNA 
expression in, for example in A549 cells. Cells are plated approximately 24h before 
transfection in 96-weli plates at 5,000-7,500 cells/well, 100 ^1/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs are mixed with 

20 the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 nl/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 

25 prepared from each well of treated cells. The supernatants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 

30 data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 
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In a non-limiting example, siNA constructs were screened for activity (see Figure 
26) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 26, the siNA constructs significantly reduce PKC-alpha RNA expression. Leads 
5 generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and S'-terminal dithymidine caps are assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 

10 comprises a 3 '-terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 

15 (transfection control). 

Example 15: RNAi mediated inhibition of Mvc RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing Myc (c-Myc) RNA 
expression in 293T cells. 293T cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 nl/well, such that at the time of 
transfection cells were 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 jjlL Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
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the percent reduction of target mKNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 

Results of this study are shown in Figure 27. A screen of siNA constructs was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 
5 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
significantly reduce c-Myc RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 16: RNAi mediated inhibition of BCL2 RNA expression 

10 siNA constructs (Table I) are tested for efficacy in reducing BCL2 RNA expression 

in, for example, A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 nl/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 f-il/well and 

15 incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 jxl. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA is prepared from each well of treated cells. The supernatants with the 

20 transfection mixtures are first removed and discarded, then the cells are lysed and RNA 
prepared from each well. Target gene expression following treatment is evaluated by RT- 
PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) for 
normalization. The triplicate data is averaged and the standard deviations determined for 
each treatment. Normalized data are graphed and the percent reduction of target mRNA 

25 by active siNAs in comparison to their respective inverted control siNAs is determined. 

In a non-limiting example, A549 cells were transfected with 0.25 ug/well of lipid 
complexed with 25 nM siNA. A siNA construct comprising ribonucleotides and 3'- 
terminal dithymidine caps (RPI#30998/31074) was tested along with a chemically 
modified siNA construct comprising 2 , -deoxy-2 , -fluoro pyrimidine nucleotides and 
30 purine ribonucleotides in which the sense strand of the siNA is further modified with 5' 
and 3'-terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
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tenninal phosphorothioate internucleotide linkage (RPI#31368/31369), which was also 
compared to a matched chemistry inverted control (RPI#3 1370/3 1371) and a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine and 2'-deoxy-2'- 
fluoro purine nucleotides in which the sense strand of the siNA is further modified with 
5 5' and 3'-tenninal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
terminal phosphorothioate internucleotide linkage (RPI#31372/31373) which was also 
compared to a matched chemistry inverted control (RPI#31374/31375). In addition, the 
siNA constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scram 1 and Scram2), and cells transfected with lipid alone 
10 (transfection control). As shown in Figure 28, the siNA constructs significantly reduce 
BCL2 RNA expression compared to scrambled, untreated, and transfection controls. 
Additional stabilization chemistries as described in Table IV are similarly assayed for 
activity. 

Example 17: RNAi mediated inhibition of CHK-1 RNA expression 

15 siNA constructs (Table I) were tested for efficacy in reducing CHK-1 RNA 

expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 (ilAvell, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well 

20 and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 \il Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 

25 transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 

30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 29. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#3 1003/3 1079) and a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine nucleotides and 
purine ribonucleotides in which the sense strand of the siNA is further modified with 5' 
and 3'-terminal inverted deoxyabasic caps and in which the antisense strand comprises a 
3'^erminal phosphorothioate internucleotide linkage (RPK3 1302/3 1303), were compared 
to a matched chemistry inverted control (RPI#3 13 14/3 1325). In addition, the siNA 
constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scraml and Scram2), and cells transfected with lipid alone 
(transfection control). As shown in the figure, both siNA constructs significantly reduce 
CHK-1 RNA expression compared to appropriate controls. Additional stabilization 
chemistries as described in Table IV are similarly assayed for activity. 

Example 18: RNAi mediated inhibition of B ACE RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing B ACE RNA expression 
in, for example in A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of transfection cells 
are 70-90% confluent. For transfection, annealed siNAs are mixed with the transfection 
reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well and incubated for 20 
min. at room temperature. The siNA transfection mixtures are added to cells to give a final 
siNA concentration of 25 nM in a volume of 150 nl Each siNA transfection mixture is 
added to 3 wells for triplicate siNA treatments. Cells are incubated at 37°C for 24h in the 
continued presence of the siNA transfection mixture. At 24h, RNA is prepared from each 
well of treated cells. The supernatants with the transfection mixtures are first removed and 
discarded, then the cells are lysed and RNA prepared from each well. Target gene 
expression following treatment is evaluated by RT-PCR for the target gene and for a control 
gene (36B4, an RNA polymerase subunit) for normalization. The triplicate data is averaged 
and the standard deviations determined for each treatment. Normalized data are graphed 
and the percent reduction of target mRNA by active siNAs in comparison to their 
respective inverted control siNAs was determined. 

In a non-limiting example, siNA constructs were screened for activity (see Figure 
30) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 30, the siNA constructs significantly reduce BACE RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3'-terminal dithymidine caps are assayed along 
5 with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5* and 3'-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
10 These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). 

Example 19: RNAi mediated inhibition of cvclin Dl RNA expression 

15 siNA constructs (Table I) were tested for efficacy in reducing cyclin Dl RNA 

expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well 

20 and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 jul. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 

25 transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 

30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 31. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPI#30988/31064) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3'-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3Merminal phosphorothioate internucleohde linkage (RPI#31300/3130), 
which was also compared to a matched chemistry inverted control (RPI#31312/31313). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce cyclin Dl RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 20: RNAi mediated inh ibition of PTP-1B RNA exp ressi,™ 

siNA constructs (Table I) were tested for efficacy in reducing PTP-1B RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 ul. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
30 inverted control siNAs was determined. 
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Results of this study are shown in Figure 32. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPI#3 1018/31094) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate intemucleotide linkage (RPI#31306/31307), 
which was also compared to a matched chemistry inverted control (RPI#31318/31319). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce PTP-1B RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 21 : RNAi mediated inhibition of ERG2 RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing ERG2 RNA expression 
in, for example in DLD1 cells. Cells are plated approximately 24h before transfection in 
96-well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 ul. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 
prepared from each well of treated cells. The supematants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment Normalized 
data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined 

In a non-limiting example, siNA constructs were screened for activity (see Figure 
33) and compared to untreated cells, scrambled siNA control constructs (Scraml and 



133 



WO 03/074654 



PC17US03/05028 



Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 33, the siNA constructs significantly reduce of ERG2 RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
5 with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate interaucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
10 These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). Additional stabilization chemistries as described in Table IV are 
similarly assayed for activity. 

15 Example 22: RNAi mediated inhibition of PCNA RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PCNA RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ^il/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 

20 with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 

25 24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 

30 standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 34. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPI#31035/31111) was assayed along 
with a chemically modified siNA construct comprising 2 , -deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5* and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage (RPI#31310/31311), 
which was also compared to a matched chemistry inverted control (RPI#31322/31323). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significant reduce PCNA RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 23: Indications 

The siNA molecules of the invention can be used to treat a variety of diseases and 
15 conditions through modulation of gene expression. Using the methods described herein, 
chemically modified siNA molecules can be designed to modulate the expression any 
number of target genes, including but not limited to genes associated with cancer, 
metabolic diseases, infectious diseases such as viral, bacterial or fungal infections, 
neurologic diseases, musculoskeletal diseases, diseases of the immune system, diseases 
20 associated with signaling pathways and cellular messengers, and diseases associated with 
transport systems including molecular pumps and channels. 

Non-limiting examples of various viral genes that can be targeted using siRNA 
molecules of the invention include Hepatitis C Virus (HCV, for example Genbank 
Accession Nos: D11168, D50483.1, L38318 and S82227), Hepatitis B Virus (HBV, for 

25 example GenBank Accession No. AF100308.1), Human Immunodeficiency Virus type 1 
(HIV-1, for example GenBank Accession No. U51188), Human Immunodeficiency Virus 
type 2 (HIV-2, for example GenBank Accession No. X60667), West Nile Virus (WNV 
for example GenBank accession No. NC_001563), cytomegalovirus (CMV for example 
GenBank Accession No. NC_001347), respiratory syncytial virus (RSV for example 

30 GenBank Accession No. NC_001781), influenza virus (for example example GenBank 
Accession No. AF037412, rhinovirus (for example, GenBank accession numbers: 

135 



WO 03/074654 



PCT/US03/05028 



D00239, X02316, X01087, L24917, M16248, K02121, X01087), papillomavirus (for 
example GenBank Accession No. NC_001353), Herpes Simplex Virus (HSV for 
example GenBank Accession No. NC_001345), and other viruses such as HTLV (for 
example GenBank Accession No. AJ430458). Due to the high sequence variability of 
5 many viral genomes, selection of siRNA molecules for broad therapeutic applications 
would likely involve the conserved regions of the viral genome. Nonlimiting examples of 
conserved regions of the viral genomes include but are not limited to 5'-Non Coding 
Regions (NCR), 3'- Non Coding Regions (NCR) and/or internal ribosome entry sites 
(IRES). siRNA molecules designed against conserved regions of various viral genomes 
10 will enable efficient inhibition of viral replication in diverse patient populations and may 
ensure the effectiveness of the siRNA molecules against viral quasi species which evolve 
due to mutations in the non-conserved regions of the viral genome. 

Non-limiting examples of human genes that can be targeted using siRNA molecules 
of the invention using methods described herein include any human RNA sequence, for 

15 example those commonly referred to by Genbank Accession Number. These RNA 
sequences can be used to design siRNA molecules that inhibit gene expression and 
therefore abrogate diseases, conditions, or infections associated with expression of those 
genes. Such non-limiting examples of human genes that can be targeted using siRNA 
molecules of the invention include VEGFr (VEGFr-1 for example GenBank Accession 

20 No. XM_067723, VEGFr-2 for example GenBank Accession No. AF063658), HER1, 
HER2, HER3, and HER4 (for example Genbank Accession Nos: NM 005228, 
NMJ)04448, NM_001982, and NM_005235 respectively), telomerase (TERT, for 
example GenBank Accession No. NMJ)03219), telomerase RNA (for example GenBank 
Accession No. U86046), NFkappaB, Rel-A (for example GenBank Accession No. 

25 NM_005228), NOGO (for example GenBank Accession No. AB020693), NOGOr (for 
example GenBank Accession No. XM_0 15620), RAS (for example GenBank Accession 
No. NM_004283), RAF (for example GenBank Accession No. XMJ)33884), CD20 (for 
example GenBank Accession No. X07203), METAP2 (for example GenBank Accession 
No. NMJ)03219), CLCA1 (for example GenBank Accession No. NM_001285) , 

30 phospholamban (for example GenBank Accession No. NM_002667), PTP1B (for 
example GenBank Accession No. M31724), and others, for example, those shown in 
Table DDL 
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The siNA molecule of the invention can also be used in a variety of agricultural 
applications involving modulation of endogenous or exogenous gene expression in plants 
using siNA, including use as insecticidal, antiviral and anti-fungal agents or modulate 
plant traits such as oil and starch profiles and stress resistance. 

5 Example 24: Diagnostic uses 

The siNA molecules of the invention can be used in a variety of diagnostic 
applications, such as in the identification of molecular targets (e.g., RNA) in a variety of 
applications, for example, in clinical, industrial, environmental, agricultural and/or 
research settings. Such diagnostic use of siNA molecules involves utilizing reconstituted 

10 RNAi systems, for example, using cellular lysates or partially purified cellular lysates. 
siNA molecules of this invention can be used as diagnostic tools to examine genetic drift 
and mutations within diseased cells or to detect the presence of endogenous or exogenous, 
for example viral, RNA in a cell. The close relationship between siNA activity and the 
structure of the target RNA allows the detection of mutations in any region of the 

15 molecule, which alters the base-pairing and three-dimensional structure of the target 
RNA. By using multiple siNA molecules described in this invention, one can map 
nucleotide changes, which are important to RNA structure and function in vitro, as well 
as in cells and tissues. Cleavage of target RNAs with siNA molecules can be used to 
inhibit gene expression and define the role of specified gene products in the progression 

20 of disease or infection. In this manner, other genetic targets can be defined as important 
mediators of the disease. These experiments will lead to better treatment of the disease 
progression by affording the possibility of combination therapies (e.g., multiple siNA 
molecules targeted to different genes, siNA molecules coupled with known small 
molecule inhibitors, or intermittent treatment with combinations siNA molecules and/or 

25 other chemical or biological molecules). Other in vitro uses of siNA molecules of this 
invention are well known in the art, and include detection of the presence of mRNAs 
associated with a disease, infection, or related condition. Such RNA is detected by 
determining the presence of a cleavage product after treatment with a siNA using 
standard methodologies, for example, fluorescence resonance emission transfer (FRET). 

30 In a specific example, siNA molecules that cleave only wild-type or mutant forms 

of the target RNA are used for the assay. The first siNA molecules those that cleave 
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only wild-type forms of target RNA) are used to identify wild-type RNA present in the 
sample and the second siNA molecules (£.e, those that cleave only mutant forms of target 
RNA) are used to identify mutant RNA in the sample. As reaction controls, synthetic 
substrates of both wild-type and mutant RNA are cleaved by both siNA molecules to 
5 demonstrate the relative siNA efficiencies in the reactions and the absence of cleavage of 
the "non-targeted" RNA species. The cleavage products from the synthetic substrates 
also serve to generate size markers for the analysis of wild-type and mutant RNAs in the 
sample population. Thus, each analysis requires two siNA molecules, two substrates and 
one unknown sample, which is combined into six reactions. The presence of cleavage 

10 products is determined using an RNase protection assay so that full-length and cleavage 
fragments of each RNA can be analyzed in one lane of a polyacrylamide gel. It is not 
absolutely required to quantify the results to gain insight into the expression of mutant 
RNAs and putative risk of the desired phenotypic changes in target cells. The expression 
of mRNA whose protein product is implicated in the development of the phenotype (z.e., 

15 disease related or infection related) is adequate to establish risk. If probes of comparable 
specific activity are used for both transcripts, then a qualitative comparison of RNA levels 
is adequate and decreases the cost of the initial diagnosis. Higher mutant form to wild- 
type ratios are correlated with higher risk whether RNA levels are compared qualitatively 
or quantitatively. 

20 All patents and publications mentioned in the specification are indicative of the 

levels of skill of those skilled in the art to which the invention pertains. All references 
cited in this disclosure are incorporated by reference to the same extent as if each 
reference had been incorporated by reference in its entirety individually. 

One skilled in the art would readily appreciate that the present invention is well 
25 adapted to carry out the objects and obtain the ends and advantages mentioned, as well as 
those inherent therein. The methods and compositions described herein as presently 
representative of preferred embodiments are exemplary and are not intended as 
limitations on the scope of the invention. Changes therein and other uses will occur to 
those skilled in the art, which are encompassed within the spirit of the invention, are 
30 defined by the scope of the claims. 
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It will be readily apparent to one skilled in the art that varying substitutions and 
modifications can be made to the invention disclosed herein without departing from the 
scope and spirit of the invention. Thus, such additional embodiments are within the scope 
of the present invention and the following claims. The present invention teaches one 
5 skilled in the art to test various combinations and/or substitutions of chemical 
modifications described herein toward generating nucleic acid constructs with improved 
activity for mediating RNAi activity. Such improved activity can comprise improved 
stability, improved bioavailability, and/or improved activation of cellular responses 
mediating RNAi. Therefore, the specific embodiments described herein are not limiting 
10 and one skilled in the art can readily appreciate that specific combinations of the 
modifications described herein can be tested without undue experimentation toward 
identifying siNA molecules with improved RNAi activity. 

The invention illustratively described herein suitably can be practiced in the 
absence of any element or elements, limitation or limitations that are not specifically 

15 disclosed herein. Thus, for example, in each instance herein any of the terms 
"comprising", "consisting essentially of 1 , and "consisting of 1 may be replaced with either 
of the other two terms. The terms and expressions which have been employed are used as 
terms of description and not of limitation, and there is no intention that in the use of such 
terms and expressions of excluding any equivalents of the features shown and described 

20 or portions thereof, but it is recognized that various modifications are possible within the 
scope of the invention claimed. Thus, it should be understood that although the present 
invention has been specifically disclosed by preferred embodiments, optional features, 
modification and variation of the concepts herein disclosed may be resorted to by those 
skilled in the art, and that such modifications and variations are considered to be within 

25 the scope of this invention as defined by the description and the appended claims. 

In addition, where features or aspects of the invention are described in terms of 
Markush groups or other grouping of alternatives, those skilled in the art will recognize 
that the invention is also thereby described in terms of any individual member or 
subgroup of members of the Markush group or other group. 
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Table H 



Reagent 


Equivalents 


Amount 


Walt Time* DNA 


Wait Time* 2'-0«methyt 


WaitTime*RNA 


Phosphoramidites 


6.5 


163 UL 


45 sec 


2.5 min 


7.5 min 


S-Ethyl Tetrazole 


23.8 


238 pL 


45 sec 


2.5 mln 


7.5 min 


Acetic Anhydride 
___ 


100 


233 pL 


5 sec 


5 sec 


5 sec 


Imidazole 


186 


233 uL 


5 sec 


5 sec 


5 sec 


TCA 


176 


2.3 mL 


21 sec 


21 sec 


21 sec 


Iodine 


11.2 


1.7 mL 


.45 sec 


45 sec 


45 sec 


Beaucage 


12.9 


645 pL 


100 sec 


300 sec 


300 sec 


Acetonitrile 


NA 


6.67 mL 


NA 


NA 


NA 



Reagent 



Phosphoramidites 



B. 0.2 umol Synthesis Cycle ABI 394 Instrument 



Equivalents 



15 



Amount 



31 uL 



Wait Time* DNA 



45 sec 



Wait Time* 2'-0-methyl 



233 sec 



WaitTime*RNA 



465 sec 



S-Ethyl Tetrazole 



38.7 



31 uL 



45 sec 



233 min 



465 sec 



Acetic Anhydride 



655 



124 pL 



5 sec 



5 sec 



5 sec 



/V-Methyl 
Imidazole 



1245 



124 mL 



5 sec 



5 sec 



5 sec 



TCA 
Iodine 



700 



732 mL 



10s 



10 sec 



10 sec 



Beaucage 
Acetonitrile 



20.6 



244 ML 



15 sec 



15 sec 



7.7 



15 sec 



232 pL 



100 sec 



300 s 



300 sec 



NA 



2.64 mL 



NA 



NA 



NA 



Reagent 


Equivalents: DNA/ 
2'-0-methyl/Ribo 


Amount: DNA/2'-0- 
methyl/Ribo 


Wait Time* DNA 


Wait Time* 2'-Q- 
methyl 


Wait Time* Ribo 


Phosphoramidites 


22/33/66 


40/60/120 pL 


60 sec 


180 sec 


360sec 


S-Ethyl Tetrazole 


70/105/210 


40/60/120 ML 


60 sec 


180 min 


360 sec 


Acetic Anhydride 


2657265/265 


50/50/50 pL 


10 sec 


10 sec 


10 sec 


W-Methyl 
Imidazole 


502/502/502 


50/50/50 ML 


10 sec 


10 sec 


10 sec 


TCA 


238/475/475 


250/500/500 ML 


15 sec 


15 sec 


15 sec 


Iodine 


6.8/6.8/6.8 


80/80/80 ML 


30 sec 


30 sec 


30 sec 


Beaucage 


34/51/51 


80/120/120 


100 sec 


200 sec 


200 sec 


Acetonitrile 


NA 


1150/1150/1150 ML 


NA 


NA 


NA 



• Wait time does not include contact time during delivery. 

• Tandem synthesis utilizes double coupling of linker molecule 
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Group 


Solutibnbn 


Stock VEGF 
concentration 


lumber; 
.< . ofVv' 
-Animals 


Injectate 
• (6U)uL) 


• 'Dose 


j Cone. 
1 injectate 


1 


Tris-a pH 
6.9 


NA 


5 


water 


NA 


NA 




Kecu bystems 
VEGF-carrier 
free 
75 uM 


O CO . . / . .T 

3.53 ^g/M-L 


5 


water 


XT A 

NA 


NA 


O 

O 


K&D bystems 
VEGF-carrier 
free 
75\xM 


3.53 jig/ nL 


5 


Site 2340 
Stabl 
siRNA 


10 
ug/eye 


1.67 
Hg/^L 


A 

4 


R&D Systems 
VEGF-carrier 
free 
75 uM 


3.53 ug/uL 


5 


Site 2340 
Stabl 
siRNA 


3 

ug/eye 


0.5 
Ug/l^L 


c 
D 


K&D bystems 
VEGF-carrier 
free 
75 


O CO . . / . .T 

3.53 [ig/liL 


5 


Site 2340 
Stabl 
siRNA 


1 

Ug/eye 


0.167 
. Hg/^L 


D 


K&u bystems 
VEGF-carrier 
free 
75 uM 


O CO /. T 

3.53 ng/ 


5 


Inactive 
Site 2340 
Stabl 
siRNA 


10 
ug/eye 


1.67 
Lig/nL 


7 


VEGF-carrier 
free 
75 jiM 


°, iicr/uT 
O.DO |J.g/ J1L 


c 
D 


Inactive 
Site 2340 
Stabl 
siRNA 


Q 

Ug/eye 


U.o 
Ug/uL 


8 


R&D Systems 
VEGF-carrier 
free 
75 jiM 


3.53 ng/^iL 


5 


Inactive 
Site 2340 
Stabl 
siRNA 


1 

Ug/eye 


0.167 
Ug/uL 
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Table IV 



Non-limiting examples of Stabilization Chemistries for chemically modified siNA 
constructs 



Chemistry 


pyrimidine 


Purine 


cap 


p=S 


Strand 


"Stab 1" 


Ribo 


Ribo 




5 at 5'-end 
1 at 3 '-end 


S/AS 


"Stab 2" 


Ribo 


Ribo 




All 

linkages 


Usually AS 


"Stab 3" 


2'-fluoro 


Ribo 


- 


4 at 5'-end 
4 at 3 -end 


Usually S 


"Stab 4" 


2'-fluoro 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 5" 


2'-fluoro 


Ribo 




1 at3'-end 


Usually AS 


"Stab 6" 


2'-0-Methyl 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 7" 


2'-fluoro 


2'-deoxy 


5' and 3'- 
ends 




Usually S 


"Stab 8" 


2'-fluoro 


2'-0- 
Methyl 




1 at3'-end 


Usually AS 


"Stab 9" 


Ribo 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 10" 


Ribo 


Ribo 




1 at3'-end 


Usually AS 


"Stab 11" 


2'-fluoro 


2'-deoxy 




1 at3'-end 


Usually AS 



CAP = any terminal cap, see for example Figure 10. 



All Stab 1-11 chemistries can comprise 3'-terminal thymidine (TT) residues 

All Stab 1-11 chemistries typically comprise 21 nucleotides, but can vary as described 
herein. 

S = sense strand 

AS = antisense strand 
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Table V 



Acc# 


Description 


NM_002825 


Homo sapiens pleiotrophin (heparin binding growth factor 8, neurite growth- 
promoting factor 1) (PTN)> mRNA 


NM 033418 


Homo sapiens hypothetical protein MGC9084 (MGC9084), mRNA 


NM 033111 


Homo sapiens LOC88523 (LOC88523), mRNA 


NM_032564 


Homo sapiens diacylglycerol O-acyltransferase homolog 2 (mouse) (DGAT2), 
mRNA 


NM 032311 


Homo sapiens KIAA1649 protein (KIAA1649), mRNA 


NM 022130 


Homo sapiens golgi phosphoprotein 3 (coat-protein) (GOLPH3), mRNA 


NM 021980 


Homo sapiens optineurin (OPTN), mRNA 


NM_000660 


Homo sapiens transforming growth factor, beta 1 (Camurati-Engelmann disease) 
(TGFB1), mRNA 


NM.020423 


Homo sapiens hypothetical protein LOC57147 (LOC57147), mRNA 


NMJ)20351 


Homo sapiens smooth muscle cell-expressed and macrophage conditioned 
medium-induced protein smag-64 (LOC57086), mRNA 


NM 019556 


Homo sapiens hypothetical protein dJ473B4 (DJ473B4), mRNA 


NMJ) 18676 


Homo sapiens TMTSP for transmembrane molecule with thrombospondin 
module (LOC55901), mRNA 


NMJ) 16265 


Homo sapiens GIOT-3 for gonadotropin inducible transcription repressor-3 
(GIOT-3), mRNA 


NM 016531 


Homo sapiens Kruppel-like factor 3 (basic) (KLF3), mRNA 


NM 016372 


Homo sapiens seven transmembrane domain orphan receptor (TPRA40), mRNA 


NM 016211 


Homo sapiens yeast Sec31p homolog (KIAA0905), mRNA 


NMJ) 14933 


Homo sapiens yeast Sec31p homolog (KIAA0905), mRNA 


NMJ) 14706 


Homo sapiens squamous cell carcinoma antigen recognised by T cells 3 
(SART3), mRNA 


NM 014463 


Homo sapiens Lsm3 protein (LSM3), mRNA 


NM_0 14288 


Homo sapiens integrin beta 3 binding protein (beta3-endonexin) (TTGB3BP), 
mRNA 


NM_0 13443 


Homo sapiens CMP-NeuAC:(beta)-N-acetylgalactosaminide (alpha)2,6- 
sialyltransferase member VI (VI), mRNA 


NM 012404 


Homo sapiens pp32 related 2 (PP32R2), mRNA 


NM 012403 


Homo sapiens pp32 related 1 (PP32R1), mRNA 


NM 006710 


Homo sapiens COP9 homolog (COP9), mRNA 


NM 006117 


Homo sapiens peroxisomal D3,D2-enoyl-CoA isomerase (PECI), mRNA 


NM 005839 


Homo sapiens serine/arginine repetitive matrix 1 (SRRM1), mRNA 


NMJ)04264 


Homo sapiens SRB7 suppressor of RNA polymerase B homolog (yeast) 
(SURB7), mRNA 


NMJ)03714 


Homo sapiens stanniocalcin 2 (STC2), mRNA 


NM_003122 


Homo sapiens serine protease inhibitor, Kazal type 1 (SPINK 1), mRNA 


NMJ)03690 


Homo sapiens protein kinase, interferon-inducible double stranded RNA 
dependent activator (PRKRA), mRNA 


NM 015526 


Homo sapiens CLIP- 170-related protein (CLIPR-59), mRNA 


NM 033401 


Homo sapiens cell recognition protein CASPR4 (CASPR4), mRNA 


NM 023037 


Homo sapiens hypothetical protein CG003 (13CDNA73), mRNA 


NM 021817 


Homo sapiens brain link protein- 1 (BRAL1), mRNA 


NM 016222 


Homo sapiens DEAD-box protein abstrakt (ABS), mRNA 


NM 003744 


Homo sapiens numb homolog (Drosophila) (NUMB), mRNA 


NM 032682 


Homo sapiens forkhead box PI (FOXP1), mRNA 


NM 003681 


Homo sapiens pyridoxal (pyridoxine, vitamin B6) kinase (PDXK), mRNA 
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NM.001685 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 
subunit F6 (ATP5J), mRNA 


MM 017954 


Homo sapiens hypothetical protein FLJ20761 (FLJ20761), mRNA 


NM 015626 
NM 130795 


Homo sapiens SOCS box-containing WD protein SWiP-1 fWSBl) mRNA 
Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


NM 030877 
NM 080830 
NM 032329 


Homo sapiens chromosome 20 open reading frame 33 fC20orflT> nYRNA 
Homo sapiens cystatin 1 1 (CST1 1), mRNA 
Homo sapiens p28 ING5 (ING5), mRNA 


NM 022917 
NM_130787 

NM 024744 


Homo sapiens nucleolar RNA-associated orotein fNrani mPisiA 

Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1) 
mRNA 

Homo sapiens (ALS2CR8), mRNA 


NM 018984 
NM_106552 


Homo sapiens slingshot I (hSSH-1), mRNA 

Homo sapiens hypothetical protein FU14249 similar to HS1 binding protein 3 
(FU 14249), transcript variant 2, mRNA 


NM_022460 
NM 130446 


Homo sapiens hypothetical protein FLJ14249 similar to HS1 binding protein 3 

(FU14249), transcript variant 1, mRNA 

Homo sapiens kelch-hke protein KLHL6 (KLHL6), mRNA 


NM 020314 
NM_130395 


Homo sapiens esoDhacreal canppr aQQr\n"5it#»H nrntpin rKAnr^i /zo^a\ n\r a 

tf^K 1 ^ 11 ^ u?v F ua 5 Gai ^aiii/ci aabouidieu proxem (JVioi^iooz4), mRNA 

Homo sapiens Werner hehcase interacting protein (WHIP), transcript variant 2 
mRNA ' 


NM_020135 

NM 130388 
NM 130387 


Homo sapiens Werner hehcase mteracting protein (WHIP), transcript variant 1 
mRNA 5 

Homo sapiens ankynn repeat and SOCS box-containing 12 (ASB12) mRNA 
Homo sapiens ankynn repeat and SOCS box-con tairnno 1 d ( A qpm a\ ™t?ata 


NM 007191 
NM_052950 
NM_025042 


Homo sapiens WNT inhibitory factor 1 (WIF1), mRNA 

Homo sapiens WD40- and FYVE-domain nnntainino nmtpin o nxmtn\ _d\ta 

Homo sapiens Wilhams-Beuren syndrome chromosome region 23 (WBSCR23) 
mRNA ° 


NM_080706 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPV1), transcript variant 3, mRNA 


NM_080705 


Homo sapiens transient receptor potential cation channel, subfamily V member 
1 (TRPV1), transcript variant 4, mRNA 


NM_080704 


Homo sapiens transient receptor potential cation channel, subfamily V member 
1 (TRPV1), transcript variant 1, mRNA 


NM_0 18727 

NM 080879 
NM 080871 
NM 080870 
NM 080834 
NM 080829 
NM 080828 
NM 080819 
NM 080752 
NM 080749 

XTTVyf fkRfl7/K 

JN1V1 Uov/4j 

NM 080738 
NM 014970 
NM 021058 
NM .021064 
NM 080491 


Homo sapiens transient receptor potential cation channel, subfamily V member 
1 (TRPV1), transcript variant 2, mRNA 

Homo sapiens SOCS box containing protein RAR2A (RAR2A) mRNA 
Homo sapiens ankynn repeat and SOCS box-containing 10 (ASB10), mRNA 
Homo sapiens DPCR1 protein (DPCR1), mRNA 

Homo sapiens chromosome 20 open reading frame 152 (C20orfl52) mRNA 

Homo sapiens chromosome 20 open reading frame 175 (C20orfl75) mRNA 

Homo sapiens chromosome 20 open reading frame 173 (C20orfl73) mRNA 

Homo sapiens G protein-coupled receptor 78 CGPR78) mRNA 

Homo sapiens chromosome 20 open reading frame 164 (C20orfl64) mRNA 

Homo sapiens chromosome 20 open reading frame 163 fC20orfl63) t mRNA 

Homo sapiens ring finper protein 36 (RNF36), mRNA 

Homo sapiens EDAR-associated death domain (EDARADD) mRNA 

Homo sapiens kinesin-associated protein 3 (KIFAP3) mRNA 

Homo sapiens H2B histone family, member R (H2BFR) mRNA 

Homo sapiens H2A histone family, member P (H2AFP) mRNA 

Homo sapiens GRB2-associated binding protein 2 (GAB2), transcript variant 1, 
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mRNA 


NMJU2296 


Homo sapiens GRB2-associated binding protein 2 (GAB2), transcript vanant 2, 
mRNA 


NM 007247 


Homo sapiens API gamma subunit binding protein 1 (AP1GBP1), transcript 
variant 1, mRNA 


NMJ)80551 


Homo sapiens API gamma subunit binding protein 1 (AP1GBP1), transcript 
variant 3, mRNA 


NMJ)80550 


Homo sapiens API gamma subunit binding protein 1 (AP1GBP1), transcript 
variant 2, mRNA 


NM 000982 


Homo sapiens ribosomal protein L21 (RPL21), mRNA 


NM 003913 


Homo sapiens serine/threonine-protein kinase PRP4 homolog (PRP4), mRNA 


NM 002475 


Homo sapiens myosin light chain 1 slow a (MLC1SA), mRNA 


NM 002729 


Homo sapiens hematopoietically expressed homeobox (litlbAj, mKJN a 


NM 005893 


Homo sapiens calicin (CCIN), mRNA 


NM 017593 


Homo sapiens homolog of mouse BMP-2 inducible kinase (BIKE), mRNA 


NM 032027 


Homo sapiens beta-amyloid binding protein precursor (BBP), mRNA 


NMJ)04051 


Homo sapiens 3-hydroxybutyrate dehydrogenase (heart, mitochondrial) (BDH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 006576 


Homo sapiens advillin ( AVE,), mRNA 


NM 013375 


Homo sapiens TATA-binding protein-bindmg protein (ABT1), mRNA 


NM 058219 


Homo sapiens homolog of yeast mRNA transport regulator 3 (MTR3), mRNA 


NM_058237 


Homo sapiens HEAT-like repeat-containing protem (KIAA1622), transcript 
variant 1, mRNA 


NMJJ20958 


Homo sapiens HEAT-like repeat-containing protein (KIAA1622), transcript 
variant 2, mRNA 


NM 004702 


Homo sapiens cyclin E2 (CCNE2), transcript variant 3, mRNA 


NM 057749 


Homo sapiens cyclin E2 (CCNE2), transcript vanant 1, mRNA 


NM 057735 


Homo sapiens cyclin E2 (CCNE2), transcript variant 2, mRNA 


NM 002013 


Homo sapiens FK506 binding protein 3 (25kD) (FKBP3), mRNA 


NM_004724 


Homo sapiens ZW10 homolog, centromere/kinetochore protein (Drosophila) 
(ZW10),mRNA 


NM_057159 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 2 (EDG2), transcript variant 2 f mRNA 


NM 001401 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 2 (EDG2), transcript variant 1, mRNA 


NMJ) 15084 


Homo sapiens mitochondrial ribosomal protein S27 (MRPS27), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 033281 


Homo sapiens mitochondrial ribosomal protein S36 (MRPS36), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_005830 


Homo sapiens mitochondrial ribosomal protein S31 (MRPS31), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 012062 


Homo sapiens dynamin l-like (DNM1L), transcript variant 1, mRNA 


NM_005648 


Homo sapiens transcription elongation factor B (Sm), polypeptide 1 (15kD, 
elongin C) (TCEB1), mRNA 


NM 007070 


Homo sapiens FKBP-associated protein (FAP48), transcript variant 2, mRNA 


NM 053274 


Homo sapiens FKBP-associated protem (Jt 4 AJf4o), transcnpt vanant 1, mtuN/\ 


NM_054113 


Homo sapiens DNA-dependent protein kinase catalytic subunit-interacting 
protein 3 (KIP3), mRNA 


NM 003726 


Homo sapiens src family associated phosphoprotein 1 (SCAP1), mRNA 


NM 012308 


Homo sapiens F-box and leucine-rich repeat protein 1 1 (FBXL1 1), mRNA 


NM 030913 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6C (SEMA6C), mRNA 
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NM 021163 


Homo sapiens RB-associated KRAB repressor (RBAK), mRNA 




nomo sapiens r-oox ana WD-40 domain protem 7 (archipelago homo log, 
Drosophila) (FBXW7), transcript variant 1 , mRNA 




Homo sapiens F-box and WD-40 domain protein 7 (archipelago homolog, 
Drosophila) (FBXW7), transcript variant 2, mRNA 


1N1V1 U 1/1 DO 


Homo sapiens F-box only protein 2 (FBX02), mRNA 


NM_033332 


Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) 
(uJljoi4J3|, transcript variant 3, mRNA 


NM_033331 


Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) 
(UL>ui4±j), transcript variant 2, mRNA 


NM 003671 


Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) 
transcnpt vanant 1, mRNA 




Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant delta, mRNA 


riNL_yJ jjUO 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant gamma, mRNA 


iNivi^UU 1 ZZD 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant alpha, mRNA 


iNivi uuzy^to 


Homo sapiens ribosomal protein LI 5 (RPL15), mRNA 


NM 0^^098 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFD1), 
transcript variant gamma, mRNA 


lNlVl_l/.3 jZZ / 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFD1), 
transcnpt variant beta, mRNA 


nm nni^ 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFD1), 
transcnpt vanant alpha, mRNA 




nomo sapiens ArMLh 1 protem (APMCF1), mRNA 




Homo sapiens adaptor-related protein complex 3, mu 1 subunit (AP3M1), , 


NM 001 02S 


xiomo sapiens nDOSomai protein oZJ (Krozj), mKNA 


NM 032989 


numo sapiens Joi^LrZ-antagonist or cell death (r>AJL>), transcnpt vanant 2, mRNA 


NM 004322 


nomo sapiens .ov^z-antagonist 01 cell deatn (dAU), transcnpt vanant 1 , mRNA 


NM 014326 


Homo sapiens death-associated protein kinase 2 (DAPK2), mRNA 


NM 019430 


nomo sapiens seczz nomolog (brLCzzA), mKNA 


NM_031216 


Homo sapiens sec!3-like protein (SEC13L), mRNA 


NM 0fi9Q97 
INiVl UUZl/Z / 


Homo sapiens regulator of G-protein signalling 13 (RGS13), mRNA 


NM 031274 


Homo sapiens testis expressed sequence 13A (TEX13A), mRNA 


nm nnmn 

1NJLV1 UU1 /JU 


Homo sapiens Kruppel-like factor 5 (intestinal) (KLF5), mRNA 


NM 032674 


Homo sapiens leucine rich repeat (in FLIT) interacting protein 1 (LRRFIP1), 
rnxvLN/v 


nm n^i^£i 


nomo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) binding protem 
(COL4A3BP), transcript variant 2, mRNA 


"MM n^i?fi£ 

l\jyjL._jJ 0 I Z O 0 


Homo sapiens heterogeneous nuclear ribonucleoprotein A/B (HNRPAB), 
transcript variant 1 . mRNA 


NM OnzLlQQ 


nomo sapiens heterogeneous nuclear nbonucleoprotem A/B (HNRPAB), 
transcript variant 2, mRNA 


NM 004990 


Homo saoien^ m(*thinnfn#» tPNA <nmtii<at<jc#» ^^/^A"DQ^ *wdxta 


NM_031244 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 5 (S. 
cerevisiae) (SIRT5), transcript variant 2, mRNA 


NIvf_012241 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 5 (S. 
cerevisiae) (SIRT5), transcript variant 1, mRNA 


NM_006845 


Homo sapiens kinesin-like 6 (mitotic centromere-associated kinesin) (KNSL6), 
mRNA 
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NM 030920 


Homo sapiens lecuine-rich acidic protein-like protein (LANP-L), mRNA 




Homo sapiens L-kynurenine/alpha-aminoadipate aminotransferase (KATE), 
mRNA 


JNM Ul/lOl 


Homo sapiens hypothetical protein FLJ20297 (FLJ20297), mRNA 


NMJ)00778 


Homo sapiens cytochrome P450, subfamily IVA, polypeptide 11 (CYP4A11), 
mRNA 


NM_006582 


Homo sapiens glucocorticoid modulatory element binding protein 1 (GMEB1), 
transcript variant 1 , mRNA 


XTX X AO A A OO 

NM_024482 


Homo sapiens glucocorticoid modulatory element binding protein 1 (GMEB1), 
transcript variant 2, mRNA | 


NM_024885 


Homo sapiens TAF7-hke RNA polymerase n, TATA box binding protem 
(lJorj-associated factor, 50 kD (TAF7L), mRNA 


JNM__UID/Ju 


Homo sapiens ARP1 actin-related protein 1 homolog A, centractin alpha (yeast) 
(ACTR1 A), mRNA 


XTTV if A 1 A r\n i 

JNM U14U31 


TT • W TT /*^0 TT 1 _ J. * /~T JT TT1 \ "VTA 

Homo sapiens VLCS-Hl protein (VLCS-Hl), mRNA 


JNM_U/zj34 


Homo sapiens integrin cytoplasmic domain-associated protein l (ICAP-IA), 
transcript variant z, mKJNA 


NM 007036 


Homo sapiens endothelial cell-specific molecule l (ESMl), mRNA 


JNM uUOol/ 


Homo sapiens chromosome 12 open reading frame 8 (C12orf8), mRNA j 


JNM_UZZoUz 


Homo sapiens C-terminal binding protein 2 (CTBP2), transcript variant 2, 
nUsJNA 


iNlVX UUl^Jl 


Homo sapiens hlv transcnption iactor 5, pl30-bmdmg (E2F5), mRNA 


JNM UZZJ.4Z 


Homo sapiens epididymal sperm binding protein 1 (ELSPBP1), mRNA 


xnv/r Ai9onn 
IN M_U 1 zzu u 


Homo sapiens beta-l,3-glucuronyltransferase 3 (glucuronosyltransferase 1) 




nomo sapiens ocuiomeain (UL/L-Mj, mKJNA 




nomo sapiens growtn ainerenuation iactor 10 (ODr 10), mRNA 


XTM 007377 


Homo sapiens RNA helicase-related protein (RNAHP), mRNA 


NMJ)05613 


Homo sapiens regulator of G-protein signalling 4 (RGS4), mRNA 


XTTV/T 00£083 


Homo sapiens IK cytokine, down-regulator of HLA II (IK), mRNA 


INM UIZhZO 


Homo sapiens splicing factor 3b, subunit 3, 130kD (SF3B3), mRNA 


NM 018164 


Homo sapiens hypothetical protein FLJ10637 (FLJ10637), mRNA 


JNM UUOju/ 


Homo sapiens adenylyl cyclase-associated protein (CAP), mRNA 


XTAyf A01 1A/C 

JNM OYliUo 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


JNM_UzlUo2 


Homo sapiens solute carrier family 15 (H+/peptide transporter), member 2 

(pJLL^l jA-ZJ, mKJNA 


xjxjf 01 6^78 


Homo sapiens hJJV px associated protein-8 (LOC51773), mRNA 


JNM__UUOO / 1 


Homo sapiens solute carrier family 1 (glutamate transporter), member 7 

T1 AT\ ml? XT A 
[&Ls\sll\[ ), niKJNA 


NM 0206S0 


xiumu ^dpiciis nypouiencai proxem 1555 (i^UL/!> /555), mKJNA 


NM 015990 


Homo sapiens lymphocyte activation-associated protein (LOC51088), mRNA 


NM 070Q0^ 


nomo bapiens r ajnz protein AJNZj, mKJNA 


XJM 0?06R<; 


nomo sapiens ri l UZ 1 (H1UZ1), mKNA 


NM 090£R7 


xiomo sapiens protein (Cytl5^), mRNA 


XJM 0?0£7fi 


Homo sapiens h 1 0 1 7 protem (HT0 17), mRNA 


NM 020669 


Homo Sauiens UnchaTartpri7pH anQtrrr -nrAt^in 7A^7P fX ^P^7'^Q0^ mP XI A 


NM 003760 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 3 (EIF4G3), 
mRNA 


NM 020412 


Homo sapiens CHMP1.5 protein (CHMP1.5), mRNA 


NM 020411 


Homo sapiens XAGE-1 protein (XAGE-1), mRNA 


NM 020408 


Homo sapiens CGI-203 protein (CGI-203), mRNA 


NM 020395 


Homo sapiens hypothetical nuclear factor SBBI22 (LOC571 17), mRNA 
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NM 020387 


Homo sapiens CATX-8 protein (CATX-8), mRNA i 


MM 090^71 


nomo sapiens ceil death regulator aven (LOC57099), mRNA 




nomo sapiens mui4 (H1U14J, mRNA 




nomo sapiens cyclin L, ania-oa (LOC57018), mRNA 




nomo sapiens W W domain bmdmg protein 4 (formin binding protein 21) 

Axmp/i\ TnPXTA of/ 


NM.005644 


Homo sapiens TAF12 RNA polymerase H, TATA box binding protein (TBP)- 
associatea iacxor, zu ku { lAr 12), mRNA 


NM 020150 


Homo sapiens SARI protein (SARI), mRNA 


JNM KjZvlOf 


Homo sapiens neuromedin U receptor 2 (NMU2R), mRNA 


MM AOATII 


Homo sapiens x 006 protein (MDS006), mRNA 


NM 020232 


Homo sapiens x 003 protein (MDS003), mRNA 


JNJYL_U2UZ4 / 


Homo sapiens hypothetical protein, clone 

Telethon(Italy B41) Strait02270 FL142 (LOC56997), mRNA 


XTlV/f HO A0 1 1 
IN1V1_UZUZ 1 J 


Homo sapiens hypothetical protein from EUROIMAGE 1977056 (LOC56965). 
mtuNA 


MM 0901^1 


Homo sapiens hypothetical protein (LOC56912), mRNA 


MM 090140 


Homo sapiens Meisl, myeloid ecotropic viral integration site 1 homolog 2 
imousej (M±uoz), mKNA 


MM 020170 


nomo sapiens UDr-glucose ceramide glucosyltransferase-hke 1 (UGCGLO 
mRMA 

illlVLN/A. 


NM 020190 


Homo sapiens HNOEL-iso protein (HNOEL-iso), mRNA 


MM 090949 


nomo sapiens lanesm-like 7 (KNSL7), mRNA 


MM 09010/1 


nomo sapiens CjrL004 protein (GL004), mRNA 


MM 0901 0^ 


nomo sapiens CjLUOz protein (GL002), mRNA 


MM 090180 


nomo sapiens JJUo pro tern (DC6), mRNA 


MM 0901 RR 


nomo sapiens DL1 5 pro tern (DC 13), mRNA 


MM 090114 


Homo sapiens collapsin response mediator protein-5; CRMP3 -associated 
moiecuie ^i^VLrD j, niKiN A 


NM 019891 


nomo sapiens mitocnoncinal ceramidase (ASAH2), mRNA 


MM 019846 


nomo sapiens cnemokme CCL28 (SCYA28), mRNA 


NM 019852 


Homo sapiens putative methyltransferase (M6A), mRNA 


MM niws 

AN1V1 UlJJJo 


Homo sapiens Alg5, S. cerevisiae, homolog of (ALG5), mRNA 


MM 011141 


Homo sapiens hypothetical protein (PTD004), mRNA 


NM_013318 


Homo sapiens hypothetical protein (LQFBS-1), mRNA 


MM 011109 


Homo sapiens elongation factor-2 kinase (HSU93850), mRNA 


MM 0119Q0 


Homo sapiens protein predicted by clone 23627 (HSU79266), mRNA 


MM 01 1147 


Homo sapiens replication protein A complex 34 kd subunit homolog Rpa4 
^noUZ*f loOJ, mJKiNA 


NM 01901 1 


nomo sapiens iKiAUi protem (TRIAD3), mRNA 


NM 01896S 

1^1 ItX V/107UJ 


Homo sapiens triggering receptor expressed on myeloid cells 2 (TREM2), 

mP M A 


NM 019043 


nomo sapiens similar to proline-ncn protem 48 (LOC545 18) mRNA 


NM 019006 


nomo sapiens protem associatea with PRKl (AWPl), mRNA 


NM 019101 


nomo sapiens apoiipoprotein M (G3 A), mRNA 


NM 019049 


Homo sapiens hypothetical protein (FLJ20054) mRNA 


NM 018992 


Homo sapiens hypothetical protein (FU20040), mRNA 


NM 019033 


Homo sapiens hypothetical protein (FU1 1235), mRNA 


NM 019045 


Homo sapiens similar to rab 11 -binding protein (FIJI 1116), mRNA 


NM 019079 


Homo sapiens hypothetical protein (FU10884), mRNA 


NM 019073 


Homo sapiens hypothetical protein (FLJ10007), mRNA 


NM_014298 


Homo sapiens quinolinate phosphonbosyltransferase (nicotinate-nucleotide 
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pyrophosphorylase (carboxylating)) (QPRT), mRNA 


NM_012413 


Homo sapiens glutaminyl-peptide cyclotransferase (glutaminyl cyclase) (QPCT), 

T» XT A 

mRNA 


NM 018836 


Homo sapiens hypothetical protein (MOT8), mRNA 


NM_0 18643 


Homo sapiens triggering receptor expressed on myeloid cells 1 (TREM1), 
mRNA 


XTX K A1 O^/ll 

NM_0 18647 


Homo sapiens tumor necrosis factor receptor superfamily, member 19 

/TTVT17D CTT1 A\ -*»T> XT A 

(IJNrKoriy), mJKJNA 


XTX K CWOdCA 

NM 018664 


Homo sapiens Jun dimenzation protein p21 oJNr 1 (aNr 1J, mRNA 


XT*.vr ai oc/iA 
NM 018540 


Homo sapiens hypothetical protein PRU283 1 (PRU2831), mRNA 


XTX K A1 O^IA 

NM 018630 


Homo sapiens hypothetical protein PR02577 (FRU2577), mRNA 


NM 018527 


Homo sapiens hypothetical protein PR02435 (PRU2435), mRNA 


NM 018625 


Homo sapiens hypothetical protein PR02289 (PR02289), mRNA 


XTX X A10C1C 

NM 018515 


Homo sapiens hypothetical protein PRU2176 (PR02176), mRNA 


XIX X AI O^K 

NM 018615 


tt _ — - _ J - 1 j.* - - 1 ^ . ' TYT1 f~\^ AO 1 /T)T) AO AlON n\T a 

Homo sapiens hypothetical protein rRU2U32 (PRU2032), mRNA 


XTX X A 1 O/C 1 A 

NM 018614 


TT - . - — * _ 1 ■ i1 - i' 1 TiT> /^\^ A 1 ^ /Tin AOA 1 1\ Tt\ T A 

Homo sapiens hypothetical protein rRU2Ulz (PRU2012), mRNA 


NM 018608 


Homo sapiens hypothetical protein PRO1905 (PRO1905), mRNA 


XTX X A1 OCAA 

NM 018509 


Homo sapiens hypothetical protein PR01855 (PRO 1855), mRNA 


NM 018505 


Homo sapiens hypothetical protein PR01728 (PR01728), mRNA 


\t» r f\ ■% o A A A 

NM 018444 


Homo sapiens pyruvate dehydrogenase phosphatase (PDP), mRNA 


NM 018442 


Homo sapiens PC326 protein (PC326), mRNA 


NM 018698 


Homo sapiens hypothetical protein P15-2 (P15-2), mRNA 


NM_0 18466 


Homo sapiens uncharacterized hematopoietic stem/progemtor cells protein 
MDS031 (MDS031), mRNA 


NM_0l8465 


Homo sapiens uncharactenzed hematopoietic stem/progenitor cells protem 
MDS030 (MDS030), mRNA 


XTX X AICM/TO 

NM_0 18463 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS028 (MDS028), mRNA 


XT* jT f\A Cl S" c r\ 

NM 018650 


Homo sapiens MAP/imcrotubule affmity-regulating kinase 1 (MARK1), mRNA 


NM 018678 


Homo sapiens lipopolysacchande specific response-68 protem (LSR68), mRNA 


NM 018695 


Homo sapiens erbb2 interacting protem (ERBB2IP), mRNA 


NM 018683 


Homo sapiens zinc finger protein 313 (ZNF313), mRNA 


NM 018660 


Homo sapiens papillomavirus regulatory factor PRF-1 (LOC55893), mRNA 


XTX jT A 1 cs a a A 

NM_0l8484 


Homo sapiens solute earner family 22 (organic amon/cation transporter), 

« MA « M Vi.M*> 1 1 /OT POO A 1 1 \ T) XT A 

member 1 1 (O.LC22A1 1), mRNA 


NM U1o44j 


liomo sapiens ajj-uid protem (LUC55ozy), mRNA 


NM 017571 


Homo sapiens hypothetical protein (LOC55580), mRNA 


XTX X AnCill 

NM 017542 


tt . , , ^ _ ' _„ _ TW*T A A 1 CI O a - ; /Xtt A A 1 c "I 0\ t»\T A ' 

Homo sapiens K1AA1513 protein (KIAA1513), mRNA 


XTX A A1 OA11 

NM 0184/3 


Homo sapiens uncharacterized hypothalamus protein HT012 (HT012), mRNA 


XTXjT ai OA on 

NM 018480 


Homo sapiens uncharacterized hypothalamus protein HT007 (HT007), mRNA 


XTX X AITCM 

NM 017583 


Homo sapiens DIPB protem (HSA249128), mRNA 


NM 017567 


Homo sapiens N-acetylglucosamine kinase (NAGK), mRNA 


NM_0 18487 


Homo sapiens hepatocellular carcinoma-associated antigen 1 12 (HCA112), 

rv»T?XJ A 


xrx/f nnc/io 
JNIVl U1/j4o 


iiomo sapiens nypotheucal protein (H41), mRNA 


NM 017547 


Homo saoiens hvnothetical nrotein rW17^ m"R"NfA 


NM 017966 


Homo sapiens hypothetical protein FU20847 (FLJ20847), mRNA 


NM 017955 


Homo sapiens hypothetical protein FLJ20764 (FU20764), mRNA 


NM 017948 


Homo sapiens hypothetical protein FLJ20736 (FLJ20736), mRNA I 


NM 017945 


Homo sapiens hypothetical protein FLJ20730 (FLJ20730), mRNA 


NM 017944 


Homo sapiens hypothetical protein FLJ20727 (FU20727), mRNA 


NM 017939 


Homo sapiens hypothetical protein FU20718 (FLJ20718), mRNA 
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NM 017924 


Homo sapiens hypothetical Drotein FLJ20671 fFLJ2067n mRNA 


NM 017923 


Homo sapiens hypothetical protein FLJ20668 (TLJ20668^ mRNA 


NM 017922 


Homo sapiens hypothetical nrotein FO20666 rFLJ20fifi6^ mRNA 


NM 017908 


Homo sapiens hypothetical nrotein FLJ20626 (TTJ20fi9^ mPNA 


NM 017906 


Homo sapiens hypothetical nrotein FLJ20624 fFLJ20fi24^ ml? MA 

-*■ Aviiiu w***^ * V * AU V r • llv,, * v »»* VJX\Jti\*XXX A LWAUV*«T yA AMA<VV^^ ^ j IJAAVlTAfc 


NM 017904 


Homo sapiens hvoothetical nrotein FT T20619 fFT T7061 Oi mPMA 


NM 017890 


Homo saniens hvDothetical nrotein FT T90S81 fFT T?0SR'} , 1 mP MA 


NM 017887 

x tata \j x I f 


Homo saniens hvnothetiral nrntpin FT T9flSRfl H?T T9fKRn N mpMA 

XXSJxxxVJ ocx\Jx\*xxo lijr pULlll/UVyai piULdll rLhiZUJOlf ^JT.L»j.£l/ Jol/Jj 1TLlxIN./\ 


NM 017886 

X ~ JLtA V A / UU\J 


T-Tnmn saniens hvnnthptiral nrnt^in FT T90^7aI T9ftS7/n m P\TA 


NM 017880 

nAVA V A / UUV 


TTnmn sanipnc hvnnthptirfll nrnfpin "FT T9fK^R rFT T7fKSB\ mD\TA 


NM 017878 

J. t At X V/ X I U / KJ 


rTnmn Sfmipnc MP A^I-lilrp cimrtrpccnr 9 /T-TD AQT Q7^ tyVD"KJA 


NM 017877 




NM 017875 




NM 017870 


Homo saniens hvnofhetiral nrntpin FT T90S^0 (VJ U(i^Q\ mPMA 


NM 017867 


Homo sanien*; hvnnthptipfll nrntpin FT T90S^il rFT T9fi^^^ -mTJlvTA 


NM 017864 


Homo saniens hvnothptical nrotein FT T90^^0 ^FT T90S^(Y\ ml? "MA 


NM 017857 


Homo sanienQ 9linir<;hnt ^ ^5I^TT-^^ tnPKA 

±.x\jxxx\J oapiwio OAlAigolIUl J JI1 J Jy 1IaavXN/\ 


NM 017852 


Homo sanienc; NAT P9 nrntpin fWAT P9 1 mT?>JA 


NM 017850 


Homo saniens hvnnthetiral nrntpin FT T9fiS(i8 rFT T9fl^nS^ mPXT A 


NM 017846 


Homo J?anien^ tRNA QplpnnovQtpinp Jiccnpiatprl nrntpin ^F^^P/l'^^ tmT?xta 


NM 017841 


Homo saDiens hvoothetical nrotein FT T904R7 TFT T90487^ mPMA 


NM 017839 


Homo sapiens hvnothetical nrotein FT T904.R1 fFT T9flzlRl^ mPT\IA 


NM 017837 


Homo saniens hvnothetical nrotein FT T90477 rFT T9^lAl77^ mPXIA 


NM 017832 


Homo saDiens hvoothetical nrotein FT T904S7 fFT T904S7^ mPNA 


NM 017827 


Homo saniens hvnothetical nrotein FT T904S0 CFJ YJCid^CW mP"WA 


NM 017826 


Homo saDiens hvoothetical nrotein FT T90440 rFT T9044Q N mPMA 


NM 017823 


Homo saniens hvnothetical nrotein FT T90449 rFT JJOdAO\ mPMA 


NM 017822 


Homo saniens hvnnthptiral nrntpin FT T9H47/i rFT T9fi4'*rCi -mPXTA 1 
±.x\ixxx\j oapiviio iijrpuiAi&u^ai piULCill rJU<6vtju v " ' f-VrT. *n y ? TDaVLN/Y 


NM 017821 

A TATA \J X I X 


TTnmn QanipnQ hvnnthptipol nrntpin FT "XOCiA'X^ rPT T10/l'2^\ «,D\TA 

AAVJiliU oapicilo liypUulCUOaX proiclu PIjJZvt-Jj v FJ-JZU^f jjj, nilvINA ! 


NM 017815 

X t 1T1 \J X 1 \J X <J 


TTnmn Qanienc hvnnthptinfll nrntpin FT T90494 /T7T T70J47/l^ tv»D\TA 
AAumu dapicii^ iiypuulCULal prULCul Jri-fJZl/H-Z^f ^XrA-JZU^rZ^fJ, IIlivlNA. 


NM 017811 

A TATA Vl/UXl 


TTnmn QanienQ hvnnthptipal nrntpin FT T7H410 fX*l T70/i10\ r«D\TA 
aauiiiu dapioiid lxypuuiciiL/ai proiclu JrJ-JZU*Tiy v Jri_JZU^f 1 y), 1T1a\JN/\. 


NM 017810 


TTnmn ^anipnQ hvnnthptirnl nrntpin FT T9H417 HP7T TOO/ll^ rv«D\I A 
AAuiiiu oapicxio iiypuuiciiwai pruLcin PJ_JZU A tl / x JrJ_JZU*f 1 / ) t XiusSsJK 


NM 017802 


TTnmn QanipnQ hvnnthptir , n1 nrntpin FT T90^07 rCT TOO'QO'7% r«D\TA 
AAVJiiivj aapicuo uy puiiicilUdl proicin Pi-JZU^y / v pJLJZUj!/ /J, mivlN/V 


NM 017792 


TTomo <?anien<? hvnnthptinnl nrntpin FT T9n^7^ rPT ^0^71^ t-mPXTA 

iiuiiiu oapit^AlCi UjrpuuiCUL.cU piULCUl Pi-JZUJ 1 J \TLjJ/.\}D ID ) y mJtvJNrV 


NM 017790 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


NM 017786 


Homo saniens hvnnthptieal nrntpin FT T9n^^^i HTT T7mA^ mPXTA 


NM 017785 


Homo sanien<5 hvnnthptirnl nrntpin FT T9nif\4 /T7T T70^/^il\ *v>PXTA 


NM 017775 

A TATA \J X 1 1 I ij 


TTnmn RanipnQ hvnnthptipol nrntpin FT '\ r )(\'XA'\ CUT llf\lA1\ r«DMA 


NM 017774 


Homo Sflni'pn^ hvnnthptirol nrntpin FT J'JCi'XAl fX*X TOO'2/l / 7\ mDMA 


NM 017772 

A TATA V X / / / A* 


Homo <5anipnQ hvnnthptipnl nrntpin FT T7fl^ 77 /T7T TOn^7\ _ , d\TA 


NM 017770 


HomO Saniens eloncratinn nf vptv Inntr r»nain -Poff-ir Artier /T7PXT1 /T71/xO CTTD/1/l?1r»l 

oapicua ciuii^ciuuii 01 very long cnain iany acms v riiiNi/JDioz, oUi\.4/iiio.5, 
yeast)-Iike 2 0ELOVL2) mRNA 


NM 017762 


Homo Sapiens hvnothetiral nrntpin FT T9(Y*1 7 rFT T7A71 l x mPTMA 


NM 017759 


Homo Sapiens hypothetical nrotein FT T90A0Q fFT T9fttnQ1 mPMA 


NM 017756 


Homo sapiens hypothetical protein FIJ20306 (FU20306), mRNA 


NM 017753 


Homo sapiens hypothetical protein FLJ20300 (FLJ20300), mRNA 


NM 017751 


Homo sapiens hypothetical protein FLJ20297 (FLJ20297), mRNA 


NM 017748 


Homo sapiens hypothetical protein FLJ20291 (FU20291), mRNA 


NM 017744 


Homo sapiens hypothetical protein FLJ20284 (FU20284), mRNA 


NM 017740 


Homo sapiens hypothetical protein FLJ20279 (FLJ20279), mRNA 


NM 017738 


Homo sapiens hypothetical protein FLJ20276 (FLJ20276), mRNA 
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NM 017736 


Homo sapiens hypothetical protein FLJ20274 (FLJ20274), mRNA 


NM 017735 


Homo sapiens hypothetical protein FLJ20272 (FLJ20272), mRNA 


NM 017719 


Homo sapiens hypothetical protein FLJ20224 (FLJ20224), mRNA 


NM 017718 


Homo sapiens hypothetical protein FLJ20220 (FLJ20220), mRNA 


NM_017716 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 12 4- 
domains, subfamily A, member 7 (MS4A12), mRNA 


NM 017711 


Homo sapiens hypothetical protein FLJ20207 (FLF20207), mRNA 


NM 017709 


Homo sapiens hypothetical protein FU20202 (FLJ20202) mRNA 


NM 017704 


Homo sapiens hypothetical protein FU20189 AFLJ20189} mRNA 


NM 017699 


Homo sapiens hypothetical protein FLJ20 174 (TTJ20 1 74^ mRNA 


NM 017697 


Homo sapiens hypothetical protein FLJ20171 fFTJ201 71 1 m'RMA 


NM 017687 


Homo sapiens hypothetical protein FLJ20147 fl 7 LJ20147 > i mRMA 


NM_017686 


Homo sapiens ganglioside induced differentiation associated nmtein ? tcyr^Avn\ 
mRNA 


NM 017678 


Homo sapiens hypothetical protein FLJ20127 APT J701971 ml? "NT A 


NM 017677 


Homo sapiens hypothetical protein FLJ20126 fFT J201 nVRMA 


NM 017676 


Homo sapiens hypothetical protein FU20125 (FTJ2012^ m^'NTA 


NM 017670 


Homo sapiens hypothetical protein FLJ201 13 fFLJ201 1 X\ nYRTMA 


NM 017669 


Homo sapiens hypothetical protein FLJ20105 fFT J2010M mPMA 1 


NM 017665 


Homo sapiens hypothetical protein FLJ20094 (FLJ20094), mRNA 


NM 017659 


Homo sapiens hypothetical protein FU20084 (FLJ20084) mRNA 


NM 017657 


Homo sapiens hypothetical protein FU20080 fFTJ20flRfn nVRNA 


NM 017645 


Homo sapiens hypothetical protein FLJ20060 fl?T J?nnffln ttiPTsja 


NM 017640 


Homo sapiens hypothetical protein FU20048 fFT J?CM)dK\ mPMA 


NM 017637 


Homo sapiens hypothetical protein FU20043 fFT J?004'tt mPXTA i 


NM_017636 


Homo sapiens transient receptor potential cation channel QnVifnmiiv \a W AmKoi. 
4 (TRPM4), mRNA 


NM 017634 


Homo sapiens hypothetical Drotein FLJ2003R <TT J?no*R1 mUWA 


NM 017629 


Homo sapiens hypothetical protein FU20033 fFU2003^ nrRlsTA 


NM 017622 


Homo sapiens hypothetical protein FLJ20014 (FLJ2GQ\4\ nYRWA 


NM 017620 


Homo sapiens hypothetical protein FLJ20011 (FLJ2001 U mRWA 


NM 018396 


Homo sapiens putative methvltransferase fMFTT,Y mRNA 


NM 018381 


Homo sapiens hypothetical protein FIJI 1286 (FIJI 1286) mRNA 


NM 018371 


Homo sapiens hypothetical protein FIJI 1264 flPLJl 1 264^ mPNA 


NM 018368 


Homo sapiens hypothetical protein FIJI 1 240 fFTJ1 1 240^ mPNA 


NM 018367 


Homo sapiens phytoceramidase. alkaline fPHCAY nVRNA 


NM 018364 


Homo sapiens hypothetical protein FIJI 1 220 fFT Jl 1 220^ mPMA 


NM 018363 


Homo sapiens hypothetical protein FIJI 121 8 fFT Jl 1 21 Rl mPTsFA 


NM 018361 


Homo sapiens hypothetical protein FIJI 12 1 0 fFT Jl 1 2 1 0^ mPNA 


NM 018358 


Homo sapiens hypothetical protein FIJI 1 1 98 (FU1 1 1 98) mRNA 


NM 018353 


Homo sapiens hypothetical protein FIJI 1 1 86 (FIJI 1 186), mRNA 


NM 018352 


Homo sapiens hypothetical protein FUl 1 184 (FIJI 1 184) mRNA 


NM 018340 


Homo sapiens hypothetical protein FUl 1 15 1 (FIJI 1151) mRNA 


NM_018339 


Homo sapiens hypothetical protein FIJI 1 149 (FUl 1 149), mRNA 


NM 018336 


Homo sapiens hypothetical protein FUl 1 136 (FUl 1136), mRNA 


NM 018333 


Homo sapiens hypothetical protein FU20666 (FLJ20666), mRNA 


NM 018332 


Homo sapiens hypothetical protein FUl 1 126 (FUl 1 126), mRNA 


NM 018330 


Homo sapiens KIAA1598 protein (KIAA1598), mRNA 


NM 018322 


Homo sapiens hypothetical protein FUl 1 101 (FUl 1 101), mRNA 


NM 018318 


Homo sapiens hypothetical protein FUl 1088 (FUl 1088), mRNA 


NM_018310 


Homo sapiens BRF2, subunit of RNA polymerase HI transcription initiation 
factor, BRFl-like (BRF2), mRNA 
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NM 018303 


Homo sapiens hypothetical protein FIJI 1 026 fFLJl 1026^ mRNA 


NM 018298 


Homo sapiens hypothetical protein F01 1 006 fFT Tl 1 006i mRNA 


NM 018287 


Homo sapiens hypothetical nrotein FLJ 10071 fFT T10Q71^ mRNA 

*aw*-*4w uuj/iwuu V }' w " lv ~»** 1 jrfXV/LV*X»A X * -' Ivy /X \ X XvJ XV/^ / X /j 1 1 XX VX 1 XX 


NM 018286 


Homo sapiens hvDothetical nrotein FT T 10070 fFT T10070^ mRNA 

xxvsxxxv/ uupiwio pv/iiiwijiv/ui |JXV/l>wxxi X J_m x\JZ7 i \J \ r I J M7 f " / j IxxXvx ixx 


NM 018283 


Homo sapiens hvnothetical nrntpm FT TlOO^f? fFT T100*J^ nVRTvTA 

xxv/xiiv/ ocxpxwxxo xijr pvruxvtxvai pxuiGxxi x JLJIV//JU v xXjJ 1U27JOJ, IxxxN in/a 


NM 018281 


Homo sapiens hvnothetical nrotpin FT T1004R fFT TIOOxlR^ ttVPTnJA 

xxvuiu oapiwia ny jjv lxxvlxwch pxVJlCxxx x IjJ 1 v7to ^X i^J IUj/'+O^, iXxxVLNxx. 


NM 018278 

X ^ ATX \J X \j£* f XJ 


Homo sanien^ hvnnthetieal nrotpin FT TIOO^*^ fFT TIAO^*^ W PWA 

xxuxxiu aapiwlxo lly pu U it-liual piOlClxx xU iu7 jj v .Tx_#J j^, TTiKINA 


NM 018276 


Homo sanien<5 <;1inp<?hot 3 fSSTT-3^ mRMA 

XXV/1X1V/ OtX^J K^ilO ollXXgOXXUL «J Jll J J , lilXVxN /\ 


NM 018273 


TTomo QanipnQ hvnAthptiral rvrntpin FT T1OQ0'} fCT T1AQ'5'5'\ yy*T?xTA 
xiuiuu aapi&xia xiypuuibixvox pioicin rx^j ivi/zz \rLJ lU^rZZJ, mKJNA 


NM 018272 

X 1 XYX V X Ua> / 


TTomo ^anipnQ hvnnfhphVal -nrnt^in FT TIOQOI H7T TIHOO^ -rWDXTA 
xxuiiiu oapic/xia iiypuuiwLiuai piuicxii ri_»Jiu;/ZI V J/.LJ lUirZl J, 1T1KJ.NA 


NM 018268 


TTomo Qanipn^ hvrintliP'hY'fll nrnf^in FT TIOQOA fPT Tl AOAid\ mDXTA 
xxxJlxLKJ aapiwllo liypuuiciJAsax piUlClIi Pi.JlU^v^T ^JTJLJ lUyU^rJj UxxxINA 


NM 018265 


T-Tnmo ^nnif*riQ TivnntTiPtiral nrnfpin FT T10QH1 H7T T1^0^1^ wkT>XTA 
xxuiiiu dapicuo iiypuuicuiL/di piULClll PJ_»Jluyi/l JLJ lUi^Ul J, nixxINA 


NM 018254 


TTomo QfmipTiQ HvmntViPtiral nrnt#*iTi FT Tinfi*?^ /T7T TinC7/^ mDXT A 


NM 018253 


Homo sapiens hypothetical protein FLJ10875 (FLJ10875), mRNA 


XN1VX VXOXv-/Z, 


numo sapiens nypotneacai proiem rLJiUo/4 (I'U lUo/4J, mKINA 




noino sapiens nypouieucai protein rLJ lUoDl (rJU IUoj 1), mKINA 


NM 018241 

X^CXVX \J X Oirt 1 


numo sapiens nypotneacai proiem rLJ lUo^K) (rLJ lUo4o), mKIN A 


NM 018239 


Homo sapiens hypothetical protein FLJ10751 (FU10751), mRNA 


NM 018210 

X^IXYX UlOi/JU 


xxomo sapiens nucieoponn IjjKU (INUJt13JJ, mKJNA 


NM 018273 

x>xvx vioZi&j 


numo sapiens cnecicpomi witn ioricneao ana ring linger domains (CopIv), 
mRNA 


NM 018219 


Homo ^anipn^ TivnotVipfiral "nrr\tf»in FT T107R^ (7*1 T1 H7C^ tWDXTA 
xx\jiii\j oapivxia xiypoLiiwliV/ax piULClil r L^J L\J f OO ^rU 1 \J 1 ou ), ITlxvLN/v 


NM 018217 

A- 'ATA V X KJjL* X / 


Homo Qanien^ rliromOQOmP 90 nnm re^CkAi-na {ntnp 11 ^T^Orirvr-^ 1 > V rv^l>XTA 
xxuxiicr oapxwixo isxUUixiUaUiliG £\> upcil rCaUlxlg ix alxie Jl ^v^^UOrijl J, IxllvLNA 


NM 018212 

X^XYX V/ 1 UZ# 1 Z< 


rxuuiu bapiciib lutciy orxnoiog 01 mouse jnx uenvea proline ncn protem 1 

yx x^mj x v / / j jy 1 1 ix vi n XV 


NM 018211 

X ilTJL \J X X X 


TTomo <5flTMPn<; VivnntVipfir'al •nrntpi-n FT T1H7'70 HTTA A 1 ^*70^ *«d\ta 
ix\jiii\j oapiciio iiypuuicuoai pruiCUl ri^JlU/ /U ^xSJ/\x\ID nix\JNA 


NM 018207 

X Hi* \I X UifV / 


xxuiiiu bd-picxib uypuLneucai proiem jtjljiu toy [rLJ 1U fjy), mivlNA 


NM 018205 


TTomo ^anipnQ Twnrvfhptipfll -nrr^fpin FT Tin^^l /T7T T1A9<1\ m "n\TA 
xxuxxiu oapi&ixo xiypuiiicuuai proiem ri-J 10 / j l yrLiJ 1U /3 1 ) 9 mKJNA 


NM 018192 


xxkjillkj aapiciia iiypuuicuuai protein rJLJ 1U / lo \r l^J 1U / 1 07, mKJNA 


NM 018188 


TTomo QamPTIQ frvnntVii a 'Hf k a1 nrnfpin FT T10700 fTZT J1f\ir\Q\ m D\TA 

xxKJiiiKr dapiciid iiypouiciiuai proiem rj-Jiu/u^ v ri^J lU/v/l/J, mKJNA 


NM 018187 


TTomo <JanipnQ Vlvnr*tVif i tir»5i1 7irr\t*»in FT T10707 /T7T TIOTA^ r«D\TA 
xxKJiiivj dapiciio li^puuiCLxOal pioicm ri^J 1U / u / ^rJLJ 1U /U / mKJNA 


NM 018186 


TTomo ^anipnc livnntTiP'Hral "nrofp-in T7T T107n/% rCT T1/i*7fk<\ «_dkta 
xxuxiiLF aapicixo ixypuuiciiuai proLcin ru iU/UO ^PJLJ 1U f\JO) f mKJNA 


NM 018184 

X tXVX VIOIOI 


numo dapicnb nypotneucai proiem rLJ IK) /UZ ^rJLJ lU/Uzj, nCLKJNA 


NM 018179 


xxuiixu oapiciiD. iiypoLiicuuai proiem PlvJiUOoo if xwJlUOoo), mKJNA 


NM 018178 

X 1 XYX UiOl / 0 


xxoino idpienb nypoineacai proiem rJLJ lUOo / (rJUiUoo /) y niKiNA 


NM 018169 

X ~ XtX w X \J A \J ^ 


xxuixiu oapicixd uypouicuwal proiem TJLJXU03Z ^Fl>J lUODZJ, mKJNA 


NM 018161 


TTomo <iaT>ipnQ livnntTipHpnl riiwfyain FT T1A/^H CUT T1A/C11\ r«D\TA 
aauxiiu aapiciid iiypuLiicu^ai proicin xJ-J IUOJ 1 ^rl_>J IUOJ 1 ), mKJNA 


NM 018159 


TTomo ^anipn^ TivrintTiPtipal r\rrvtp»in T7T TIA/^OQ /T7T T1 f\£.1Q\ m D\TA 

xxoiuo aapiciib iiypomeLiodi proiem ri-JiuoZo ^JrJ»J IU0Z0J, mKJNA 


NM 018147 


Homo saoiens hvnothptical nrotpin FT TIO^R? CRT T10^R9^ rr»T?TsJA 

xxv/xxxv/ oaLViwiio xx^puixx^uival pioiciii x JL^J 1OJ0Z 1 rLJ x U JoZ 1, IlxKJNA 


NM 018142 


Homo saoiens hvnothetical nrotpin FT T1 OSfiO (VI T1 O^^ga mPM a 


NM 018137 


xxuxxxu oapicxxo piuiciii digiiiuic IN-incliiyillalxSierase O v xx\JYLxOy, mKJNA 


NM 018136 


Homo ^anipn«i hvnothpriral nrntpi-n FT T10^17 /T7T Tl A^17\ -mVDXTA 
x.x\sxii\j oapxcixo lij'puixicii^al piOlCm ri^J L\JD 1 1 \£LJ lUJi / ) 9 mKINA 


NM 018133 


Homo ^aniPnQ hvnotTiettnnl -nrr\t^irt T7T T10^4#? n?T Tl C\ZAfC\ ***T>XTA 
* AUA1A *- r oapiciio iijrpouiCU.^cll prOLCUl rJ-Jlv«?40 ^JTJ-J 1Uj40J, mKJNA 


NM 018122 


Homo Qanipn*! Tivnnfhptipnl r»rnfpir» T7T TlO^lil H7T Tl 0^1 /A mDXTA 
xxuxxiu aapiciio iiypoLncUUdi proiem FJuJIVj IH [rLJ mKJNA 


NM 018120 


TTomo ^anipnQ Vivnrv+TiptipQl «T*/vf*»iTi FT Tl 1 /T7T Tl fl<1 1\ Wk T>XT A 
xxuxxiu aapicxib iiypouieu^ai proiem rLJ l\jd 1 1 v rJLJ 1 u j 1 l) y mKJNA 


NM_018119 


Homo sapiens hypothetical protein FLJ10509 (FLJ10509), mRNA 


NM 018116 


Homo sapiens misato (FIJI 0504), mRNA 


NM 018112 


Homo sapiens hypothetical protein FLJ10493 (FLJ10493), mRNA 


NM 018106 


Homo sapiens hypothetical protein FLF10479 (FIJI 0479), mRNA 


NM 018101 


Homo sapiens hypothetical protein FU10468 (FLJ10468), mRNA 


NM 018100 


Homo sapiens hypothetical protein FLF10466 (FLJ10466), mRNA 


NM_018099 


Homo sapiens hypothetical protein FLJ10462 (FIJI 0462), mRNA 
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NM 018097 


Homo sapiens hypothetical protein FLJ10460 (FLJ10460) mRNA 


NM 018093 


Homo sapiens hypothetical protein FU10439 (FU10439), mRNA 


NM 018092 


Homo sapiens hypothetical protein FU10430 (HJ10430) mRNA 


NM 018091 


Homo sapiens hypothetical protein FIJI 0422 (FU10422) mRNA 


NM 018090 


Homo sapiens hypothetical protein FLJ10420 (FU10420) mRNA 


NM 018087 


Homo sapiens hypothetical protein FLJ10407 (FU10407I mRNA 


NM 018086 


Homo sapiens fidgetin (FIGN), mRNA 


NM 018078 


Homo sapiens hypothetical protein FLJ10378 (FIJI 0^1R\ mRNA 


NM 018076 


Homo sapiens hypothetical protein FIJI 03 76 (FTJ1 037tf> mRNA 


NM 018075 


Homo sapiens hypothetical protein FLJ10375 (FTJ10375^ mRNA 


NM 018072 


Homo sapiens hypothetical protein FLJ10359 (FU10359), mRNA 


NM 018070 
NM 018060 


Homo sapiens hypothetical protein FLJ10355 (FIJI 0355), mRNA 
Homo sapiens hypothetical nrotein FIJI 0326 (FT Tl 01?^ m pWA 


NM 018054 


Homo sapiens homoloe of rat nadrin (RTCH1 ^ mRNA 


NM 018052 


Homo sapiens hvDothetical nrotein FT (FT nn^n^ m i?MA 


NM 018051 


Homo sapiens hypothetical protein FIJI 0300 (FT Tl O^OfVi mRNA 


NM 018047 
NM 018043 


Homo sapiens hypothetical nrotein FIJI 0290 (FIJI 0290^ mRNA 
Homo sapiens hypothetical protein FLJ10261 (FU1 0261 mPNA 


NM 018040 


Homo sapiens hypothetical protein FU10252 (FIJI 02S2^ mRNA 1 


NM 018039 


Homo sapiens hypothetical nrotein FLJ 10251 (FT. Tl 09^1^ mRNA 


NM 018038 


Homo sapiens hypothetical protein FLJ10246 (FIJI 0246^ mRNA 


NM 018035 


Homo sapiens hypothetical protein FIJI 0241 (FTJ10241 > I mRNA 


NM 018034 


Homo sapiens hypothetical protein FIJI 0233 (FIJI 02^ mRNA ~* 


NM 018033 


Homo sapiens hypothetical nrotein FIJI 0232 (FT Tl 0?3Ti mRNA 


NM 018026 


Homo sapiens hypothetical nrotein FIJI 0209 (FTJ1 020QA mRNA 


NM 018025 


Homo sapiens hypothetical nrotein FLJ 10206 (FT Tl 07OM mRNA 


NM 018011 


Homo sapiens hypothetical protein FU10154 (FIJI 01 54^ mRNA 


NM 018009 


Homo sapiens hypothetical protein FU10143 (FU1014V* mRNA 


NM_018008 


Homo sapiens hypothetical protein FIJI 0142 (FT Jl 014?^ mRNA » 


NM 018001 


Homo sapiens hypothetical protein FU10120 (FU10120), mRNA 


NM 017994 


Homo sapiens hypothetical nrotein FIJI 0099 (FT Tl nnoo^ mRNA 


NM 017993 


Homo sapiens hypothetical nrotein FT T 10004 n?T T1 nno^ *wdxt a 


NM 017988 


Homo sapiens hypothetical nrotein FT T10074 n?T Tl nn7/n «iB\ta 


NM 017987 


Homo sapiens Run- and FYVE-domain containing protein (Rabip4R) mRNA 


NM 017976 


Homo sapiens hvnothetieal nrntpin Ft TiOfttK n?T Tinme\ *v^dxta 


NM_018409 


Homo sapiens hypothetical nrotein Dl<CF7ri7£i nni 1 1 /twcz^tuci ru\ 1 1 o\ 
mRNA 


NM 017601 


Homo sapiens hypothetical nrotein DKFZn7fi 1 FT22 1 (TiKV7r\i& 1 woo 1 ^ ™i>xt a 


NM 018713 


Homo sapiens hypothetical nrotein DKF7nS47M9^^ (T\KV7^An\Aii£\ ~r>xTA 


NMJH7606 


Homo sapiens hypothetical protein DKFZp434K1210 pKFZp434K1210) 
mRNA Jy 


NM 017546 


Homo sapiens hypothetical protein (C40), mRNA 


NM 018458 


Homo sapiens uncharacterized bone marrow protein BM042 (BM042) mRNA 


NM 018456 


Homo sapiens uncharacterized bone marrow protein BM040 (BM040) mRNA 


NM_018455 


Homo sapiens uncharacterized bone marrow protein BM039 (BM039) mRNA 


NM 018453 
NM 018452 


Homo sapiens uncharacterized bone marrow protein BM036 (BM036) mRNA 
Homo sapiens chromosome 6 open reading frame 35 (C6orf35) mRNA 


NM 018489 
NM_004227 

NM 007014 
NM 017431 


Homo sapiens hypothetical protein ASH1 (ASH1 \ mRNA 

Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 3 (PSCD3) 

mRNA j9 

Homo sapiens Nedd-4-like ubiquitin-protein ligase (WWP2) mRNA 
Homo sapiens protem kinase, AMP-activated, gamma 3 non-catalytic subunit 
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(PRKAG3), mRNA 


NM 017426 


Homo sapiens nucleoporin 54kD (NUP54), mRNA 


NM 016950 


Homo sapiens testican 3 (HSAJ1454), mRNA 


NM 017421 


Homo sapiens methyltransferase COQ3 (COQ3), mRNA 


NM_006854 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 2 (KDELR2), mRNA 


MM 015976 


Homo sapiens sorting nexin 7 (SNX7), mRNA 


NM 016577 


Homo sapiens RAB6B, member RAS oncogene family (RAB6B), mRNA 


NM 016559 


Homo sapiens PXR2b protein (PXR2b), mRNA 


NM 016297 


Homo sapiens prenylcysteine lyase (PCL1), mRNA 


NM 016524 


Homo sapiens B/K protein (LOC51760), mRNA j 


NM 016507 


Homo sapiens CDC2-related protein kinase 7 (CrkRS), mRNA 1 


NM 016446 


Homo sapiens NAG-5 protein (LOC51754), mRNA 


NM 016382 


Homo sapiens natural killer cell receptor 2B4 (CD244), mRNA 


NM_016354 


Homo sapiens solute carrier family 21 (organic anion transporter), member 12 
(SLC21A12),mRNA 


NM 016298 


Homo sapiens muscle disease-related protein (LOC51725), mRNA 


NM 016290 


Homo sapiens retinoid x receptor interacting protein (LOC51720), mRNA 


NM 016280 


Homo sapiens carboxylesterase-related protein (LOC51716), mRNA 


NM 016229 


Homo sapiens cytochrome b5 reductase b5R.2 (LOC51700), mRNA 


NM_016213 


Homo sapiens thyroid hormone receptor interactor 4 (TRIP4), mRNA 


NM 016169 


Homo sapiens suppressor of fused homolog (Drosophila) (SUFU), mRNA 


NM 016084 


Homo sapiens RAS, dexamethasone-induced 1 (RASD1), mRNA 


NM 016077 


Homo sapiens CGI- 147 protein (LOC51651), mRNA 


NM 016023 


Homo sapiens CGI-77 protein (LOC51633), mRNA 


NM 016021 


Homo sapiens non-canonical ubquitin conjugating enzyme 1 (NCUBE1), mRNA 


NM 016003 


Homo sapiens DKFZP434J154 protein (DKFZP434J154), mRNA 


NM_015981 


Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) n 
alpha (CAMK2A), mRNA 


NM 015949 


Homo sapiens CGI-20 protein (LOC51608), mRNA 


NM 015881 


Homo sapiens dickkopf homolog 3 (Xenopus laevis) (DKK3), mRNA 


NM 016619 


Homo sapiens hypothetical protein (LOC5 1316), mRNA 


NM 016598 


Homo sapiens DHHC1 protein (LOC51304), mRNA 


NM 016589 


Homo sapiens M5-14 protein (LOC51300), mRNA 


NM 016588 


Homo sapiens neuritin (LOC5 1299), mRNA 


NM 016582 


Homo sapiens peptide transporter 3 (PHT2), mRNA 


NM 016570 


Homo sapiens CDA14 (LOC51290), mRNA 


NM 016565 


Homo sapiens E2IG2 protein (LOC51287), mRNA 


NM 016561 


Homo sapiens apoptosis regulator (LOC51283), mRNA 


NM_0 16526 


Homo sapiens GS15 (LOC51272), mRNA 


NM 016518 


Homo sapiens pipecolic acid oxidase (PJPOX), mRNA 


NM 016495 


Homo sapiens hypothetical protein (LOC51256), mRNA 


NM 016486 


Homo sapiens hypothetical protein (LOC51249), mRNA 


NM 016477 


Homo sapiens forkhead box PI (FOXP1), mRNA 


NM 016465 


Homo sapiens hypothetical protein (LOC5 1238), mRNA 


NM 016456 


Homo sapiens hypothetical protein (LOC51235), mRNA 


NM 016350 


Homo sapiens ninein (GSK3B interacting protein) (NIN), mRNA 


NM 016274 


Homo sapiens CK2 interacting protein 1; HQ0024c protein (LOC51177), mRNA 


NM 016261 


Homo sapiens delta-tubulin (LOC51 174), mRNA 


NM 016216 


Homo sapiens debranching enzyme homolog 1 (S. cerevisiae) (DBR1), mRNA 


NM 016208 


Homo sapiens VPS28 protein (LOC51 160), mRNA 


NMJU6206 


Homo sapiens colon carcinoma related protein (LOC51 159), mRNA 
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NM_016185 


Homo sapiens hematological and neurological expressed 1 (HN1), mRNA 


NM 016181 


Homo sapiens melanoma antigen (LOC51152), mRNA 


NM 016139 


Homo sapiens 16.7Kd protein (LOC51142), mRNA 


NM016129 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 4 
(Arabidopsis) (COPS4), mRNA 


NM 016122 


Homo sapiens NY-REN-58 antigen (LOC5 1 134), mRNA 


NM016119 


Homo sapiens putative zinc finger protein NY-REN-34 antigen (LOC5 1131), 
mRNA 


NM 016103 


Homo sapiens GTP-binding protein Sara (LOC51 128), mRNA 


NM 016099 


Homo sapiens HSPC041 protein (LOC5 1 125), mRNA 


NM 016096 


Homo sapiens HSPC038 protein (LOC51 123), mRNA 


NM 016037 


Homo sapiens CGI-94 protein (LOC5 1118), mRNA 


NM 016014 


Homo sapiens CGI-67 protein (LOC5 1 104), mRNA 


NM 015997 


Homo sapiens CGI-41 protein (LOC51093), mRNA 


NM 015974 


Homo sapiens lambda-crystallin (LOC51084), mRNA 


NM 015973 


Homo sapiens galanin-related peptide (LOC51083), mRNA 


NM 015972 


Homo sapiens RNA polymerase 1 16 kDa subunit (LOC51082), mRNA 


NM 015953 


Homo sapiens eNOS interacting protein (NOSIP), mRNA 


NM 015936 


Homo sapiens CGI-04 protein (LOC51067), mRNA 


NM 015895 


Homo sapiens geminin (LOC51053), mRNA 


NM 015882 


Homo sapiens RIG-like 5-6 (LOC51048), mRNA 


NM 015853 


Homo sapiens ORP (LOC5 1035), mRNA 


NM 016080 


Homo sapiens CGI-150 protein (LOC51031), mRNA 


NM 016078 


Homo sapiens CGI-148 protein (LOC51030), mRNA 


NM 016076 


Homo sapiens CGI-146 protein (LOC5 1029), mRNA 


NM_016052 


Homo sapiens CGI-115 protein (LOC51018), mRNA 


NM 016049 


Homo sapiens CGI-1 12 protein (LOC51016), mRNA 


NM 015940 


Homo sapiens CGI-10 protein (LOC51004), mRNA 


NM 016505 


Homo sapiens hypothetical protein (HSPC25 1), mRNA 


NM 016485 


Homo sapiens hypothetical protein (HSPC228), mRNA 


NM 016472 


Homo sapiens hypothetical protein (HSPC210), mRNA 


NM 016464 


Homo sapiens hypothetical protein (HSPC196), mRNA 


NM 016462 


Homo sapiens hypothetical protein (HSPC194), mRNA 


NM 016535 


Homo sapiens HSPC189 protein (HSPC189), mRNA 


NM 016404 


Homo sapiens hypothetical protein (HSPC152), mRNA 


NM 016403 


Homo sapiens hypothetical protein (HSPC148), mRNA 


NM 016399 


Homo sapiens hypothetical protein (HSPC132), mRNA 


NM 016395 


Homo sapiens butyrate-induced transcript 1 (HSPC121), mRNA 


NM 016387 


Homo sapiens hypothetical protein (HSPC060), mRNA 


NM 016101 


Homo sapiens hypothetical protein (HSPC03 1), mRNA 


NM_015918 


Homo sapiens homolog of yeast RNase MRP/RNase P protein Pop5 (POP5), 
mRNA 


NM 016257 


Homo sapiens hippocalcin-like protein 4 (HPCAL4), mRNA 


NM 016287 


Homo sapiens HP1-BP74 (HP1-BP74), mRNA 


NM 015888 


Homo sapiens hookl protein (HOOK1), mRNA 


NM 015852 


Homo sapiens Krueppel-related zinc finger protein (H-plk), mRNA 


NM 016451 


Homo sapiens coatomer protein complex, subunit beta (COPB), mRNA 


NM 015986 


Homo sapiens cytokine receptor-like factor 3 (CRLF3), mRNA 


NM 016204 


Homo sapiens growth differentiation factor 2 (GDF2), mRNA 


NM 016617 


Homo sapiens hypothetical protein (BM-002), mRNA 


NM 014822 


Homo sapiens SEC24 related gene family, member D (S. cerevisiae) (SEC24D), 
mRNA 
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NM 014059 


Homo sapiens RGC32 protein (RGC32), mRNA 


NM 014040 


Homo sapiens PTD015 protein (FTD015), mRNA 


NM 014039 


Homo sapiens PTD012 protein (PTD012), mRNA 


NM 014111 


Homo sapiens PRO2086 protein (PRO2086), mRNA 


NM 014106 


Homo sapiens PR01914 protein (PR01914), mRNA 


NM 014104 


Homo sapiens PRO1880 protein (PROl 880), mRNA 


NM_014100 


Homo sapiens PRO1770 protein (PRO1770), mRNA 


NM 014137 


Homo sapiens PRO0650 protein (PRO0650), mRNA 


NM 014127 


Homo sapiens PRO0456 protein (PRO0456), mRNA 


NM 014123 


Homo sapiens PRO0246 protein (PRO0246), mRNA 


NM 014114 


Homo sapiens PRO0097 protein (PRO0097), mRNA 


NM 014113 


Homo sapiens PRO0038 protein (PRO0038), mRNA 


NM 014048 1 


Homo sapiens KIAA1243 protein (KIAA1243), mRNA 


NM 015368 


Homo sapiens pannexin 1 (PANX1), mRNA 


NM 014910 


Homo sapiens KIAA1084 protein (KIAA1084), mRNA 


NM 014916 


Homo sapiens KIAA1079 protein (KIAA1079), mRNA 


NM 014967 


Homo sapiens KIAA10 18 protein (KIAA1018), mRNA 


NM 014953 


Homo sapiens mitotic control protein dis3 homolog (KIAA1008), mRNA 


NM 014954 


Homo sapiens KIAA0985 protein (KIAA0985), mRNA 


NM 014917 


Homo sapiens netrin Gl (KIAA0976), mRNA 


NM_0 14930 


Homo sapiens KIAA0972 protein (KIAA0972), mRNA 


NM 014907 


Homo sapiens KIAA0967 protein (KIAA0967), mRNA 


NM 014912 


Homo sapiens KIAA0940 protein (KIAA0940), mRNA 


NM_0 14021 


Homo sapiens KIAA0923 protein (KIAA0923), mRNA 


NM 014899 


Homo sapiens KIAA0878 protein (KIAA0878), mRNA 


NM 014951 


Homo sapiens KIAA0844 protein (KIAA0844), mRNA 


NM 014729 


Homo sapiens KIAA0808 gene product (KIAA0808), mRNA 


NM 014813 


Homo sapiens KIAA0806 gene product (KIAA0806), mRNA 


NM 014829 


Homo sapiens RNA helicase (KIAA0801), mRNA 


NM 014698 


Homo sapiens KIAA0792 gene product (KIAA0792), mRNA 


NM 014824 


Homo sapiens KIAA0769 gene product (KIAA0769), mRNA 


NM 014677 


Homo sapiens KIAA0751 gene product (KIAA0751), mRNA 


NM 014705 


Homo sapiens KIAA0716 gene product (KIAA0716), mRNA 


NM 014861 


Homo sapiens KIAA0703 gene product (KIAA0703), mRNA 


NM 014721 


Homo sapiens KJAA0680 gene product (KIAA0680), mRNA 


NM_0 14827 


Homo sapiens KIAA0663 gene product (KIAA0663), mRNA 


NM 014645 


Homo sapiens KIAA0635 gene product (KIAA0635), mRNA 


NM 014664 


Homo sapiens KIAA0615 gene product (KIAA0615), mRNA 


NM 014834 


Homo sapiens KIAA0563 gene product (KIAA0563), mRNA 


NM 014696 


Homo sapiens KIAA0514 gene product (KIAA0514), mRNA 


NM 014732 


Homo sapiens KIAA0513 gene product (KIAA0513), mRNA 


NM 014710 


Homo sapiens KIAA0443 gene product (KIAA0443), mRNA 


NM 014797 


Homo sapiens KIAA0441 gene product (KIAA0441), mRNA 


NM 014819 


Homo sapiens KIAA0438 gene product (KIAA0438), mRNA 


NM 015216 


Homo sapiens KIAA0433 protein (KIAA0433), mRNA 


NM 015251 


Homo sapiens KIAA0431 protein (KIAA0431), mRNA 


NMJH5185 


Homo sapiens Cdc42 guanine nucleotide exchange factor (GET) 9 (ARHGEF9), 
mRNA 


NM 014711 


Homo sapiens KIAA0419 gene product (KIAA0419), mRNA 


NM 015564 


Homo sapiens KIAA0416 protein (KIAA0416), mRNA 


NM 014778 


Homo sapiens KIAA0410 gene product (KIAA0410), mRNA 
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NM 014659 


Homo sapiens KIAA0377 gene product (KJAA0377), mRNA 


NM 014639 


Homo sapiens KIAA0372 gene product (KIAA0372), mRNA 


NM 014786 


Homo sapiens KIAA0337 gene product (KIAA0337), mRNA 


NM 014845 1 


Homo sapiens KIAA0274 gene product (KIAA.0274), mRNA 


NM 014745 


Homo sapiens KIAA0233 gene product (KIAA0233), mRNA 


NM 014643 


Homo sapiens KIAA0222 gene product (KIAA0222), mRNA 


NM 014674 


Homo sapiens KIAA0212 gene product (KIAA0212), mRNA 


NM 014720 


Homo sapiens Ste20-related serine/threonine kinase (SLK), mRNA 


NM 014761 


Homo sapiens KIAA0174 gene product (KIAA0174), mRNA 


NM 014730 


Homo sapiens KIAA.0152 gene product (KIAA0152), mRNA 


NM 014661 


Homo sapiens KIAA0140 gene product (KIAA0140), mRNA 


NM 014777 


Homo sapiens KIAA0133 gene product (KIAA0133), mRNA 


NM 014815 ] 


Homo sapiens KIAA0130 gene product (KIAA.0130), mRNA 


NM_014755 


Homo sapiens transcriptional regulator interacting with the PHS-bromodomain 2 
(TRIP-Br2), mRNA 


NM_014628 


Homo sapiens gene predicted from cDNA with a complete coding sequence 
(KIAA0110),mRNA 


NM 014814 


Homo sapiens KIAA0107 gene product (KIAA0107), mRNA 


NM 014752 


Homo sapiens KIAA0102 gene product (KIAA0102), mRNA 


NM 014780 


Homo sapiens KIAA0076 gene product (KIAA0076), mRNA 


NM 014882 


Homo sapiens KIAA0053 gene product (KIAA0053), mRNA 


NM 014750 


Homo sapiens KIAA0008 gene product (KIAA0008), mRNA 


NM_015684 


Homo sapiens mitochondrial ATP synthase regulatory component factor B 
(ATPW), mRNA 


NM 014186 


Homo sapiens HSPC166 protein (HSPC166), mRNA 


NM 014184 


Homo sapiens HSPC163 protein (HSPC163), mRNA 


NM 014181 


Homo sapiens HSPC159 protein (HSPC159), mRNA 


NM 014179 


Homo sapiens HSPC157 protein (HSPC157), mRNA 


NM 014166 


Homo sapiens HSPC126 protein (HSPC126), mRNA 


NM 014155 


Homo sapiens HSPC063 protein (HSPC063), mRNA 


NM 014038 


Homo sapiens HSPC028 protein (HSPC028), mRNA 


NM 014017 


Homo sapiens HSPC003 protein (HSPC003), mRNA 


NM 014053 


Homo sapiens FLVCR protein (FLVCR), mRNA 


NM 015400 


Homo sapiens DKFZP586N0721 protein (DKFZP586N0721), mRNA 


NM 015583 


Homo sapiens DKFZP586M0622 protein (DKFZP586M0622), mRNA 


NM 015485 


Homo sapiens DKPZP566K023 protein (DKFZP566K023), mRNA 


NM 014043 


Homo sapiens DKFZP5640123 proteinJDKFZP5640123), mRNA 


NM 015387 


Homo sapiens preimplantation protein 3 (PREI3), mRNA 


NM 014056 


Homo sapiens DKJFZP564K247 protein (DKFZP564K247), mRNA 


NM_015623 


Homo sapiens putative ankyrin-repeat containing protein (DKFZP564D166), 
mRNA 


NM 015582 


Homo sapiens DKFZP564B147 protein (DKFZP564B147), mRNA 


NM 015610 


Homo sapiens DKFZP434J154 protein (DKFZP434J154), mRNA 


NM 015590 


Homo sapiens DKFZP434F1735 protein (DKFZP434F1735), mRNA 


NM 015644 


Homo sapiens DKFZP434B103 protein (DKFZP434B103), mRNA 


NM 015396 


Homo sapiens DKFZP434A043 protein (DKFZP434A043), mRNA 


NM 014058 


Homo sapiens DESC1 protein (DESC1), mRNA 


NM 015680 


Homo sapiens hypothetical protein (CGI-57), mRNA 


NM 015379 


Homo sapiens brain protein 13 (BRI3), mRNA 


NM_0 14580 


Homo sapiens solute carrier family 2, (facilitated glucose transporter) member 8 
(SLC2A8),mRNA 


NM 014280 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 8 (DNAJC8), 
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mRNA 


NM 014313 


Homo sapiens small membrane protein 1 (SMP1), mRNA 


NM 014229 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GABA), 
member 1 1 (SLC6A1 1), mRNA 


NM 014575 


Homo sapiens schwannomin interacting protein 1 (SCHlFl), mRNA 


NMJU4402 


Homo sapiens low molecular mass ubiquinone-binding protein (9.5kD) (QP-C), 
mRNA 


NM_014394 


Homo sapiens growth hormone inducible transmembrane protein (GHTTM), 
mRNA 


NM_0 14225 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 
65), alpha isoform (PPP2R1 A), mRNA 


NM 014497 


Homo sapiens nuclear protein (NP220), mRNA 


NM 014399 


Homo sapiens tetraspan NET-6 protein (NET-6), mRNA 


NM 014889 


Homo sapiens metalloprotease 1 (pitrilysin family) (MP1), mRNA 


NM 014484 


Homo sapiens molybdenum cofactor synthesis 3 (MOCS3), mRNA 


NM 014447 


Homo sapiens arfaptin 1 (HSU52521), mRNA 


NM 014350 


Homo sapiens TNF-induced protein (GG2-1), mRNA 


NM_0 14478 


Homo sapiens calcitonin gene-related peptide-receptor component protein 
(CGRP-RCP),mRNA 


NM 014482 


Homo sapiens bone morphogenetic protein 10 (BMP 10), mRNA 


NM 014474 


Homo sapiens acid sphingomyelinase-like phosphodiesterase (ASML3B), 
mRNA 


NM 014480 


Homo sapiens zinc finger protein (AF020591), mRNA 


NM_014576 


Homo sapiens Apobec-1 complementation factor; APOBEC-1 stimulating 
protein (ACF), mRNA 


NM 005884 


Homo sapiens p21(CDKNlA)-activated kinase 4 (PAK4), mRNA 


NM 013434 


Homo sapiens calsenilin, presenilin binding protein, EF hand transcription factor 
(CSEN), mRNA 


NM 012446 


Homo sapiens single-stranded DNA binding protein 2 (SSBP2), mRNA 


NM 013235 


Homo sapiens putative ribonuclease HI (RNASE3L), mRNA 


NM 013349 


Homo sapiens secreted protein of unknown function (SPUF), mRNA 


NM 013323 


Homo sapiens sorting nexin 1 1 (SNX11), mRNA 


NM 013388 


Homo sapiens prolactin regulatory element binding (PREB), mRNA 


NM 013328 


Homo sapiens pyrroline 5-caiboxylate reductase isoform (P5CR2), mRNA 


NM 013370 


Homo sapiens pregnancy-induced growth inhibitor (OKL38), mRNA 


NM 013277 


Homo sapiens Rac GTPase activating protein 1 (RACGAP1), mRNA 


NM 013285 


Homo sapiens nucleolar GTPase (HUMAUANTIG), mRNA 


NM 013320 


Homo sapiens host cell factor 2 (HCF-2), mRNA 


NM 013391 


Homo sapiens dimethylglycine dehydrogenase precursor (DMGDH), mRNA 


NM 013253 


Homo sapiens dickkopf homolog 3 (Xenopus laevis) (DKK3), mRNA 


NMJH3339 


Homo sapiens dolichyl-P-Glc:Man9GlcNAc2-PP-dolichylglucosyltransferase 
(ALG6), mRNA 


NM 004120 


Homo sapiens guanylate binding protein 2, interferon-inducible (GBP2), mRNA 


NM 005690 


Homo sapiens dynamin 1-like (DNM1L), transcript variant 3, mRNA 


NM 012063 


Homo sapiens dynamin 1-like (DNM1L), transcript variant 2, mRNA 


NM 012470 


Homo sapiens transportin-SR (TRN-SR), mRNA 


NM 012252 


Homo sapiens transcription factor EC (TFEC), mRNA 


NM 012250 


Homo sapiens related RAS viral (r-ras) oncogene homolog 2 (RRAS2), mRNA 


NM 012249 


Homo sapiens ras-like protein (TC10), mRNA 


NM 012388 


Homo sapiens pallidin homolog (mouse) (PLDN), mRNA 


NM 012322 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM5), mRNA 


NM 012316 


Homo sapiens karyopherin alpha 6 (importin alpha 7) (KPNA6), mRNA 
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NM 012189 


Homo sapiens fibrousheathin II (FSP-2), mRNA 


NMJH2081 


Homo sapiens ELL-RELATED RNA POLYMERASE n, ELONGATION 
FACTOR (ELL2), mRNA 


NM_003996 


Homo sapiens glutathione peroxidase 5 (epididymal androgen-related protein) 
(GPX5), transcript variant 2, mRNA 


NM 005260 


Homo sapiens growth differentiation factor 9 (GDF9), mRNA 


NM 007352 


Homo sapiens elastase 3B, pancreatic (ELA3B), mRNA 


NM 006685 


Homo sapiens proline rich 3 (PROL3), mRNA 


NM__007357 


Homo sapiens low density lipoprotein receptor defect C complementing (LDLC), 
mRNA 


NM 004133 


Homo sapiens hepatocyte nuclear factor 4, gamma (HNF4G), mRNA 


NM_003144 


Homo sapiens signal sequence receptor, alpha (translocon-associated protein 
alpha) (SSR1), mRNA 


NM_007324 


Homo sapiens MAD, mothers against decapentaplegic homolog (Drosophila) 
interacting protein, receptor activation anchor (MADHIP), transcript variant 1, 
mRNA 


NM 007323 


Homo sapiens MAD, mothers against decapentaplegic homolog (Drosophila) 
interacting protein, receptor activation anchor (MADHIP), transcript variant 2, 
mRNA 


NM 005162 


Homo sapiens angiotensin receptor-like 2 (AGTRL2), mRNA 


NMJ)05501 


Homo sapiens integrin, alpha 3 (antigen CD49C, alpha 3 subunit of VLA-3 
receptor) (TTGA3), transcript variant b, mRNA 


NM 007144 


Homo sapiens zinc finger protein 144 (Mel-18) (ZNF144), mRNA 


NM 007286 


Homo sapiens synaptopodin (KIAA1029), mRNA 


NM 007199 


Homo sapiens interleukin-1 receptor-associated kinase M (IRAK-M), mRNA 


NM 007283 


Homo sapiens monoglyceride lipase (MGLL), mRNA 


NM 007241 


Homo sapiens EAP30 subunit of ELL complex (EAP30), mRNA 


NM 007212 


Homo sapiens ring finger protein 2 (RNF2), mRNA 


NM 007236 


Homo sapiens calcium binding protein P22 (CHP), mRNA 


NM 007063 


Homo sapiens vascular Rab-GAP/TBC-containing (VRP), mRNA 


NM 007027 


Homo sapiens topoisomerase (DNA) II binding protein (TOPBP1), mRNA 


NM_006938 


Homo sapiens small nuclear ribonucleoprotein Dl polypeptide (16kD) 
(SNRPD1), mRNA 


NMJ)06937 


Homo sapiens SMT3 suppressor of mif two 3 homolog 2 (yeast) (SMT3H2), 
mRNA 


NM 007029 


Homo sapiens stathmin-like 2 (STMN2), mRNA 


NM 007042 


Homo sapiens ribonuclease P (14kD) (RPP14), mRNA 


NM_006907 


Homo sapiens pyrroline-5-carboxylate reductase 1 (PYCR1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 007059 


Homo sapiens kaptin (actin binding protein) (KPTN), mRNA 


NM 007069 


Homo sapiens HRAS-like suppressor 3 (HRASLS3), mRNA 


NM 006895 


Homo sapiens histamine N-methyltransferase (HNMT), mRNA 


NM 007071 


Homo sapiens HERV-H LTR-associating 3 (HHLA3), mRNA 


NM 007067 


Homo sapiens histone acetyltransferase (HBOA), mRNA 


NM_007006 


Homo sapiens cleavage and polyadenylation specific factor 5, 25 kD subunit 
(CPSF5), mRNA 


NM_007053 


Homo sapiens natural killer cell receptor, immunoglobulin superfamily member 
(BY55), mRNA 


NM 006754 


Homo sapiens svnaptophvsin-like protein (SYPL), mRNA 


NM 006802 


Homo sapiens splicing factor 3a, subunit 3, 60kD (SF3A3), mRNA 


NM 006842 


Homo sapiens splicing factor 3b, subunit 2, 145kD (SF3B2), mRNA 


NM 006834 


Homo sapiens RAB32, member RAS oncogene family (RAB32), mRNA 
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NM 006875 


Homo sapiens pim-2 oncogene (PIM2), mRNA 


NM 006810 


Homo sapiens for protein disulfide isomerase-related (PDIR), mRNA 


NM 003609 


Homo sapiens HIRA interacting protein 3 (HIRIP3), mRNA 


NM 006820 


Homo sapiens chromosome 1 open reading frame 29 (Clorf29), mRNA 


NM 006848 


Homo sapiens hepatitis delta antigen-interacting protein A (DIP A), mRNA 


NMJ)06876 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
6 (B3GNT6), mRNA 


NM_006653 


Homo sapiens sue 1 -associated neurotrophic factor target 2 (FGFR signalling 
adaptor) (SNT-2), mRNA 


NM 006638 


Homo sapiens ribonuclease P, 40kD subunit (RPP40), mRNA 


NM 004163 


Homo sapiens RAB27B, member RAS oncogene family (RAB27B), mRNA 


NM_006713 


Homo sapiens activated RNA polymerase H transcription cofactor 4 (PC4), 
mRNA 


NM 006601 


Homo sapiens unactive progesterone receptor, 23 kD (P23), mRNA 


NM 006675 


Homo sapiens tetraspan transmembrane 4 super family (NET-5), mRNA 


NM 006501 


Homo sapiens myelin-associated oligodendrocyte basic protein (MOBP), mRNA 


NM 006612 


Homo sapiens kinesin family member 1C (KIF1C), mRNA 


NM_006567 


Homo sapiens phenylalanine-tRNA synthetase (FARS1), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_006594 


Homo sapiens adaptor-related protein complex 4, beta 1 subunit (AP4B1), 
mRNA 


NM_006621 


Homo sapiens S-adenosylhomocysteine hydrolase-like 1 (AHCYL1), mRNA 


NM 006472 


Homo sapiens thioredoxin interacting protein (TXNIP), mRNA 


NM 006388 


Homo sapiens HIV-1 Tat interactive protein, 60 Id) (HTATIP), mRNA 


NMJ)06281 


Homo sapiens serine/threonine kinase 3 (STE20 homolog, yeast) (STK3), 
mRNA 


NM 006401 


Homo sapiens acidic protein rich in leucines (SSP29), mRNA 


NM 006425 


Homo sapiens step II splicing factor SLU7 (SLU7), mRNA 


NM_006359 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 6 
(SLC9A6), mRNA 


NM 006328 


Homo sapiens RNA binding motif protein 14 (RBM14), mRNA 


NM_006466 


Homo sapiens polymerase (RNA) EI (DNA directed) polypeptide F (39 kD) 
(POLR3F), mRNA 


NM 006467 


Homo sapiens polymerase (RNA) m (DNA directed) (32kD) (RPC32), mRNA 


NM 006397 


Homo sapiens ribonuclease HI, large subunit (RNASEHI), mRNA 


NM 006443 


Homo sapiens putative c-Myc-responsive (RCL), mRNA 


NM 006390 


Homo sapiens RAN binding protein 8 (RANBP8), mRNA 


NM 006256 


Homo sapiens protein kinase C-like 2 (PRKCL2), mRNA 


NM 006254 


Homo sapiens protein kinase C, delta (PRKCD), mRNA 


NM 006229 


Homo sapiens pancreatic lipase-related protein 1 (PNLIPRP1), mRNA 


NM_006319 


Homo sapiens CDP-diacylglycerol— inositol 3-phosphatidyltransferase 
(phosphatidylinositol synthase) (CDIPT), mRNA 


NMJ)06219 


Homo sapiens phosphoinositide-3-kinase, catalytic, beta polypeptide (PIK3CB), 
mRNA 


NM 006346 


Homo sapiens progesterone-induced blocking factor 1 (PIBF1), mRNA 


NMJW6473 


Homo sapiens TAF6-like RNA polymerase n, p300/CBP-associated factor 
(PCAF)-associated factor, 65 kD (TAF6L), mRNA 


NM 006396 


Homo sapiens Sjogren's syndrome/scleroderma autoantigen 1 (SSSCA1), mRNA 


NM_006428 


Homo sapiens melanoma-associated antigen recognised by cytotoxic T 
lymphocytes (MAAT1), mRNA 


NM 006475 


Homo sapiens osteoblast specific factor 2 (fasciclin I-like) (OSF-2), mRNA 


NM 006392 


Homo sapiens nucleolar protein 5A (56kD with KKE/D repeat) (NOL5A), 
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mRNA 


NM 006417 


Homo sapiens interferon-induced, hepatitis C-associated microtubular aggregate 
protein (44kD) (MTAP44), mRNA 


NM 006405 


Homo sapiens transmembrane 9 superfamily member 1 (TM9SF1), mRNA 


NM 006471 


Homo sapiens myosin, light polypeptide, regulatory, non-sarcomeric (20kD) 
(MLCB), mRNA 


NM 006152 


Homo sapiens lvmphoid-restricted membrane protein (LRMP), mRNA 


NM 006460 


Homo sapiens HMBA-inducible (HIS1), mRNA 


NM 006365 1 


Homo sapiens transcriptional activator of the c-fos promoter (CROC4), mRNA 


NM_006135 


Homo sapiens capping protein (actin filament) muscle Z-line, alpha 1 
(CAPZA1), mRNA 


NM 006086 


Homo sapiens tubulin, beta, 4 (TUBB4), mRNA 


NM 005761 


Homo sapiens plexin CI (PLXNC1), mRNA 


NM 005724 


Homo sapiens tetraspan 3 (TSPAN-3), mRNA 


NM 005646 


Homo sapiens TAR (HIV) RNA binding protein 1 (TARBP1), mRNA 


NM_005819 


Homo sapiens syntaxin 6 (STX6), mRNA 


NM 005866 


Homo sapiens sigma receptor (SR31747 binding protein 1) (SR-BP1), mRNA 


NM 005842 


Homo sapiens sprouty homolog 2 (Drosophila) (SPRY2), mRNA 


NM 005626 


Homo sapiens splicing factor, arginine/serine-rich 4 (SFRS4), mRNA 


NM 005770 


Homo sapiens small EDRK-rich factor 2 (SERF2), mRNA 


NM 005805 


Homo sapiens 26S proteasome -associated padl homolog (POH1), mRNA 


NM 005746 

lllil WWW 9 ' V 


Homo sapiens pre -B -cell colony-enhancing factor (PBEF), mRNA 


NM_005869 


Homo sapiens serologically defined colon cancer antigen 10 (SDCCAG10), 
mRNA 


NM 005787 


Homo sapiens Not56 (D. melanogaster)-like protein (NOT56L), mRNA 


NM 005792 


Homo sapiens M-phase phosphoprotein 6 (MPHOSPH6), mRNA 


NM_005693 


Homo sapiens nuclear receptor subfamily 1, group H, member 3 (NR1H3), 
mRNA 


NM 005799 


Homo sapiens PDZ domain protein (Drosophila inaD-like) (INADL), mRNA 


NM 005713 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) binding protein 
(COL4A3BP), transcript variant 1, mRNA 


NM 005878 


Homo sapiens trinucleotide repeat containing 3 (TNRC3), mRNA 


NM 005875 


Homo sapiens translation factor suil homolog (GC20), mRNA 


mm 005838 


Homo sapiens glycine-N-acyltransferase (GLYAT), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 005754 


Homo sapiens Ras-GTPase-activating protein SH3 -domain-binding protein 
(G3BP), mRNA 


NM 005764 


Homo sapiens epithelial protein up-regulated in carcinoma, membrane associated 
protein 1 7 (DD96), mRNA 


NM 005694 


Homo sapiens COX 17 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX17), nuclear gene encoding mitochondrial protein, mRNA 


"MM 005506 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin 
receptor)-like 2 Gysosomal integral membrane protein II) (CD36L2), mRNA 


NM 005881 


Homo sapiens branched chain alpha-ketoacid dehydrogenase kinase (BCKDK), 
mRNA 


NM_005718 


Homo sapiens actin related protein 2/3 complex, subunit 4 (20 kD) (ARPC4), 
mRNA 


NMJ)05717 


Homo sapiens actin related protein 2/3 complex, subunit 5 (16 kD) (ARPC5), 
mRNA 


NM_005829 


Homo sapiens adaptor-related protein complex 3, sigma 2 subunit (AP3S2), 
mRNA 


NM 005814 


Homo sapiens glycoprotein A33 (transmembrane) (GPA33), mRNA 
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NM_005406 


Homo sapiens Rho-associated, coiled-coil containing protein kinase 1 (ROCK1), 
mRNA 


NMJ)05399 


Homo sapiens protein kinase, AMP-activated, beta 2 non-catalytic subunit 
(PRKAB2), mRNA 


NM 005396 


Homo sapiens pancreatic lipase-related protein 2 (PNLIPRP2), mRNA 


NM 005489 


Homo sapiens SH2 domain-containing 3C (SH2D3C), mRNA 


NMJ)05479 


Homo sapiens frequently rearranged in advanced T-cell lymphomas (FRAT1), 
mRNA 


NM 005154 


Homo sapiens ubiquitin specific protease 8 (USP8), mRNA 


NM_005066 


Homo sapiens splicing factor proline/glutamine rich (polypyrimidine tract 
binding protein associated) (SFPQ), mRNA 


NM_005123 


Homo sapiens nuclear receptor subfamily 1, group H, member 4 (NR1H4), 
mRNA 


NM 005046 


Homo sapiens kallikrein 7 (chymotryptic, stratum corneum) (KLK7), mRNA 


NM 005030 


Homo sapiens polo-like kinase (Drosophila) (PLK), mRNA 


NM 005014 


Homo sapiens osteomodulin (OMD), mRNA 


NM_005003 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, alpha/beta subcomplex, 1 
(8kD, SDAP) (NDUFAB 1), mRNA 


NM_004941 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 8 (RNA 
helicase) (DDX8), mRNA 


NM 004205 


Homo sapiens ubiquitin specific protease 2 (USP2), mRNA 


NM 004818 


Homo sapiens prp28, U5 snRNP 100 kd protein (U5-100K), mRNA 


NM 004275 


Homo sapiens TRF-proximal protein (TRFP), mRNA 


NM 004272 


Homo sapiens Homer, neuronal immediate early gene, IB (SYN47), mRNA 


NM 004177 


Homo sapiens syntaxin 3 A (STX3A), mRNA 


NM_004719 


Homo sapiens splicing factor, arginine/serine-rich 2, interacting protein 
(SFRS2IP), mRNA 


NMJJ04175 


Homo sapiens small nuclear ribonucleoprotein D3 polypeptide (18kD) 
(SNRPD3), mRNA 


NM_004592 


Homo sapiens splicing factor, arginine/serine-rich 8 (suppressor-of-white-apricot 
homolog, Drosophila) (SFRS8), mRNA 


NM_004799 


Homo sapiens MAD, mothers against decapentaplegic homolog (Drosophila) 
interacting protein, receptor activation anchor (MADHIP), transcript variant 3, 
mRNA 


NM 004875 


Homo sapiens RNA polymerase I subunit (RPA40), mRNA 


NM 004292 


Homo sapiens ras inhibitor (REST1), mRNA 


NM 004815 


Homo sapiens PTPL1 -associated RhoGAP 1 (PARG1), mRNA 


NM 004772 


Homo sapiens P3 1 1 protein (P3 1 1), mRNA 


NM_004553 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 6 (13kD) 
(NADH-coenzyme Q reductase) (NDUFS6), mRNA 


NMJ)04549 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, subcomplex unknown, 2 
(14.5kD, B 14.5b) (NDUFC2), mRNA 


NM 004271 


Homo sapiens MD-1, RP105-associated (MD-1), mRNA 


NMJ)04672 


Homo sapiens mitogen-activated protein kinase kinase kinase 6 (MAP3K6), 
mRNA 


NMJ)04828 


Homo sapiens lymphocyte antigen 95 (activating NK-receptor; NK-p44) (LY95), 
mRNA 


NMJ)04735 


Homo sapiens leucine rich repeat (in FLIT) interacting protein 1 (LRRFIP1), 
mRNA 


NM 004811 


Homo sapiens leupaxin (LPXN), mRNA 


NM_004522 


Homo sapiens kinesin family member 5C (KIF5C), mRNA 


NM 004905 


Homo sapiens anti-oxidant protein 2 (non-selenium glutathione peroxidase, 
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acidic calcium-independent phospholipase A2) (KIAA0106), mRNA 


XTlVvT f\f\AT7f\ 

JNJYL_UU4 / f\) 


Homo sapiens potassium voltage-gated channel, Shab-related subfamily, member 
Z (KCNxizj, mKNA 


NM UU4o4o 


Homo sapiens basement membrane-induced gene (ICB-1), mRNA 


NM_004763 


Homo sapiens integrin cytoplasmic domain-associated protein 1 (ICAP-1A), 
transcript variant l, mRNA 


JNM_UU4ol4 


Homo sapiens U5 snRNP-specific 40 kDa protein (hPrp8-binding) (HPRP8BP), 
mRNA 


NM 004839 


Homo sapiens Homer, neuronal immediate early gene, 2 (HOMER-2B), mRNA 


XTfc if Art A A 

NM 004684 


Homo sapiens SPARC-like l (mast9, hevin) (SPARCLl), mRNA 


NM_004832 


Homo sapiens glutathione-S-transferase like; glutathione transferase omega 
(OSTTLp28), mRNA 


NM 004486 


Homo sapiens golgi autoantigen, golgin subfamily a, 2 (GOLGA2), mRNA 


NM 004125 


Homo sapiens guanine nucleotide binding protein 10 (GNGIO), mRNA I 


NMJ)04483 


Homo sapiens glycine cleavage system protein H (aminomethyl carrier) (GCSH), 
mRNA 


NM 004767 


Homo sapiens endothelin type b receptor-like protein 2 (ET(B)R-LP-2), mRNA 


VTIVif AAyl-rfvfA 

NM 004440 


T T _ 1 A *1 fln T"»T T A T\ "VTA 

Homo sapiens EphA7 (EPHA7), mRNA 


NMJJ04757 


Homo sapiens small inducible cytokine subfamily E, member 1 (endothelial 
monocyte-activating) (SCYE1), mRNA 


NM_UU4427 


Homo sapiens early development regulator 2 (polyhomeotic 2 homolog) (EDR2), 
mRNA 


NM U044ZZ 


Homo sapiens dishevelled, dsh homolog 2 (Drosophila) (DVL2), mRNA 


NM 004416 


Homo sapiens deltex homolog 1 (Drosophila) (DTX1), mRNA 


NM 004073 


Homo sapiens cytokine-inducible kinase (CNK), mRNA 


xta /f r\r\A nc 
NM_UU43o5 


Homo sapiens centrin, EF-hand protein, 3 (CDC31 homolog, yeast) (CETN3), 
mKNA 


XTTV>T AA/t/TOA 

NM 0U46o0 


Homo sapiens chrornodomain protein, Y chromosome, 1 (CDY1), mRNA 


NM U042yl 


Homo sapiens cocaine- and amphetamine-regulated transcript (CART), mRNA 


NM_004330 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 2 (BNIP2), 
mRNA 


XTA4" AA/fAO/t 

NM UU40z4 


Homo sapiens activating transcription factor 3 (ATF3), mRNA 


NM 001177 


Homo sapiens ADP-ribosylation factor-like 1 (ARL1), mRNA 


NM UU1j4d 


Homo sapiens immature colon carcinoma transcript 1 (ICT1), mRNA 


XTA A~ A A 1 COl 
NM UU15JJ 


Homo sapiens heterogeneous nuclear ribonucleoprotein L (HNRPL), mRNA 


XTA/T A A 1 CAO 

NM_UUljOy 


Homo sapiens glutathione peroxidase 5 (epididymal androgen-related protein) 
(LrrA5), transcript variant 1, mRNA 


NM UUU4y 


Homo sapiens aspartyl-tRNA synthetase (DARS), mRNA 


XNm._UU I 


Homo sapiens C-terminal binding protein 2 (CTBP2), transcript variant 1, 
mKJNA 


NM 000082 


Homo sapiens Cockayne syndrome 1 (classical) (CKN1), mRNA 


INM uuiz/ / 


Homo sapiens choline kinase (CHK), mRNA 


NM_001087 


Homo sapiens angio-associated, migratory cell protein (AAMP), mRNA 


INM uujyyy 


Homo sapiens oncostatin M receptor (OSMR), mRNA 


NM_003904 


Homo sapiens zinc finger protein 259 (ZNF259), mRNA 


NM 003385 


Hatha ^amVnc vici-nin-lilrp' 1 f\/QXTT 1\ mD XI A 


NM_003348 


Homo sapiens ubiquitin-conjugating enzyme E2N (UBC13 homolog. yeast) 
(UBE2N), mRNA 


NM_003341 


Homo sapiens ubiquitin-conjugating enzyme E2E 1 (UBC4/5 homolog. yeast) 
(UBE2E1), mRNA 


NM_003339 


Homo sapiens ubiquitin-conjugating enzyme E2D 2 (UBC4/5 homolog, yeast) 
(UBE2D2), mRNA 
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NM 003115 


Horoo sapiens UDP-N-acteylglucosaminepyrophosphorylase 1 (UAP1), mRNA 


NM_003305 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
3 (TRPC3), mRNA 


NM 003596 


Homo sapiens tyrosylprotein sulfotransferase 1 (IPST1), mRNA 


NM_003747 


Homo sapiens tankyrase, TRF1 -interacting ankyrin-related ADP-ribose 
polymerase (TNKS), mRNA 


NM 003569 


Homo sapiens syntaxin 7 (STX7), mRNA 


NM 003164 


Homo sapiens syntaxm 5A (STX5 A), mRNA 


NM 003764 


Homo sapiens syntaxin 1 1 (STX1 1), mRNA 


NM 003133 


Homo sapiens signal recognition particle 9kD (SRP9), mRNA 


NM 003136 


Homo sapiens signal recognition particle 54kD (SRP54), mRNA 


NMJ)03131 


Homo sapiens serum response factor (c-fos serum response element-binding 
transcription factor) (SRF), mRNA 


NM 003795 


Homo sapiens sorting nexin 3 (SNX3), mRNA 


NM 003096 


Homo sapiens small nuclear ribonucleoprotein polypeptide G (SNRPG), mRNA 


NM 003093 


Homo sapiens small nuclear ribonucleoprotein polypeptide C (SNRPC), mRNA 


NM_003080 


Homo sapiens sphingomyelin phosphodiesterase 2, neutral membrane (neutral 
sphingomyelinase) (SMPD2), mRNA 


NM_003059 


Homo sapiens solute carrier family 22 (organic cation transporter), member 4 
(SLC22A4), mRNA 


NM_003033 


Homo sapiens sialyltransferase 4A (beta-galactosidase alpha-2,3- 
sialytransferase) (SIAT4A), mRNA 


NM_003952 


Homo sapiens ribosomal protein S6 kinase, 70kD, polypeptide 2 (RPS6KB2), 
mRNA 


NM 003729 


Homo sapiens RTC domain containing 1 (RTCD1), mRNA 


NM 002937 


Homo sapiens ribonuclease, RNase A family, 4 (RNASE4), mRNA 


NM_003804 


Homo sapiens receptor (TNFRSF)-interacting serine-trireonine kinase 1 
(RIPK1), mRNA 


NM_002898 


Homo sapiens RNA binding motif, single stranded interacting protein 2 
(RBMS2), mRNA 


NM 002886 


Homo sapiens RAP2B, member of RAS oncogene family (RAP2B), mRNA 


NM 003953 


Homo sapiens myelin protein zero-like 1 (MPZL1), mRNA 


NM_002809 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 3 
(PSMD3), mRNA 


NM 002771 


Homo sapiens protease, serine, 3 (trypsin 3) (PRSS3), mRNA 


NM 002757 


Homo sapiens mitogen-activated protein kinase kinase 5 (MAP2K5), mRNA 


NM 002754 


Homo sapiens mitogen-activated protein kinase 13 (MAPK13), mRNA 


NM_003668 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 5 
(MAPKAPK5), mRNA 


NM_002718 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B" (PR 
72), alpha isoform and (PR 130), beta isoform (PPP2R3), mRNA 


NM_003622 


Homo sapiens PTPRF interacting protein, binding protein 1 (liprin beta 1) 
(PPFIBP1), mRNA 


NM_003626 


Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 
(PTPRF), interacting protein (hprm), alpha 1 (PPFIA1), mRNA 


JNM UOlboy 


Homo sapiens polymerase (DNA-directeaj, alpha (70kD) (POLA2), mRNA 


NM_002685 


Homo sapiens polymyositis/scleroderma autoantigen 2 (lOOkD) (PMSCL2), 
mRNA 


NM 003876 


Homo sapiens putative receptor protein (PMT), mRNA 


NM 002670 


Homo sapiens plastin 1 (I isoform) (PLS1), mRNA 


NM 002664 


Homo sapiens pleckstrin (PLEK), mRNA 


NM 003559 


Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type II, beta 
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(PIP5K2B), mRNA 


NM_003629 


Homo sapiens phosphoinositide-3-kinase, regulatory subunit, polypeptide 3 (p55, 
gamma) (PIK3R3), mRNA 


NM_002649 


Homo sapiens phosphoinositide-3 -kinase, catalytic, gamma polypeptide 
(PIK3CG), mRNA 


NM 002624 


Homo sapiens prefoldin 5 (PFDN5), mRNA 


NM 003846 


Homo sapiens peroxisomal biogenesis factor 1 IB (PEX1 IB), mRNA 


NM 002617 


Homo sapiens peroxisome biogenesis factor 10 (PEX10), mRNA 


NM 002611 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 2 (PDK2), mRNA 


NM_000923 


Homo sapiens phosphodiesterase 4C; cAMP-specific (phosphodiesterase El 
dunce homolog, Drosophila) (PDE4C), mRNA 


NM 002599 


Homo sapiens phosphodiesterase 2A, cGMP-stimulated (PDE2A), mRNA 


NM 002504 


Homo sapiens nuclear transcription factor, X-box binding 1 (NFX1), mRNA 


NM 002482 


Homo sapiens nuclear autoantigenic sperm protein (histone-binding) (NASP), 
mRNA 


NM_003826 


Homo sapiens N-ethylmaleimide-sensitive factor attachment protein, gamma 
(NAPG), mRNA 


NM 002465 


Homo sapiens myosin binding protein C, slow type (MYBPC1), mRNA 


NM 002461 


Homo sapiens mevalonate (diphospho) decarboxylase (MVD), mRNA 


NM_003676 


Homo sapiens degenerative spermatocyte homolog, lipid desaturase (Drosophila) 
(DEGS), mRNA 


NM_002307 


Homo sapiens lectin, galactoside-binding, soluble, 7 (galectin 7) (LGALS7), 
mRNA 


NM 002271 


Homo sapiens karyopherin (importin) beta 3 (KPNB3), mRNA 


NM 002270 


Homo sapiens karyopherin (importin) beta 2 (KPNB2), mRNA 


NM 002214 


Homo sapiens integrin, beta 8 (ITGB8), mRNA 


NM_002204 


Homo sapiens integrin, alpha 3 (antigen CD49C, alpha 3 subunit of VLA-3 
receptor) (ITGA3), transcript variant a, mRNA 


NM 001560 


Homo sapiens interleukin 13 receptor, alpha 1 (IL13RA1), mRNA 


NM_002163 


Homo sapiens interferon consensus sequence binding protein 1 (ICSBP1), 
mRNA 


NM 002156 


Homo sapiens heat shock 60kD protein 1 (chaperonin) (HSPD1), mRNA 


NM 002149 


Homo sapiens hippocalcin-like 1 (HPCAL1), mRNA 


NM_003947 


Homo sapiens huntingtin-associated protein interacting protein (duo) (HAPIP), 
mRNA 


NM_003665 


Homo sapiens ficolin (collagen/fibrinogen domain containing) 3 (Hakata 
antigen) (FCN3), mRNA 


NM 000842 


Homo sapiens glutamate receptor, metabotropic 5 (GRM5), mRNA 


NM_002053 


Homo sapiens guanylate binding protein 1, interferon-inducible, 67kD (GBP1), 
mRNA 


NM_001482 


Homo sapiens glycine amidinotransferase (L-arginine:glycine 
amidinotransferase) (GATM), mRNA 


NM 002044 


Homo sapiens galactokinase 2 (GALK2), mRNA 


NM 001417 


Homo sapiens eukaryotic translation initiation factor 4B (EIF4B), mRNA 


NM_003758 


Homo sapiens eukaryotic translation initiation factor 3, subunit 1 (alpha, 35kD) 
(EIF3S1), mRNA 


NM_001404 


Homo sapiens eukaryotic translation elongation factor 1 gamma (EEF1G), 
mRNA 


NM_001960 


Homo sapiens eukaryotic translation elongation factor 1 delta (guanine 
nucleotide exchange protein) (EEF1D), mRNA 


NM 003792 


Homo sapiens endothelial differentiation-related factor 1 (EDF1), mRNA 


NM 003974 


Homo sapiens docking protein 2, 56kD (DOK2), mRNA 
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Homo sapiens double C2-like domains, alpha (DOC2A), mRNA 


NM 001883 


Homo sapiens corticotropin releasing hormone receptor 2 (CRHR2), mRNA 


NM 001873 


TT^ " 1 _ j ■ 1 _ Tp» f f~\ 1 IT"* \ T*» "VTA 

Homo sapiens carboxypeptidase E (CPE), mRNA 


Xni k f\t\ 1 

NM 001782 


Homo sapiens CD72 antigen (CD72), mRNA 


XTfc Jt AA11 f *S 

NM_001762 


Homo sapiens chaperonin containing TCP1, subunit 6A (zeta 1) (CCT6A), 

T>XT A 

mRNA 


XTX it rvrto ni /■ 

NM 003716 


Homo sapiens Ca2+-dependent activator protein for secretion (CADPS), mRNA 


NM_003986 


Homo sapiens butyrobetaine (gamma), 2-oxoglutarate dioxygenase (gamma- 
butyrobetaine hydroxylase) 1 (BBOX1), mRNA 


NM 001674 


Homo sapiens activating transcription factor 3 (ATF3), mRNA 


NM 001173 


Homo sapiens Rho GTPase activatingjprotein 5 (ARHGAP5), mRNA 


NM 025065 


Homo sapiens RNA processing factor 1 (RPF1), mRNA 


NM 024907 


Homo sapiens F-box protein FBG4 (FBG4), mRNA 


NM 025194 


Homo sapiens inositol 1,4,5-trisphosphate 3-kinase C (1TPKC), mRNA 


NM_0 14203 


Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1), 
mRNA 


NM 130786 


Homo sapiens alpha-l-B glycoprotem (AlBG), mRNA 


XT\ J AO 1 A OO 

NM 031482 


Homo sapiens hypothetical protein DKFZp586I04l8 (DKFZP586I0418), mRNA 


NM U154iy 


Homo sapiens adhcan (DKFZp564Il922), mRNA 


NM 015683 


Homo sapiens hypothetical protein (CLONE24945), mRNA 


XTTV K A1 f /OO 

NM 015638 


Homo sapiens chromosome 20 open reading frame 1 88 (C20orfl88), mRNA 


NM 080737 


Homo sapiens synaptotagmin-like 4 (granuphilin-a) (SYTL4), mRNA 


NM 080723 


Homo sapiens vesicular membrane protein j>24 (VMP), mRNA 


NM 080678 


Homo sapiens NEDD8~conjugating enzyme (NCE2), mRNA 


NM 080668 


Homo sapiens similar to RIKEN cDNA 2610036L13 (MGC16386), mRNA 


NM_080666 


Homo sapiens similar to RIKEN cDNA 2600001 Al 1 gene (LOCI 12840), 
mRNA 


NM 080663 


Homo sapiens similar to RIKEN cDNA 4933424N09 gene (MGC16943), mRNA 


NM 080661 


Homo sapiens similar to RIKEN cDNA 0610008P16 gene (MGC15937), mRNA 


\r» / AOA/T ft 

NM 080658 


Homo sapiens similar to RIKEN cDNA 0610006H10 gene (MGC9740), mRNA 


NM_080656 


Homo sapiens similar to RIKEN cDNA A430101B06 gene (MGC13017), 
mRNA 


NM 080651 


Homo sapiens similar to RIKEN cDNA 1810038N03 gene (MGC9890), mRNA 


NM 080650 


Homo sapiens similar to RIKEN cDNA 573042 1E1 8 gene (MGC 14798), mRNA 


NM 080604 


Homo sapiens tight junction protein 4 (peripheral) (TJP4), mRNA 


XT\ K AOAim 

NM 080552 


Homo sapiens vesicular inhibitory amino acid transporter (VIAAT), mRNA 


NM 080429 


Homo sapiens aquaporin 10 (AQP10), mRNA 


\T» A1 OOA1 

NM 018897 


Homo sapiens axonemal dynein heavy chain 7 (DNAH7), mRNA 


NM 015570 


Homo sapiens autism-related protein 1 (KIAA0442), mRNA 


XTX X A1 C11« 

NM 015132 


Homo sapiens sorting nexin 13 (SNX13), mRNA 


XT\ X ATI /in 

NM_022457 


Homo sapiens similar to constitutive photomorphogenic protein 1 (Arabidopsis) 
(FU10416), mRNA 


XTTVyf 

NM_U3UOJ6 


Homo sapiens putative ankyrin-repeat containing protein (DKFZP564D166), 

T> XT A 

mRNA 


XTA/f fKOIQ 
JNIVI UDoZZy 


Homo sapiens F-box only protein 32 (FBX032), mRNA. | 


NM 058188 


nuui ^ fc<ipieiifc ^xiromosome zi open reaamg rrame 0/ {uziorio / ), itikina 


NM 058187 


Homo sapiens chromosome 21 open reading frame 63 (C21orf63), mRNA 


NM 058171 


Homo sapiens INGl-like tumor suppressor protein (INGl-like), mRNA 


NM 058167 


Homo sapiens ubiquitin conjugating enzyme 6 (Ubc6p), mRNA 


NM 015242 


Homo sapiens centaurin, delta 2 (CENTD2), mRNA 


NM 054114 


Homo sapiens hypothetical protein FLJ3263 1 (FLJ32631), mRNA 


NM 054111 


Homo sapiens inositol hexaphosphate kinase 3 (1HPK3), mRNA 
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NM 0^4108 


TTrvmn earn mi c TT-rpv1 fi7_1iW» «r/\+*Mii ^ /XTPT P<C\ -ml? XT A 

nuiiiu bapiciio ix-icvii//-uKe protein j ^xijki j mKJNA 


NM 020704 




NM 0S40^2 


T-Tntrin Qflnipn^ fr TYrntprn-rvvml^rl rprpntnr 1M"R (TV"4 /A/TP (TV -ml? XT A 
nuiiiu oapiciio vj piuiciii-ouupicu rcccpiur ivixv^j^vt yjyiJxxjAA-j, mKJNA 


NM 0^40^1 


xiuiiiu sapiens vj proiein-coupiea receptor ivjjvvj.A.j ^iViixvjryvJj, ixiKiN A 


NM 0^40^0 


jtionro sapiens vj protein-coupieo receptor jvijvvjAz yviJKAjAzj, rnKJN A 


NM fK4fi93 


rionio sapiens uierogioDin-reiatea protein l ^uoxvx i j, iriKJNA 


NM 0S4O94 


nomo sapiens meianoma luniDnory acnviiy proiein z v iVUAzJ, niKJNA 


1N1V1 Ujiy^+O 


iiorno sapiens ceniaunn, ganinia j ^UJcJN l vjj j, inKiN A 


NM 052860 


Homo sapiens kruppel-like zinc finger protein (ZNF300), inKNA 


INIVl 10,5104 


xiomo sapiens cation cnannei ot sperm (CAlorliK), mRNA 


INM UjjUjj 


tiomo sapiens or 1j -associated tactor 42 (olAb42), itiRNA 


JNJYL IOJU45 


Homo sapiens nypotnetical protein MGC16384 (MGC16384), mRNA 


JNM UO.JU4/ 


Homo sapiens nypotnetical protem MGC16063 (MGC16063), mRNA 


xr\/f a<cqa/1a 
JNIVl UjjUhU 


Homo sapiens riNAo-lzJ (LOLo50zo), niRNA 




Homo sapiens UDP glycosyltransferase 2 family, polypeptide B28 (UGT2B28), 

mKJNA 


1NJ.VJL lOJvUl 


xiomo sapiens oaa-siappea-reiatea ZA protein (UoK2), mRNA 


NM 0S9QQ7 


nomo sapiens oreasi cancer anngen jn y -r>K- 1 ^jn Y-rJK-l), TTtKINA 


NM 052971 


Homo sapiens liver-expressed antimicrobial peptide 2 (LEAP-2), mRNA 


INivl lOZiOO 


Homo sapiens medium-chain acyl-CoA synthetase (MACS1), mRNA 


"MM fK9Q49 
IN 1V1 \J J Z I/HZ 


Homo sapiens guanylate binding protein 5 (GBP5), mRNA 


"mtv/t aciqti 

INivl j 1 


Homo sapiens activating NK receptor (KALI), mRNA 


INIVl lOZo/y 


Homo sapiens c-Mpl binding protein (LOCI 1325 1), mRNA 


NM 030928 


Homo sapiens DNA replication factor (CDT1), mRNA 


vnvyf HO^IC^ 
1NM_UZJ i oD 


Homo sapiens putative ankyrin-repeat containing protein (DKFZP564D1 66), 

mKJNA 


JNIVl UIDl/y 


Homo sapiens JsiAAUoyu protem (JsiAA0690), mRNA 


XNJY1 U.5JOZO 


Homo sapiens JMl 1 protein (JM1 1), mRNA 


JNIVl UZZ/OJ 


Homo sapiens golgi pnospnoprotem 1 (GOLPH1), mRNA 


"MAyf fY*l^A7 
lNlvl_lO jD*f / 


Homo sapiens nypotnetical gene MGC16733 similar to CG12113 (MGC 16733), 

mKJNA 


1N1V1 lOZZOo 


Homo sapiens nerve injury gene 283 (NIN283), mRNA 


J.N1V1 UIOIO/ 


Homo sapiens retinoic acid repressible protein (RARG-1), mRNA 


NM 033414 


Homo sapiens hypothetical protein MGC17552 (MGC17552), mRNA 




Homo sapiens non-canonical ubquitin conjugating enzyme 1 (NCUBE1), mRNA 


xr\/f nun 7 

JNIVl UjJjX/ 


Homo sapiens nypotnetical gene ZD52F10 (ZD52F10), mRNA 


INM lOJZOO 


Homo sapiens ER to nucleus signalling 2 (ERN2), mRNA 


JNIVl 101:03 


Homo sapiens JN YD-br 12 protein (NYD-br 12), mRNA 


INIVl IOjZIU 


nomo sapiens nypotnetical protein rLJ14o55 (rLJ14855), mRNA 


1N1V1__10JZ1 1 


nomo sapiens nypotnetical gene supported by Ar 03 8 182; BC009203 

\^\J\yy\}^jo^ mKJNA 


NM 03^1 Q4 


nomo sapiens small neat shock protem &y ^Hspuyj, mKJNA 


NM 032122 


Homo sapiens dystrobrevin binding protein 1 (DTNBP1), mRNA 


"NM n/>fl4n5 


Homo sapiens tumor endothelial marker 7 precursor (TEM7), mRNA 


INIVl UJJ113 


Homo sapiens nypotnetical protein MGC16169 (MGC16169), mRNA 


NM 033117 


Homo sanien^ bvnntfiprinnl -nrntPiTi MrrP97^4 ^MnP97'^4 , \ m P\TA 


NM 033103 


Homo sapiens rhophilin-like protein (LOC85415), mRNA 


NM 033035 


Homo sapiens thymic stromal lymphopoietin (TSLP), mRNA 


NMJ)14001 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 3 (GGA3), mRNA 


NM 015149 


Homo sapiens RalGDS-like gene (RGL), mRNA 


NM_032937 


Homo sapiens AD038 CLOC85026), mRNA 
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NM 032932 


Homo saniens hypothetical nrnfpfn MGP1 1316 fMfrf^l 1 ^1 At «pma 

xxuxxiu oayxwixo xxjrpwu.icu.Ual piuieill IVIVJV^ 1 ljlQ ^xVxVJV^l 1 Jluj, IIXKJLNA 


NM 032930 


Homo satviens hvnofhptipfll nrntpin A/mrM 1040 CWACiC*] ^OAfYi tWDTvT A 

xxv/ixiv oapiwug xijr ^uuiwilV/ai piuieill 1V1VJ V> 1 J v/*t\/ ^xVxVjV^I DXJHxIfy TTl rv 1\ /\ 


NM 032918 


Homo ^flm" fifl S R A S-1 i Vp fiCtrri OPn _rp mi 1 9 tpr? mriwrfVi -i-nViiKi-fw /T> "CD m 1}\TA 
xxuuiu sapiens ivrvo-llivc, e&uogcn-rcguiaieu, giOWtn-lxxniDlLOr (KJtlx\.vJj, IxlKiNA 


NM 032916 


ixuiuu oapieixo livpuUxCUl/al piUlClU lYxVJV^lO^ 7 7 ^IVxVJfV.* 1 OZ / y) y mKJNA 


NM 032907 


xxuiiiu sapiens ilYpuuiCuval piULCill 1Y1VJ1^1H*IZ1 (1VxVJ0144Z l) 9 lTlKJNA 


NM 032904 


xiuiiiu sapiens iiypuuieui/al piULCill xVxVJV^l*HtJ o (xVI\Jv^l44j j ) y iluvLNA 


NM 032900 


numo bdpiciib nypouieacai proicinivxvjv^i4Zjo (xVLUv^^Zjo), mixiNA 


NM 032895 

x^xvx v/</4<OyJ 


Homr> Qcmipnc VivrvYfhptipsil rvrr\tf»iri ~\AC^C^\ A'XI/Z rK/tnC^A Ain/Z\ ^.tjxt A 
xxuinu bapicui) nypuiucuoax pruicin xYlvj\^,i*f j /o ^lVlvJL*l*f d /Ojj ITxKJNA 


NM 032888 


Homo sapiens KIAA1870 protein (KIAA1870), mRNA 


lixVx l/J^OOU 


xiomo sapiens nypoinencai protein MuuiDyiz (MOC15912), mRNA 


NM 032884 


Homo sapiens hypothetical protein MGC15882 (MGC15882), mRNA 


"MM" H^9R7A 
INlVx ooZo/O 


Homo sapiens hypothetical protein MGC 15563 (MGC15563), mRNA 


xnv/f nioc7< 
INiVL UjZo/D 


Homo sapiens hypothetical protein MGC15482 (MGC15482), mRNA 


INIVI UjZo /4 


Homo sapiens hypothetical protein MGC 1543 8 (MGC 1543 8), mRNA 


iNiVl_UJZo /Z 


Homo sapiens NADPH oxidase-related, C2 domain-containing protein (JFC1), 
mRNA 


MM 0^9871 


Homo sapiens tumor necrosis factor receptor superfamily, member 19-like 


NM 039866 


nomo sapiens nypotneacai pro tern rU l4y^ / (r Jul 14957), mRNA 


NM 037R60 


nomo sapiens nypotneucai protein rU I4vuy (rU 14909), mRNA 


NM 032858 

XiXtX \y_y^Ota/0 


nuino sapiens nypoLneocai protein rlj l4yU4 (rU 14yu4), mKJNA 


NM 03785? 


nomo sapiens au i-iiKe i, cysteine enaopeptidase (b. cerevisiae) (AUTL1), 


NM 032848 


nuinu bdpieufc> nypoiiieucai protein rLrJ l4oZ/ (^rLJ 14oZ /), IxlKiNA 


NM 032845 


numo sapiens nypometicai protein rl_j l4olo ^rJLJ 14O10), mKJNA 


NM 032835 


xiuiiiu adpicub nypoinencai protein rL,j 14/01 ^rLJ 14 /ol K ixiKJNA 


NM 032824 

XlXTX V-JX»(JX.*T 


numo sapiens nypouiencai protein rLJ 14ool ^rJLJ 14ool), itiKInA 


NM 032823 


numu sapiens nypouiencai protein rLJ 140 O (rU 14o/j), mKJNA 


NM 032822 

X^IXVX \J ~) £*\J 


numu sapiens nypouiencai protein rLJ 14005 (^rLJ 14ooo), mKNA 


NM 032818 

X^IXVX UjirOiO 


nomo sapiens nypotneucai protein rU 14042 (rLJ 14642 ), mRNA ! 


NM 032804 

x^ixtx v/j£iO\rt 


nomo sapiens nypotneucai protein rU 14j4 / (rLJ 14!>4 /), itiRNA i 


NM 032795 

X^IXYX \J+J£t 1 J 


nomo sapiens nypotneucai protein rLJ 144y4 (rLJ 1445/4), mRNA 


NM 037781 


nomo sapiens nypouiencai protein rLJ 14431 (^1^114431), mRNA 


NM 032766 

x>lxYX v JZ, / OO 


nomo sapiens nypotneucai protein JVavjClol/y (M(jC16179), mRNA 


NM 037763 

l^ilYX UJi / OJ 


nomo sapiens nypomeucal protem MCJC16142 (MGC 16 142), mRNA 


NM 032756 


nomo sapiens nypotneucai protem JYKjC1j6do (MCjC1j6oo), mRNA 


NM 032744 


numo sapiens nypomeucal protem iVlOdZJJD (JVlvjrU123j5), mRNA 


NM 032738 


nuniu ^apicii^ nypouiencai protein xVLOL/iOio \rA\j\^Hjy j), mKNA 


NM 032723 


xxumo &apicu& nypomeucal protein IVHjrC 1Z /OU (JYlvjL^lZ /oU), mKNA 


NM 032720 


xxuiuo aapieua uypuuieucai protein JyllJV^lU/Z4 (xVLijv^lU I lfit)i niKNA 


NM 032715 


xxuinu &apiciib uypouieucai protein 1YIvj^4o43 (JVHaL/4043), IxlKNA 


NM 032712 


xxoiiio &apicii5 nypouiencai protem lviOL/i j 1 /u (iviijv^iJ 1 /U), mlvNA 


NM 032711 


nuino sapiens nypomeucal protein xVlvrOl oK)y\) (MvjC13U u U), mRNA 


NM 032706 


xxuniu bcuncn^ uy pouieiicai protem lYivjv^izyoo (JVLvji^lzyoo), mKNA 


NM 032705 


nomo sapiens nypomeucal protein MvjC14o01 (Mvjd4oUl), mRNA 


NM 032694 


Homo sapiens hypothetical protein MGC12935 (MGC12935), mRNA 


NM 032693 


Homo sapiens hypothetical protein MGC10646 (MGC10646), mRNA I 


NM 032681 


Homo sapiens hypothetical protein MGC 1 0977 (MGC10977), mRNA 


NM 032678 


Homo sapiens hypothetical protein MGC3413 (MGC3413), mRNA 


NM 032667 


Homo sapiens hypothetical protein MGC4694 (MGC4694), mRNA 


NM 032661 


Homo sapiens hypothetical protein MGC5139 (MGC5139), mRNA 


NM 032634 


Homo sapiens hypothetical protein MGC3079 (MGC3079), mRNA 
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IN1VL VjZOd 1 


riomo sapiens nypoinencai proxein Mvjv^zo4I (M(jCzo41j, niKNA 


iNJVl VOZ0U1 


rioiTio sapiens Tjiexnyiniaionyi uoa epimerase (JYLO.biij, mKJNA 




jtionio sapiens testes aeveiopmeni-reiaxea in i jj-oJrzz (N i u-oJr zzj, mJKJN A 


1N1V1 UjZDiO 


riomo sapiens rJvL/i-i-reiaiea rui protein \Jtii I - 1 /), mKJNA 


IN 1VI ujZj OO 


xiOTno sapiens lesns uanscnpi x o i x o ), mKJNA 


IN1V1 LOZJoZ 


jtioino sapiens uDiquiim specmc protease (N y-k dN-ouj, mKNA 


NM 032580 


Homo sapiens hairy and enhancer of split 7 (Drosophila) (HES7), mRNA 


XTX/f 


Homo sapiens apyou-ulce protein (LUCo4ool), mRNA 


XTA/T Al'iCCO 

NM u3z55o 


Homo sapiens hypothetical protein FLJ 14753 (FLJ14753), mRNA 


XTX >f ATI c c~r 

NM 032557 


Homo sapiens HP43.8KD protein (HP43.8KD), mRNA 


NM 032553 


Homo sapiens putative punnergic receptor (FKSG79), mRNA 


NM 032545 


Homo sapiens cryptic gene (CRYPTIC), mRNA 


XTX If f\H(\C\/l^ 

NM_020963 


Homo sapiens MovlO, Moloney leukemia virus 10, homolog (mouse) (MOV10), 
mKJNA ! 


NM UizDzZ 


Homo sapiens hypothetical protein MGC2629 (MGC2629), rnRNA 


NM U3ZjU/ 


Homo sapiens cerebral protem-4 (HUCEP-4), mRNA 


XTX/T AlO/tQO 

NM ujz499 


Homo sapiens hypothetical protein HH1 14 (HH1 14), mRNA 


NM U3z4y4 


Homo sapiens zinc finger protein (JLOC84524), mRNA 


NM U:5z4yz 


Homo sapiens hypothetical protein GL009 (GL009), mRNA 


NM U324o/ 


Homo sapiens actin related protein Ml (ARPM1), mRNA 


JN1VL UoZ4oO 


Homo sapiens aynacnn 4 (MtAoz4o), mKNA 


NM U3Z44J 


Homo sapiens iVLbGr 1 1 protein (JVlbGr 11), mKNA 


NM UiUoyo 


TT _ _ .- ? - 1 it » * 1 fc i. ^ " T?T T*^ 1 /Tl /T?T T^ 1 \ t»\T a 

Homo sapiens hypothetical protein FLJ2lo73 (FLJ21673), mRNA 


NM UJZ41Z 


Homo sapiens putative nuclear protein ORF1-FL49 (ORF1-FL49), mRNA 


iNlvl U JZ4 1 1 


Homo sapiens esophageal cancer related gene 4 protein (ECRG4), mRNA 


lNivi U1DZ4/ 


Homo sapiens cylindromatosis (turban tumor syndrome) (CYLD), mRNA 


NM VjZdjK) 


Homo sapiens hypothetical protein MGC12536 (MGC12536), mRNA 


NM IoZjo4 


Homo sapiens hypotheucal protein FLJ23 183 (FU23183), mRNA 


NM UoZo/Z 


Homo sapiens hypotneucal protein MGCloloo (MGG16186), mRNA 


NM_lMz JO / 


TT iii a — - - - _ t__ 4-1— _.A«r _ _1 „ . a.—- TV jt/~* /~y i r iO f /** jr/~\ yii p jti/"\ *t**k t a 

Homo sapiens hypothetical protein MGC15435 (MGC15435), mRNA 


XTX/T AQOIC/I 

NM 


Homo sapiens hypothetical protem MGC 10744 (MGC10744), mRNA 


XTX >r Ani AH 

NM U3Z347 


Homo sapiens hypothetical protein MGC 13250 (MGC13250), mRNA 


NM U32344 


Homo sapiens hypothetical protein MGC13045 (MGC13045), mRNA 


xtx /T nni/n 
NM U3z34z 


Homo sapiens hypothetical protein MGC 12992 (MGC12992), mRNA 


NM Ujzo4U 


Homo sapiens hypothetical protein MGC14833 (MGC14833), mRNA 


NM 


Homo sapiens hypothetical protein MGC 148 1 7 (MGC148 1 7), mRNA 


XTX /T AO 0*3 11 

NM UJZojj 


Homo sapiens hypothetical protein MGC4248 (MGC4248), mRNA 


XTAyT A10007 


Homo sapiens hypothetical protein MGC2993 (MGC2993), rnRNA 


1N1YL UJZJZj 


Unmn - - * - t-_. _ AT- - A. ? - - 1 - J Ti if 1 "1 1 /\'T /Ti 1 4 /\«N T* Tk T A 

Homo sapiens hypothetical protein MGC1 1 102 (MGC1 1 102), mRNA 


iNlvl UjZoZ^f 


Homo sapiens hypothetical protein MGC13186 (MGC13186), mRNA 


XTTVyf 019191 

rsivi uozjzj 


Homo sapiens hypothetical protein MGC13102 (MGC 13 102), mRNA 


XTX/f AlOllA 


Homo sapiens hypothetical protein MGC 1 3007 (MGC13007), mRNA 


XJIV/f 019118 


T_Tj-l illjt. _ 1 . i1 A*-_t -I — * T. Jf /^l f ^T /\ i| /" /\ //I/"!! «A il r\ VTA 

Homo sapiens hypothetical protein MGC 12945 (MGC 12945), mRNA 


NM 032317 


Homo sapiens hypothetical protein MGC12943 (MGC1294^mRNA 


XJNyT A1911/C 


Homo sapiens hypothetical protein MGC12936 (MGC12936), mRNA 


NM 032305 


iiuiiiu oajJi&iio iijpuuJ£/Liv^aiuiui.till IVlVJV^j^W 1 IYlv_Jv_^jZWU 1, IIIXvJLNat. 


NM_032293 


Homo sapiens hypothetical protein DKFZp761J1523 (DKJFZp761J1523), mRNA 


NM 032291 


Homo sapiens hypothetical protein DKFZp761D221 d>KFZp761D221) s mRNA 


NM 032290 


Homo sapiens hypothetical protein DKFZp761C121 (DKFZp761C121), mRNA 


NM_032288 


Homo sapiens hypothetical protein DKFZp761B1514 (DKFZp761B1514), 
mRNA 


NM 032273 


Homo sapiens hypothetical protein DKFZp586C1924 (DKFZp586C1924), 
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mRNA 


NM 032299 


Homo sapiens hypothetical protein MGC2714 (MGC2714), mRNA 


NM 032267 


Homo sapiens hypothetical protein DKFZp434El69 (DKFZp434El69), mRNA 


NM 032264 


Homo sapiens hypothetical protein DKFZp434Dl77 (DKFZp434Dl77), mRNA 


NMJ)32261 


Homo sapiens hypothetical protein DKFZp434N0650 (DKFZp434N0650), 
mRNA 


NMJ)32258 


Homo sapiens hypothetical protein DKFZp434P2235 (DKFZp434P2235), 
mRNA 


NM_032251 


Homo sapiens hypothetical protein DKFZp434G0920 (DKFZp434G0920), 
mRNA 


NMJ)32250 


Homo sapiens hypothetical protein DKFZp434Al7l (DKFZp434Al7l), mRNA 


NMJ)32249 


Homo sapiens hypothetical protein DKFZp434Fl8l9 (DKFZp434Fl8l9), 
mRNA 


NM_032248 


Homo sapiens hypothetical protein DKFZp434Fl7l9 (DKFZp434Fl7l9), 
mRNA 


NM 032246 


Homo sapiens hypothetical protein DKFZp434J06l7 (DKFZp434J06l7), mRNA 


NM_032245 


Homo sapiens hypothetical protein DKFZp434Il9l6 (DKFZp434Il9l6), mRNA 


NM 032223 


Homo sapiens hypothetical protein FU22427 (FLJ22427), mRNA j 


NM_032209 


Homo sapiens hypothetical protein FLJ21777 (FU21777), mRNA 


NM 032193 


Homo sapiens hypothetical protein FLJ20974 (FLJ20974), mRNA 


NM 032177 


Homo sapiens hypothetical protein FU13193 (FU13 193), mRNA 


NM 032167 


Homo sapiens hypothetical protein FLJl 23 63 (FIJI 23 63 ), mRNA 


NM 032161 


Homo sapiens KIAA1870 protein (KIAA1870), mRNA 


NM 032154 


Homo sapiens MBLR protein (MBLR), mRNA 


NMJ)32151 


Homo sapiens hypothetical protein DKFZp566Kl946 (DKFZP566K1946), 
mRNA 


NM_032148 


Homo sapiens hypothetical protein DKFZp434K0427 (DKFZP434K0427), 
mRNA 


NM_032139 


Homo sapiens hypothetical protein DKFZp434L07l8 (DKFZP434L0718), 
mRNA 


NMJ)32138 


Homo sapiens hypothetical protein DKFZp434E23l8 (DKFZP434E2318), 
mRNA 


NM_032136 


Homo sapiens hypothetical protein DKFZp434Ll7l7 (DKFZP434L1717), 
mRNA 


NM_032125 


Homo sapiens hypothetical protein DKFZp564D0478 (DKFZP564D0478), 
mRNA 


NMJ)32120 


Homo sapiens hypothetical protein DKFZp564O0523 (DKFZP564O0523), 
mRNA 


NM 020921 


Homo sapiens ninein (GSK3B interacting protein) (NIN), mRNA 


NM 020441 


Homo sapiens hypothetical protein DKFZp762H66 (DKFZP762I166), mRNA 


NM_018719 


Homo sapiens hypothetical protein DKFZp762L03 1 1 (DKFZp762L03 1 1), 
mRNA 


NM 015630 


Homo sapiens DKFZP566F2124 protem (DKFZP566F2124), mRNA 


NM 015621 


Homo sapiens DKFZP434C171 protein (DKFZP434C171), mRNA 


NM 015595 


Homo sapiens DKFZP434D146 protem (DKFZP434D146), mRNA 




riomo Sapiens JJJsJrZJr4j4il 10 protem (LJJSxZJr4j4.U loj, mKJNA 


NM 015471 


Homo sapiens DKFZP56601646 protein (DC8), mRNA 


NM 015453 


Homo sapiens DKFZP434F091 protein (DKFZP434F091), mRNA 


NM 015023 


Homo sapiens KIAA1037 protein (KIAA1037), mRNA 


NM 014972 


Homo sapiens KIAA1049 protein (KIAA1049), mRNA 


NM 032042 


Homo sapiens hypothetical protein DKFZp564D172 (DKFZP564D172), mRNA 


NM 032036 


Homo sapiens TLH29 protein precursor (TLH29), mRNA 
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NM 032030 


Homo sapiens FKSG83 (FKSG83), mRNA 


NM 032028 


Homo sapiens senne/threonme kinase FKSG81 (FKSG81), mRNA 


NM 032025 


Homo sapiens CDA02 protein (CDA02), mRNA 


NM 032021 


Homo sapiens AD03 1 protem (AD03 1), mRNA 


NM 031944 


Homo sapiens Mix-like homeobox protein 1 (MILD1), mRNA 


NM 031920 


Homo sapiens ARG99 protem (ARG99), mRNA 


NM_031480 


Homo sapiens hypothetical protein AD034 (AD034), mRNA 


NM 031478 


Homo sapiens hypothetical protein DKFZp434I21 17 (DKFZP434I21 17), mRNA 


NM 031477 


Homo sapiens hypothetical protein MGC10500 (MGC10500), mRNA 


NM 031476 


Homo sapiens hypothetical protein DKFZp434B044 (DKFZP434B044), mRNA 


NM 031472 


Homo sapiens hypothetical protein MGC1 1 134 (MGC1 1 134), mRNA 


NM 031471 


Homo sapiens hypothetical protein MGC10966 (MGC10966), mRNA 


NM_031457 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 8B 
(MS4A8B), mRNA 


NM 031450 


Homo sapiens hypothetical protein p5326 (P5326), mRNA 


NM 031443 


Homo sapiens hypothetical protein MGC4607 (MGC4607), mRNA 


NM 031438 


Homo sapiens hypothetical protein DKFZp761I172 (DKFZP761I172), mRNA 


NM 031434 


Homo sapiens hypothetical protein MGC5442 (MGC5442), mRNA 


NM 031418 


Homo sapiens chromosome 1 1 open reading frame 25 (CI lorf25), mRNA 


NM 015497 


Homo sapiens DKFZP564G2022 protein (DKFZP564G2022), mRNA 


NM_031306 


Homo sapiens hypothetical protein DKFZp564B1023 (DKFZP564B1023), 
mRNA 


NM 031295 


Homo sapiens hypothetical protein PP1226 (PP1226), mRNA 


NMJ)31291 


Homo sapiens hypothetical protein DKFZp434N1235 (DKFZP434N1235), 
mRNA 


NMJ)31290 


Homo sapiens hypothetical protein DKFZp434Kl 172 (DKFZP434K1 172), 
mRNA 


NM 031270 


Homo sapiens PR01596 protein (PR01596), mRNA 


NM 031268 


Homo sapiens PRO0461 protein (PRO0461), mRNA 


NM031217 


Homo sapiens hypothetical protein DKFZp434G2226 (DKFZP434G2226), 
mRNA 


NM 013358 


Homo sapiens peptidylarginine deiminase type I (hPAD-colonylO), mRNA 


NM 030980 


Homo sapiens hypothetical protein FLJ12671 (FU12671), mRNA 


NM 030954 


Homo sapiens hypothetical protein DKFZp564A022 (DKFZP564A022), mRNA 


NM_030953 


Homo sapiens hypothetical protein DKFZp761E21 10 (DKFZP761E21 10), 
mRNA 


NM 030941 


Homo sapiens exonuclease NEF-sp (LOC81691), mRNA 


NM 030939 


Homo sapiens hypothetical protein FLJ12619 (FLJ12619), mRNA 


NMJ)30938 


Homo sapiens likely ortholog of rat vacuole membrane protein 1 (VMP1), 
mRNA 


NM 030932 


Homo sapiens diaphanous homolog 3 (Drosophila) (DIAPH3), mRNA 


NM 030927 


Homo sapiens hypothetical protein MGC1 1352 (MGC1 1352), mRNA 


NM 030925 


Homo sapiens hypothetical protein FU12577 (FLJ12577), mRNA 


NM 030918 


Homo sapiens hypothetical protein My014 (MY014), mRNA 


NM 030911 


Homo sapiens protein kinase NYD-SP15 (NYD-SP15), mRNA 


NM 030899 


Homo sapiens hypothetical protem FU23407 (FLJ23407), mRNA 


NM 018657 


Homo sapiens myoneurin (MYNN), mRNA 


NM 030818 


Homo sapiens hypothetical protein MGC10471 (MGC10471), mRNA 


NM 030813 


Homo sapiens suppressor of potassium transport defect 3 (SKD3), mRNA 


NM_030808 


Homo sapiens LIS 1 -interacting protein NUDEL; endooligopeptidase A 
(NUDEL), mRNA 


NM 030805 


Homo sapiens hypothetical protein DKFZp564L2423 (DKFZP564L2423), 
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mRNA 


NM 030802 


Homo sapiens C/EBP-induced protein (LOC81558), mRNA 


NM_030800 


Homo sapiens hypothetical protein DKFZp56401664 (DKFZP56401664), 
mRNA 


NM 030799 


Homo sapiens hypothetical protein AF140225 (AF140225), mRNA 


NM 030793 


Homo sapiens hypothetical protein SP329 (SP329), mRNA 


NM 030792 


Homo sapiens hypotheticdprotein PP1665 (PP1665), mRNA 


NM 030780 


Homo sapiens folate transporter/carrier (LOC81034), mRNA 


NM 030674 


Homo sapiens solute carrier family 38, member 1 (SLC38A1), mRNA 


NM 030672 


Homo sapiens hypothetical protein FU10312 (FLJ10312), mRNA 


NM 024947 


Homo sapiens hypothetical protein FLJ12729 (FLJ12729), mRNA 


NM 024963 


Homo sapiens hypothetical protein FIJI 1467 (FIJI 1467), mRNA j 


NM_0 17600 


Homo sapiens hypothetical protein DKFZp434M0331 (DKFZp434M0331), 
mRNA 


NM 030652 


Homo sapiens NG3 protein (NG3), mRNA 


NM 030651 


Homo sapiens chromosome 6 open reading frame 3 1 (C6or£3 1), mRNA 


NM 020444 


Homo sapiens KIAA1 191 protein (KIAA1 191), mRNA 


NM 024055 


Homo sapiens hypothetical protein MGC5499 (MGC5499), mRNA 


NM 025154 


Homo sapiens KIAA0810 protein (KIAA0810), mRNA 


NM_017515 


Homo sapiens novel protein (HSNOV1), mRNA 


NM 024924 


Homo sapiens hypothetical protein FLJ12985 (FLJ12985), mRNA 


NM_030579 


Homo sapiens cytochrome b5 outer mitochondrial membrane precursor (CYB5- 
M), mRNA 


NM 022068 


Homo sapiens hypothetical protein FU23403 (FLJ23403), mRNA 


NM 025179 


Homo sapiens plexin A2 (PLXNA2), mRNA 


NM 014033 


Homo sapiens DKFZP586A0522 protein (DKFZP586A0522), mRNA 


NM 006468 


Homo sapiens polymerase (RNA) m (DNA directed) (62kD) (RPC62), mRNA 


NM 025263 


Homo sapiens CAT56 protein (CAT56), mRNA 


NM 025262 


Homo sapiens G5C protein (G5C), mRNA 


NM 025261 


Homo sapiens G6C protein (G6C), mRNA 


NM 025260 


Homo sapiens G6B protein (G6B), mRNA 


NM 025259 


Homo sapiens NG23 protein (NG23), mRNA 


NM 025258 


Homo sapiens NG37 protein (G7C), mRNA 


NM 025231 


Homo sapiens hypothetical protein FLJ22191 (FLJ22191), mRNA 


NM 025226 


Homo sapiens MSTP032 protein (MSTP032), mRNA 


NM 025211 


Homo sapiens protein kinase anchoring protein GKAP42 (GKAP42), mRNA 


NM 025201 


Homo sapiens hypothetical protein PP1628 (PP1628), mRNA 


NM 025192 


Homo sapiens hypothetical protein FLJ23071 (FLJ23071), mRNA 


NM 025188 


Homo sapiens hypothetical protein FU13181 (FLJ13181), mRNA 


NM 025174 


Homo sapiens hypothetical protein FU23040 (FLJ23040), mRNA 


NM 025165 


Homo sapiens hypothetical protein FLJ22637 (FLJ22637), mRNA 


NM 025160 


Homo sapiens hypothetical protein FU21016 (FIJ21016), mRNA 


NM 025153 


Homo sapiens hypothetical protein FU21477 (HJ21477), mRNA 


NM 025151 


Homo sapiens hypothetical protein FLJ22622 (FLJ22622), mRNA 


NM 025149 


Homo sapiens hypothetical protein FU20920 (FLJ20920), mRNA 


InJVL UzM44 


Homo sapiens hypothetical protem FU22670 (FLJ22670), mKNA 


NM 025138 


Homo sapiens hypothetical protein FU12661 (FU12661), mRNA 


NM 025126 


Homo sapiens ring finger protein 34 (RNF34), mRNA 


NM 025125 


Homo sapiens hypothetical protein FU13263 (FLJ13263), mRNA 


NM 025124 


Homo sapiens hypothetical protein FLJ21749 (FLJ21749), mRNA 


NM 025109 


Homo sapiens hypothetical protein FLJ22865 (FU22865), mRNA 


NM 025099 


Homo sapiens hypothetical protein FLJ22 1 70 (FLJ22 1 70), mRNA 
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NM 025098 


Homo sanierK nvnothptiral nrotein FT J99644 rPT O^f^t/fi nVDMA 


NM 025097 


Homo saniens rrvnothptipfll nrntein Kl 171 10£ fKi T01 Ifi^ mTJXTA 

xxvxnv oajjiwilo lljr \J\JLH\*ll\stlL \ji\Jl\y III X XjJZrl 1V/U ^JT-L/Jjil xWOIj ITlKINrV 


NM 025095 


Homo samen<; hvnothpfiral nrotein FT T2^5SR fFT T9^^Jft mPXTA 


NM 025086 


Homo saniens hvnothptipal nrotein FT T29506 rPT T995Q/TI iWPXTA 


NM 025080 


Homo ^anien^ nvnntnptiVnl nrotpin FT 739^1 £ /XT TO Oil W D\T a 

xxvuxlvs oopivilo lljrpuuiCLlUal UlUlullX x JL*) LKJ J-JZZO *nK(N/\ 


NM 025079 


Homo sanipnQ hvnnthprir»n1 nrntf»in FT T910H /XT niTJU **»"dxta 
aaviixv/ safjiciia iiypumcLiOdi pruieui rx^JZOzOl (rLJZ3Z31), mlvNA 


NM 025077 


xxuiiiu sapiens nypomencai protein rLJ ioy^y ir LJ 13949), mRNA 


NM 025076 


Homo saniptiQ hvnothptipal nmtpiti FT TO^^OI /XT T07<Q1\ «,t>xta 
xxwiiiu oapicixo xljrpuuicuual piUieiU r.LJZ.OJj' 1 \ri^J/,j Jy 1 J 5 ITlKNA 


NM 025072 


xxuuiu &dpicn£> cnromosome y open reaamg xTarne 15 ((Jyortl5), mlvNA 


NM 025070 


nuiiiu s>apicnb nypouieucai proiein rJLJ Zzz4z (rJ-J 22242), rnivNA 


NM 025058 


xxuiiiu bopiciib nypouieucai protein ri^JZjzzy yrLJJLiZZy), mRNA 


NM 025055 


xxuiihj &d.picii5 nypoinencai proicin rLJZj loo LJ 23 loo), mRNA 


NM 025044 


Homf> ^anipnQ Vivnnt1iptiVi»l nrrit#*i-n T?T TOOA7#? /T7T TOO/l*7^rv _dxta 

xxuiiiu oapiciio iiypuLXLCLiudi pruicm rx-jzz*f /o {r JjJZZ^f /O) mKiNA 


NM 025043 


Homo ^aniPTiQ nvnntTiptir»a1 nrr\+*»i-n T7T TOOAOil /T7T TOO/in/l\ «d\ta 

nuiiiu ddpiciib nypouicticai proicin ri>JZZ4U4 v^rx^JZZ4U4J, mJvNA 


NM 025041 


numu tsapicrib nypoinencai proicin rLJZZl 15 (rLJZZ173), mRNA 


NM 025034 


xaumu b<ipicni> nypocneiicai protein ri^JZizyu (rUZlZyO), mJKNA 


NM 025032 


nomo sapiens nypouiencai protein rLJZlz/2 (rLJ21272), mRNA 


NM 025029 


xiomo sapiens nypoinencai protein rJLJ1434o (rJUl 14346), rnRNA 


NM 025005 


nomo sapiens nypoinencai protein rU 133 1 j (riJ13315), mRNA 


NM 024998 


xiomo sapiens nypoineticai protein rLJ12/U4 (rU 12704), mRNA 


NM 024994 


numu 5cxpicns nypoinencai protein ru lZjyD (rJLJ lZjyj), mRNA 


NM 024977 


Homo <canipnc livnntliphVal r*-rr»+<»it-i T7T T1 OOOC /XT T10AOO\ tj xt a 

xxuuiu bdpiciis riypoinencai proiem rLJ izu /o {rLJ 12U /o), niRNA 


NM 024976 


Hnnirt esmpne Tr\mr\'fVir»'fir»o 1 nrA^aim T7T T1 t no/T /*T?T T1 i nnA t»xt a 

numu sapiens nypouiencai protein r.LJ l lyyo (rJLJ 1 lyyo), mRNA 


NM 024956 


rxuuiu bdpicLis nypoinencai proiem rl-JZ3j / j (rJLJZ33 /!>), mRNA 


NM 024944 


numu sapiens cnromosome z i open reading irame oo (U2 1 orfoo), mRNA 


NM 024942 


xxuiuu sapiens nypoinencai protein rLJ 134yu (rLJ 13490), mRNA 


NM 024941 


Wnmn caniPnc T^xmr^+Vi/^fi/^ol nmfain XT TlOiCI 1 /XT T1 T ^ i i \ t>xta 

xxuinu sapiens nypouiencai protem rLJljoll (rLJ13oll), mRNA 


NM 024938 


nomo sapiens nypouieucai protem rU 1 1383 (rLJ 1 1383), mRNA 


NM 024935 


numu sapiens nypoinencai protem rLJ I3oo / (r J_J 13687), iriRNA 


NM 024920 


xiuaiu sapiens nypouieucai protem rJLJl4Z<>l (rLJ142ol), mRNA 


NM 024919 


numu sapiens nypoinencai protem rlwJZZol j (rLJ 2261 5), mRNA 


NM 024917 


xtuuiu sapiens nypomencai protem rLJlZoo/ (rU 12687), rnRNA 


NM 024914 


xzuiiiu sapiens n^rpouiencai protem rLJ 13Z0Z (r JLJ 13262), mRNA 


NM 024911 


Homo *3aniPnQ nvnntVi^tir»'jl r»r/\+<»i« T7T T0QHO1 /XT TOOAOi\ t» xt a 

xxuinu sapiens nypouiencai protem rLJZjuyi (rLJZ30yi), mRNA 


NM 024909 


Homo Cnnipnc Vi\rrtr*+ViPktir*o1 *M*rv+o-i-M CT flOI^O /XT T1 "5 1 CO\ rtXT A 

xxuinu sapiens nj^pomencai protem rLJ 131 Do (rJLJ 131 jo), mRNA 


NM 024908 


riOmO CaniPTlC Vl\/r^rt'fVl«it~ir»o 1 nrnfatn UT T1 OCIT2 /XT T1 irk*7'?\ t»X T A 

xxuiuu sapiens nypomencai protem rLJ izy /3 (rLJ lZy 73), mRNA 


NM 024906 


riOmO C9niPt1C V>\7T^r\tV»of~l"/-»o 1 nrn^ain XT TO 1 Ol O /XT T11 A11\ T»XT A 

numu sapiens nypomencai protem rLJZlU32 (rLJ21032), rnRNA 


NM 024897 


numu sapiens nypomencai protem rLJZZo/Z (rLJ22672), mRNA 


NM 024889 


iiuiuu s>apicns nypomencai protem rJLJZ3j3 / (rLJ23 537), mRNA 


NM 024886 


HomO QPniPnC ^l\/r*/\t-V»«»tf r»o 1 nrAtatm 17 If TI/IOOA /XT T1 A tOA\ T»XTA 

xxuinu sapiens nypomencai protem rLJ IhZoU (JtLJ 14280), mRNA | 


NM 024882 


Homo Q5?nfpnc Vi\rr»r»fVi<af^/»ol r\rnfQi« lvi yi Q 1 oa /rr ti o i on\ t»xt a 

xxuuxu sapiens nypomencai protem rLJ 13 loV (rLJ 13 1 89), mRNA 


NM 024880 


Homo QflTtlPnc 1rvr»r»fh*»'Kr»o1 nrAloin lil lOQ^CiC /XT TOO cc£\ t*xta 

xxuiiiu sapiens nypomencai protem x*JLJZ3DDo (rU23 556), mRNA 


NM 024864 


fTomo sanipnc ViYmr%tVi<»t~ir»ol nrAfain lil 100<T*70 /Xt to ono\ t»xta 

xxvxnu sapiens nypomencai protem rLJZZ.j /o (rLJ 22578), mRNA 


NM 024853 


xxwiiiu oapiens nypomencai protem rJLJ 13355 (rLJ 13385), mRNA 


NM 024848 


Homo sapiens hypothetical DroteinFLJ13941 fFLmQ4n mRNA 


NM 024847 


Homo sapiens hypothetical protein FLJ21240 (FU21240) mRNA 


NM 024841 


Homo sapiens hypothetical protein FLJ14213 (FLJ14213), mRNA 


NM 024839 


Homo sapiens hypothetical protein FLJ22638 (FU22638), mRNA 


INM 024837 


Homo sapiens hypothetical protem FLJ21472 (FLJ21472) rnRNA 


NM 024835 


Homo sapiens C3HC4-type zinc finger protein (LZK1), mRNA 


NM 024815 


Homo sapiens hypothetical protein FLJ22494 (FLJ22494), rnRNA 
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NM 024813 


Homo saoiens hvDOthetical nrotein FIJI 3 HO fFLJl 3 1 W\ mRMA 


NM 024811 


Homo saniens hypothetical Drotein FLJ12529 (TTJ12529 • mFNA 


NM 024810 


Homo saniens hYDothetical nrotein FLJ23018 CFLJ2301 K\ mRNA ! 


NM 024809 


Homo sapiens hvDOthetical Drotein FLJ12975 fFTJ1297Vl mPTsIA 


NM 024808 


Homo saniens hvDOthetical nrotein FLJ22624 fFT J22694^ mP^NTA 


NM 024807 


Homo saniens hvnothetical nrotein FLJ13693 fFT T136Q^^ mPNA 


NM 024806 


Homo saniens hvnothetical nrotein FT J23SS4 fFT T235S41 mPNA 


NM 024799 


Homo saniens hvnothetical nrotein FTJF1 1994 fFT T1 1?92fi ml? "MA 

XXV/lllV/ OupiwliJ ./ pvUlVUUfll fJXVJlt^XXX X LWljAi^ yJL X-jJ 1 J x.^,*T y y \ l }*\ 1 \ / y 


NM 024796 


Homo saniens hvnothetical nrotein FT T29639 fFT T29rV3Q^ mP>JA 


NM 024789 


Homo saniens hvnothetical nrotein FT T99S99 fFT T92S9QA mPTsIA 


NM 024784 


Homo saniens hvnothetical nrotein FT T2HQ9 fFT T9H 0,9*1 ml? MA 


NM 024780 


Homo saniens hvnothetical nrotein FT T1 ?S91 fFT Tl 1SQT\ mP MA 


NM 024773 


Homo saniens hvnothetical nrotein FT Tl ^7QR fFT Tl '^QR'N mPMA 


NM 024772 


Homo saniens hvnntheh'ral nrotein FT T?^ 1 ^1 fFT T931 SO mPMA 


NM 024771 

X ~ i'l V/X* T 111. 


Homo ^aniens hvnothetiral nrotein FT Tl fFT Tl ^JM^ mP"WA 


NM 024763 

X^XYX \J4»Ti\JmJ 


Homo <?flnien<: hvnotTietirnl nrotpin FT 19*^1 ?Q fT*T T9^10Q\ mPMA 


NM 024754 


Homo saniens hvnothetiral nrotpin FT T19S0R fFT T19SQR^ tmPXTA 


NM 024749 


Homo saniens hvnothetical nrotein FT T19S0S fFT T19Sns^ mPXTA 


NM 024746 


Homo saniens hvnothetieal nrotein FT Tl ^R4f) fFT Tl ^RdfU mPMA 


NM 024732 


Homo saniens hvnothetiral nrotein FT fRl T14^S1 i mPTsIA 


NM 024731 


Homo saniens chromosome 1 onen reaHintr frnmp 44 ffl mPXTA 


NM 024727 


Homo saniens hvnothetiral nrotein FT J9^9S9 fFT T9^9S0^ mP*MA 

ixviiiu oaiyxU'Xxo iijr xyv/Lxxvix^/ai liivjiciii x x^ J <i jz, jy XjJ&J&jy j 9 xlxxVxNxx 


NM 024722 


Homo saniens hvnothetiral nrotein FT T1 ^99 fFT T1 ^^99^ mPMA 

aj -v"xxvj oo-pitxxo xxj^LJULXXvixuax piULvxil rui JJ^ ^17 l^fj ljj^jj ITLxviN/x. 


NM 024717 


Homo saniens hvnothetiral nrntrin FT T9 JldA fFT J0'7'XAA\ mPTsIA 
xx\jiixw oapxbxxo xxjrpvjtixdXV/a.1 pxui&xll x X-/J v X^x-iJ^XJ*T 4 Ty, ITIxVIN/tl. 


NM 024715 


Homo saniens hvnothetiral nrotein FT T99£9S fFT T99£90 mPXTA 

WO.XVXWXXO XXjr XyVSUXWLlA/al LJlUlviXi i/ £*t*\Jt.*J \JC l^Jz.A,\jZtJ Jy XXXX\J.N/\. 


NM 024709 


Homo saniens hvnothetiral nrotpin Fl T1 fFT T1 A"\AG\ mPXTA 
xxuixxu oaiyxvxio iiypuixiCLiv^al pruLClxl rJ-Jl*fx*fO v ri^J x < Tl A rOJ > xTxxvINA 


NM 024705 

A lATJL \/.X» » # V««J 


Homo saniens hvnothetiral nrotpin FT T1 "XfVXQ rFT Tl 7A'5Q^ -mPTvTA 


NM 024703 


Homo saniens hvnothetiral nrotein FT T99^0^ fFT T99<Q7^ mPXT A 
i -xv/xixv/ oapx&xxo ixjrp\Jixxwuocix piULCiii r xjj£,z*jyj \I. l^J Z.Z.uy 3 ) ) lllxvlN/\ 


NM 024701 


Homo saniens anlrvrin renpat anH SOPS hoY-rontninincr 1 7 fA Q*R1 ^ *v»PXTA 

11U1I1U oapiv/iio axxivyxxxx iwpboi axxu. DUV/U UUA.~ouiXLallJlXig l j ^/\oX5 1 j )) IxXx\J.N/\ 


NM 024700 


Homo saniens Smad nuclear interar tin a nrotpin fS'MTPl'i mPTJA 

AxvXAiv/ japiMij uiiiau XXUV/X&CU XXit^ia^/kXlxg piULQXll ^01>Xx X 11 livl /A, 


NM 024695 


Homo saniens hvnothetical nrotein FT Tl 190/3 fFT T1 1QQT\ mPTsIA 

ociL/iwio xxjrpv^uXwUwOX xyx \J LWXX1 X x_»j Ljyyj ^x XW 1 J77 J /) IIiX\J.Nxx 


NM 024693 


Homo saniens hvnothetical nrotein FT T90909 fFT T90Qn<y\ mPTsJA 
nuuiu o(xl/iw>xio xijrpuux&u.ii/ax pxutwxxi x L+i£Ajy\jy \JCJuJ^\jy\jyj 9 ixllvlNxA. 


NM 024688 


Homo saniens hvnothetiral nrotein FT Tl 1011 fFT Tl 701^ ■mPMA 


NM 024686 


Homo saniens hvnothetiral nrotpin FT 19^nH fFT T9^n , }'* > \ mPXTA 

■■"XV/xxxw oaiyxwxia xxjrpv/LXl&UUn.l piViLCXXX X7 JL*JZ> JV/ ^rjjJ^JUJJ ^, xXlxVLNA 


NM 024678 


Homo saniens hvnothetiral nrotpin FT T97Ad.l fFT T9^A41'\ -mPMA 
xxuiiiu oapxt/Xia xiypviixcixL'ax piULCixx Px-J^ J^Hr x ^1/ I^Jaj^tH X llxx\JN/V 


NM 024675 


TTomo saniens hvnothetiral nrotpin FT T9 1 R1 f\ fFT T9 1 Rl f\ -mPTsJA 
xxuxxiv/ oapxtxxo xxjr p^JLXXCLiuaX piULCxxl ruZlOiD ^xUZ lolOj, lxxlxiNA 


NM 024672 


Homo saniens hvnothetiral nrotein FT T9H90 fFT T9H9fh mPMA 


NM 024666 


Homo sapiens hypothetical protein FIJI 1506 (FIJI 1506), mRNA 


NM 024654 


TTomo saniens hvnothptiral nro+pin FT 19^ ^9 3 /TTT T9'^'^9'^^ mPXTA 
xxuixxu so.picixa xxypuuiCLlOaX pxOlClIx ri-JZ.jJ>Zj ^PJUJZJ ^, lxlKJNA 


NM 024650 


Homo saniens hvnothetiral nrotein FT T99^1 fFT T99 < \'*1'\ mPMA 
xxv/ixiv/ oapx^/xxo iijrpv/UXvLli/<U piULCxxl r Lhi££J3 1 \F jujz,£,Dj i. J 9 lxUvJNA 


NM 024649 


Homo saniens hvnothetiral nrotpin FT T93^Qfi fFT T9'^<k0^^ wDMA 
xxuxxxu aa-pib.xxo ixjrpuuxcUval pruiCIxl rLtJAj jy\J yrLjJ4,jDy\j) 9 IxlxvIN/V 


NM 024647 


Homo saniens hvnothptiral nrotpin FT T1 ^987 rPT T1 39$?^ W D\TA 
xxuxiiu oapx^xxo xxjrpuuiCLlual ptUlCxn PLJ ijZO / ^Tl^J 1 jZo / xlxxxXNA 


NM 024640 


Homo saniens hvnothptiral nrotpin FT T9^A7/? /T7T T9^A7/C\ -rviPXTA 
xxuxxxvs oapx^xxo xijrpuiIiCUVyai piUlCxIl fUZ / O ^PiwJ^J^r/Oy, lxxlvIN/V. 


NM 024636 


Homo SamenS I1 Ifplv ortholoo nf irmi i c*> himni' nAm'npje Ml-mT^o i-risii </> a J n/linz-inn 

xxuiixv oapx^ixo njvcxy uxmuiug ui mouse uimor necrosis-aipna-inuuceQ aoipose- 
related protein (FLJ23 153), mRNA 


NM 024628 


Homo sapiens hypothetical protein FLJ23 1 88 (FLJ23 188), mRNA 


NM_024627 


Homo sapiens hypothetical protein FU21 125 (FLJ21 125), mRNA 


NM 024626 


Homo sapiens hypothetical protein FU22418 (FU22418), mRNA 


NM 024624 


Homo sapiens hypothetical protein FLF221 16 (FLJ221 16), mRNA 


NM 024616 


Homo sapiens hypothetical protein FLJ23 1 86 (FLJ23 186), mRNA 


NM 024615 


Homo sapiens hypothetical protein FLF21308 (FLJ21308), mRNA 
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A^iVX UAtU x J 


TTnmn <;jvnipTic nhafm 9 fFT T1 11 R7'\ mPMA 

XXU1I1U d»LyidlO yfHAUll Z> \y JljJ LOLOt 1, IILtviN x\ 


IN Ivx 1/Z*tO A v 


xiomo sapiens nypouiencai proiem jpjljzzoZj trLJZZoZ3j, mKJNA 


"MM 094600 


xiomo sapiens nypomeucai protein rlJZlo41 (rJLJZio41), 111KJNA 


MM 094606 

1N1Y1 UZHOUD 


nomo sapiens nypoineucai protein rJLJ 1 1 /So (rUI 1756), mKJNA 


MM 09460S 

1N1Y1 UZiT'OUJ 


nomo sapiens nypouiencai protein ruzuoyo (rJLJzUoy6), niKJNA 


MM 094609 


xiomo sapiens nypouiencai protein rLJZl lDo ^rJLJzl I jo), mRNA 


MM fiOzKCK 
1N1V1 VZHjyj 


xiomo sapiens nypouiencai protein rJUl izooo (^rxJ lzoooj, niKNA 


MM flOzKR^ 

1N1V1 UZ*f J O J 


xiomo sapiens nypouiencai protein rJ_JZZioU (rUZZloU), mKJNA 


MM fiO/K 84. 


xiomo sapiens nypouieiicai protein rJJ \ Jo4o (rU 13646), ttiKJnA 


MM fiOd^Rfl 


xiomo sapiens nypomencai protem rJJ liliy(rLJ131 19), rnJKNA 


MM fiO/K7H 


xiomo sapiens nypotneucal protem rU 1 17 12 (rUI 1712), mRNA 


MM no/CiCC 
lNlYX UZ4D0I> 


xiomo sapiens nypotneucal protein rU 14 loo (rU 14166), rnRNA 


ViXyi UZ4j~o 


TT/-VTV1 /-v ranione UimAlUafinnl m>/s^i«i TTT TO 1 1 /\0 /TTT TO 1 1 AON "V T A 

xiomo sapiens nypomeucai protem rLJzi 1U3 (rUzl 103), mlvNA 


JNM UZ4jjZ 


xiomo sapiens nypotnencal protein FLJ12089 (FLJ12089), mRNA 


MM fi0/Kzl£ 
INiVl UZ4j40 


T_J*/-«f-»-i c«mi onn Uimnlliafi/tnl _ TTT T "1 0/1/10 /TTT TIO/l/iflN —T»\T A 

xiomo sapiens nypotneucal protein rJLJ 13449 (rU 1 3449), mRNA 




Homo sapiens nypotneucal protem rLJ 12684 (FLJ12684), niRNA 


MM HOA^IO 
INlYl UZsOJZ 


xiomo sapiens nypotneucal protein rUzz /Z4 (FLJ227Z4), mRNA 


MM fl9^K9£ 
1N1V1 UZ*tJZO 


TJAmn cqm'ano Vti rM<-*+T%^+^r»r»l Mv/s+atn TTT TO 1 COO /TTT TO 1 COO\ .Tt\T A 

xiomo sapiens nypotneucal protein rUzl jzz (x 4 Uzl5z2), mRNA 


MM 09/1^9^ 


xiomo sapiens nypotneucal protem rUzzUij (rUzzOij), mRNA 


MM 09/1599 
1N1V1 UZH-jZZ 


TJ/X-mz-v on-mAvno mn^Tv A flnn1 «k«/\f/M'«i TTT Tt 1/CA /TTT T1 O/f fl\ T)XT A 

xiomo sapiens nypotneucal protem rU IzojU (rU 126^0), mRNA 


MM fr9zK1A 
INlvi V/Z4J10 


xiomo sapiens nypotneucal protem MOU46U6 (MCj(J46Uo), mRNA 


MM H9/K Izl 


xiomo sapiens nypotneucal protein JVlvjiJ46o3 (MCj(J4663), mRNA 


MM fi9/K07 
1N1V1 UZ4DU / 


nomo sapiens nypotneucal protem MCjC 10791 (MGC10791), mRNA 


MM f)1^9R£ 
1N1V1 U 1 J Zoo 


xiomo sapiens iviAAUziy protem (JsJLAAUzjy), mRNA 


MM H9AA10 


Homo sapiens Phosphatidylglycerophosphate Synthase (PGS1), mRNA 


MM CiOA'XA^ 


xiomo sapiens nypotneucal protem MGC10765 (MGC 10765), mRNA 


MM 09/1740 
INlYl UZ4J4U 


xiomo sapiens nypotneucal protem MGC4179 (MGC4179), mRNA 


MM 094^^0 

IN IVX V/Zo- J 0 U 


xiomo sapiens nypotneucal protein MvjC4J6j (MGC4365), mRNA 


MM 094^96 


xiomo sapiens nypouiencai protem MULl lz/9 (JV1GC1 1279), niRNA 


MM 094^91 

1N1Y1_UZ*+ JZ 1 


xiomo sapiens nypotneucal protein MUt 10433 (MGC10433), mRNA 


MM 094119 
1N1V1 VJZ*fjlZ 


xiomo sapiens nypotneucal protein jVlGC4170 (MGC4170), mRNA 


MM 09A10K 
INlvl UZ*fJuo 


xiomo sapiens nypotneucal protem MGC4172 (MGC4172), mRNA 


MM CVy/LKM 
INlvl UZ*f Jli / 


Homo sapiens nypotneucal protein MGC4171 (MGC4171), mRNA 


MM A9/19Q5 
INiVl UZHZiO 


Homo sapiens nypotnencal protein MGC3067 (MGC3067), mRNA 


MM 0900^9 
1N1V1 UZUUOZ 


XJrtrvirt cnniann CT /^O A /I <>A/v»1n1'n* /CT /**0 A /IT>/^\ T> XT A 

xiomo sapiens oi^oZA4 regulator (oLCzA4RG), niRNA 


MM 0 IRAQI 


xiomo sapiens OU13 w-liKe protem (LrUC55871), mRNA 


MM 0941 1£ 

1N1V1 UZ*t 1 1 0 


xiomo sapiens nypomeucai protem MGC5306 (MGC5306), mRNA 


MM 0941 1/1 
IN lYl_UZ*t 1 1 *f 


Homo sapiens nypotneucal protein MGC4827 (MGC4827), niRNA 


MM 0941 1 3 

IN1V1 V^tllO 


xiomo sapiens nypomeucai protem MGC4707 (MGC4707), mRNA 


MM 094000 
lNivi x/^H^sjyy 


xiomo sapiens nypotneucal protein MGC2477 (MGC2477), mRNA 


MM 094009 


xiomo sapiens nypomeucai protem MGC5508 (MGC5508), mRNA 


MM 0540 R4 


xiomo sapiens nypomeucai protein MGC3196 (MGC3196), mRNA 


MM 094079 


xiomo sapiens nypotneucal protein MGC283 5 (MGC2835), mRNA 


MM 0940^7 

1N1VA V/^*+V/D/ 


xiomo sapiens nypotneucal protem MGC2718 (MGC2718), mRNA 


NM_024063 


Homo saoiens hvoothetical urotein MGPS^47 /^/Trrr , si47^ mPTsTA 


NM 024040 


Homo sapiens hypothetical protein MGC2491 (MGC2491), mRNA 


NM_024036 


Homo sapiens hypothetical protein MGC3103 (MGC3103), mRNA ! 


NM^015450 


Homo sapiens protection of telomeres 1 (POT1), mRNA 


NM_ 021249 


Homo sapiens sorting nexin 6 (SNX6), mRNA 


NM 023932 


Homo sapiens hypothetical protein MGC2487 (MGC2487), mRNA 


NM 023930 


Homo sapiens hypothetical protein MGC2376 (MGC2376), mRNA 
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JNM U14U4j 


Homo sapiens j^JsTZ*rD04v>iy4U protein ^jjjsjrZir J04v^iy4uj, itikjna 


NM 015533 


Homo sapiens DKFZP586B1621 protein (DKFZP586B1621), mRNA 


NM 023927 


Homo sapiens hypothetical protein FLJ213 13(rLJ21.513), mRNA 


MM 023923 


Homo sapiens hypothetical protein FLJ13171 (FU13171), mRNA 


NM 019054 


Homo sapiens hypothetical protein MGC55ou (MGL5560), mRNA 


NM 023070 


Homo sapiens hypothetical protein (LOC65243), mRNA 


NM 023015 


tt ^ • _ 1 _ j v _ a » i _ A._ ! T7T TO mm /T7T TO 1 f\1 A\ t\\t a 

Homo sapiens hypothetical protein FLJ21919 (FLJ21919), mRNA 


NM 022899 


Homo sapiens likely ortholog of mouse actin-related protein 8 homolog (S. 
cerevisiae) (FLT12934), mRNA 


NM_022836 


Homo sapiens DNA cross-link repair IB (PS02 homolog, S. cerevisiae) 

/T\AT T»T1T1\ t»XT A 

(DCLREIB), mRNA 


NM 022831 


Homo sapiens hypothetical protein FLJ12806 (FLJ12806), mRNA 


\Tl r AAAflin 

NM 022828 


Homo sapiens hypothetical protein FLJ21940 (FU21940), mRNA 


NM_022822 


Homo sapiens hypothetical protein FLJ12387 similar to kinesin light chain 
(FLJ 12387), mRNA 


NM 022784 


Homo sapiens hypothetical protein FLJ 12476 (FLJ 12476), mRNA 


MM Uzz/oi 


TJ n «v.n 1—.p-.#s.4-t.^4J # , n 1 — T?T T10/IOO /TCT T1O/lO0\ TiXT A 

Homo sapiens nypotnetical protein FLJ 1242o (FLJ 12425), mRNA 


iNM U22//4 


Unwn U«mA4l>n4^nn1 mma^aIm T7T TO 1 1/1/1 fT?T TO 1 1 /I /1\ T>tT A 

Homo sapiens nypotnetical protein rLJ2l 144 (TLJ21 144), mRNA 


NM Uzz/oj 


Homo sapiens nypotnetical protein FLJ 1 193 / (FU 1 1937), mRNA 


NM 022/04 


TJ-,.,„ - _ „ J — L.tHniltA^nJ "ITT T 1 O OO O /T7T TI OrtrtO\ tivt A 

Homo sapiens hypothetical protein FLJ 12998 (rU 12998), mRNA 


NM 022758 


Homo sapiens hypothetical protein FU22195 (FLJ22195), mRNA 


NM 022753 


Homo sapiens hypothetical protein FLJ 12903 (FIJI 2903), mRNA 


NM 022749 


Homo sapiens retmoic acid induced 16 (RAI16), mRNA 


NM 022746 


Homo sapiens hypothetical protein FIJ22390 (FLJ22390), mRNA 


NM 022728 


Homo sapiens neurogenic differentiation 6 (NEUROD6), mRNA 


NM 022496 


Homo sapiens hypothetical protein FLJ13433 (FLJ13433), mRNA 


NM_022490 


Homo sapiens hypothetical protein FLJ13390 similar to PAF53 (FU13390), 

T>XT A . 

mRNA 


NM 022484 


Homo sapiens hypothetical protein FLJ13576 (FLJ13576), mRNA 


NM 022483 


Homo sapiens hypothetical protein FLJ21657 (FLJ21657), mRNA 


NM_022473 


Homo sapiens zinc finger protein 106 (ZFP106), mRNA 


NM_022471 


Homo sapiens hypothetical protein FU 1 3 057 similar to germ cell-less 

/ytY V -4 r% /\ f n\ t\ "VTA 

(FLJ13057), mRNA 


NM 022463 


Homo sapiens nucleoredoxin 1 (NXN), mRNA 


NM_022462 


Homo sapiens hypothetical protein FU14033 similar to hypoxia inducible factor 

^ 11 T * a /tt 111 IAN T^'VT A 

3, alpha subunit (HIF-3A), mRNA 


NMJ)22461 


Homo sapiens hypothetical protein FLJ21939 similar to 5-azacytidine induced 
gene 2 (FLJ21939), mRNA 


NM 022453 


Homo sapiens ring finger protein 25 (RNF25), mRNA 


NM_022374 


Homo sapiens likely ortholog of mouse ADP-nbosylation-like factor 6 
interacting protein 2 (FU23293), mRNA 


NM 022371 


Homo sapiens ATP-dependant interferon responsive (xADIR), mRNA 


NM_022369 


Homo sapiens hypothetical protein FLJ12541 similar to Stra6 (FLJ12541), 

. . ,T>> T A 

mRNA 


NM_022367 


Homo sapiens hypothetical protein FLJ12287 similar to semaphorins 

V-Ti-'J 1-aCjLo I j y mrvJN/V 


NM 022359 


Homo sapiens similar to rat myomegalin (LOC64182), mRNA 


NM 022356 


Homo sapiens growth suppressor 1 (GROS1), mRNA 


NM 022354 


Homo sapiens spermatogenesis associated 1 (SPATA1), mRNA 


NM 022347 


Homo sapiens IFRG15 protein (IFRG15), mRNA 


NM 022341 


Homo sapiens peptide deformylase-like protein (LOC64146), mRNA 


NM 022164 


Homo sapiens P3ECSL (LBECG3), mRNA 



210 



WO 03/074654 



PCT/US03/05028 



NM 022147 


Homo sapiens 28fcD interferon responsive protein (IFRG28), mRNA 


JNM 022 140 


Homo sapiens eiythrocyte protein band 4. 1-liJce 4 (E,rD*tiLA) 9 mKNA 


JNM 0Z21J3 


Homo sapiens sorting nexin lo (oNAlo), mKJNA 


NM_02212o 


Homo sapiens phospholysine phosphohistidine inorganic pyrophosphate 
pnospnatase {L,nrr), mKJNA 


iNivi uzzuy / 


xiomo sapiens nepatoceuuiar carcmoma antigen gene ozu {ijj^ojyzoj, mKJNA 


vnv/r aooaoz 
jNivi.__uzzuy*f 


ITnmn co-r-i-i an <-• V»t m/\+l^aflnn1 mrnfam T7T TOAQOI niwttlar T7QT300 /TT TOAQOlN 

xiomo sapiens nypotneticai protein rjuzuo / 1 similar to rorz / (tjljzuo / ij, 

ml? XT A 


xnv/r aooaqa 
inm uzzuyu 


xiomo sapiens transposon-oenvea Jousteri transposase-UKe (LUUoiy zuj, mKNA 


JNM UZZU/4 


TjAtMA AftMiann liYmAflloflAnl -nvA4>A4«« T7T TOOOO/I /TT TOOOQ/I\ _'D\TA 

Homo sapiens nypotneucai protem rLJZZ /y4 (rLJZZ/y4 j ), mKJNA 


xnvyr aooo71 

JNM UZZU/1 


xiomo sapiens nypotneucai protem rjuzoyo/ (rjuzuyo/j, mKJNA 


NM 022063 


Homo sapiens hypothetical protein FLJ13188 (FLJ13188), mRNA 


•vnv;T aooa/ca 
JNM OZzOoO 


Homo sapiens hypothetical protem FU12816 (1*1^12816), mRNA 


JNM U22U34 


Homo sapiens estrogen regulated gene 1 (ERG-1), mRNA 


XTA/f AO 1 CM ^ 

JNM OZiy4j 


Homo sapiens hypothetical protem r , U22174 (rU22174), mRNA 


JNM UZ 1V44 


TT— — BA«iMiB luMAiltA^AAl «.a1a.' m T?T T 1 O 1 C A /T?T T1 C/l\ _^T)\T a 

Homo sapiens hypothencal protem rlJ 12154 (rU12154), mRNA 


INM U2 ly41 


Homo sapiens hypothetical protem rUZl324 (rU2l324), mRNA 


XTA/T AOIGOQ 

JNM__UZiyZo 


Homo sapiens hypothetical protein FLJ22649 similar to signal peptidase 

ODPOO/OI rCT TOO/C/1QN *v*T5XTA 

orUZZ/Z3 (rx-JZZo4yj, 111KJNA 


NM 021927 


Homo sapiens hypothetical protein FIJI 3220 (FLJ13220), mRNA 


XTA/f AOIGOQ 

JNM u/iyzj 


TT ~U-. M s«.4-1. a aJ--1 T7T TO 1 OTA /T7T TO 1 OTA\ .. ,T>>T A 

Homo sapiens hypothetical protem rUzloZu (rJUzlozO), mKNA 


XT\yT A0 1 QO ^ 

JNM UZIoZj 


Homo sapiens hypothencal protem JVIJL>oUZ5 (JVLUoUzj), mRNA 


XT\yT A1 ^/^OO 

JNM OlOuZZ 


Homo sapiens COl-43 protem (LOC5 1 622), mRNA 


XT\/T A01£1Q 
JNM IFZiO^y 


Homo sapiens hypothetical protein or lyz (briyz), mRNA 


NM 021637 


Homo sapiens hypothetical protein FLJ14084 (FLJ14084), mRNA 


NM_021ol4 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subtamily N, member 2 (KCNN2), mRNA 


xnv>r ao 1 1 co 
JNM UZlloz 


Homo sapiens minor histocompatibility antigen HB-1 (HB-1), mRNA 


XTA A AO 1 1 OA 

JNM Uz 11/0 


TT 1_TTT TT X* * TT A /T AOfTDA^ t\\T a 

Homo sapiens bHLH iactor Hes4 (LOC57801), mRNA 


X TTV jT A1 1 1/1^ 

NM_02114o 


Homo sapiens angiopoietin-like factor (CDT6), mRNA 


JNM_0U5146 


Homo sapiens squamous cell carcinoma antigen recognised by T cells (SART1), 
mKJNA 


xnvyf ao i mo 
JNM uziu/y 


TT , I,.,,,-. "K T . , i . , i, . i , t ,1 1 , C I , "1 /TvTXyTT*1\ — .TiXT A 

Homo sapiens JN -mynstoyJtransterase 1 (1NM1 1), mKNA 




Homo sapiens UHo K.erH ^JLUCj /o30), mKNA 


XTA/f AO 1 A 1 Q 
JNiVl UZlUlo 


Homo sapiens Hi Jiistone lamiiy, member 1 (H3rl), mKJNA 


iNXvi. UUOO^f j 


nomo sapiens serologically uermea colon cancer antigen J (ojjuuaUj), mKJNA 


XJAvf ni7^£Q 


Homo sapiens transcription iactor (p3o interacting protein) (r JoLr), mKNA 


XTN/f Al^OO.0 

iNjyi uijzjy 


TT— _ AQniartc "ETTA A 1 f\1 C «f/\+Qt« /T/IA A 1 m C\ _v,D\TA 

Homo sapiens iviAAiUiD protem (JsJAAlUij), mKJNA 


NM 014977 


Homo sapiens KIAA0670 protein/acinus (KIAA0670), mRNA 


xnv/f ni<;io£ 

JNM U1D 1 /O 


Homo sapiens JSJAAU45J protein (JKJAA04oi), mKNA 


XTA/f A 1 A d 1 A 
JNM U140IU 


U/\«m/\ VTA A AAOO ~. a a.:^ A7TA A A AO D\ ^-T>XT A 

Homo sapiens isJAAUUoo protem (KJAAOUoo), itiKNA 


XTA/f A1^<K 
JNM UIDjIo 


Homo sapiens hypothencal protem, estradiol-induced (E2IG4), mRNA 


NM_015388 


Homo sapiens DKFZP566C243 protein (DKFZP566C243), mRNA 


XTAyf AIC^TO 

JNM. UlJD/y 


Homo sapiens hypothetical protem (CLONE24922), mRNA 


JNJVl_UI44ijy 


tt _ , * T« A T?C 1*1 t»"V T a 1 tt r\r\ /^nr>T> , i /» . 

Homo sapiens TAF5-like RNA polymerase H p300/CBP-associated factor 


NM_014368 


Homo sapiens LIM homeobox protein 6 (LHX6), mRNA 


NM 014315 


Homo sapiens host cell factor homolog (LCP), mRNA 


NM_012414 


Homo sapiens rab3 GTPase-activating protein, non-catalytic subunit (150kD) 
(RAB3-GAP150), mRNA 


NM 012219 


Homo sapiens muscle RAS oncogene homolog (MRAS), mRNA 


NM 007375 


Homo sapiens TAR DNA binding protein (TARDBP), mRNA 
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iNivl UU/U/*f 


Homo sapiens coronin, acun Dinaing protein, 1A (CUKU1A), mRNA 


iNM_uuoyz / 


Homo sapiens sialyltransferase 4B (beta-galactosidase alpha-2,3- 
siaiyiransierase ) \pu\ i *tr> ), mxviN j\ 


NM 006861 


Homo sapiens RAB35, member RAS oncogene family (RAB35), mRNA 


JNJYL UUOjUZ 


xiomo sapiens polymerase jljjna directed), eta (POLH), mRNA 




Homo sapiens polyglutamine binding protein 1 (PQBP1), mRNA 


NM 005168 


Homo sapiens ras homolog gene family, member E (ARHE), mRNA 


NM 004190 


Homo sapiens lipase, gastric (LIPF), mRNA 


NM 004132 


Homo sapiens hyaluronan binding protein 2 (HABP2), mRNA 


NM_004492 


Homo sapiens general transcription factor HA, 2 (12kD subunit) (GTF2A2), 
mRNA 


\T\ AT /-v f\ A A 

NM 004824 


Homo sapiens chromodomain protein, Y chromosome-like (CDYL), mRNA 


NM_003969 


Homo sapiens ubiquitm-conjugating enzyme E2M (UBC12 homolog, yeast) 
(UBE2M), mRNA 


NM_002711 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3 A (glycogen 
and sarcoplasmic reticulum binding subunit, skeletal muscle) (PPP1R3A), 
mRNA 


NM 003847 


Homo sapiens peroxisomal biogenesis factor 1 1 A (PEX1 1 A), mRNA 


NM_002004 


Homo sapiens famesyl diphosphate synthase (famesyl pyrophosphate synthetase, 
dimethylallyltranstransferase, geranyltranstransferase) (FDPS), mRNA 


NM_019111 


Homo sapiens major histocompatibility complex, class II, DR alpha (HLA- 

T\Tl A X t*X VTA 

DRA), mRNA 


NM_002120 


Homo sapiens major histocompatibility complex, class \% DO beta (HLA-DOB), 
mRNA 


NM_002118 


Homo sapiens major histocompatibility complex, class IT, DM beta (HLA- 
DMB), mRNA 


NM_002125 


Homo sapiens major histocompatibility complex, class II, DR beta 5 (HLA- 
DRB5), mRNA 


NM_021983 


Homo sapiens major histocompatibility complex, class II, DR beta 4 (HLA- 
DRB4), mRNA 


NM_022555 


Homo sapiens major histocompatibility complex, class II, DR beta 3 (HLA- 

T\T\ T\ *\ \ n VTA 

DRB3), mRNA 


NM 005962 


Homo sapiens MAX interacting protein 1 (MXI1), transcript variant 1, mRNA 


NM 130439 


Homo sapiens MAX interacting protein 1 (MXI1), transcript variant 2, mRNA 


NM_080923 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 4, mRNA 


NM_080922 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 3, mRNA 


NM_080921 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 2, mRNA 


NM_1 30386 


Homo sapiens collectin sub-family member 12 (COLEC12), transcript variant I, 
mRNA 


NM_030781 


Homo sapiens collectin sub-family member 12 (COLEC12), transcript variant n, 

.,-T>XT A 

mRNA 


XTTViT 1 1fY71Q 

JNM_lJl>/ /a 


Homo sapiens collagen, typeXVE, alpha 1 (COL17A1), transcript variant short, 
mRNA 


NM_000494 


Homo sapiens collagen, type XVII, alpha 1 (COL17A1), transcript variant long, 
mRNA ~ I 


NM_001856 


Homo sapiens collagen, type XVI, alpha 1 (COL1 6A1), mRNA 


NM 001855 


Homo sapiens collagen, type XV, alpha 1 (COL15A1), mRNA 


NM 058166 


Homo sapiens tripartite motif-containing 6 (TRIM6), mRNA 


NM 002838 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
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variant 1, mRNA 


NM_130390 


Homo Sapiens tripartite rnntif-ro'nf'n'iri'mo' ^4 fTPTM^d.^ froncr^irkf TMn'4tif 1 

mRNA 


NMJ30389 


Homo sapiens tripartite motif-rontainmp" 34 fTR lA/TM 1 trsmcnririt wrim* o 
mRNA 


NMJ)21616 


Homo satvien^ tnnarhtp rnritiflrvYnfci-mfntT "XA ( r Y\} T\/['XA\ _ m '.^^ ■» 
x±\jui\j oapicua uipai lilc iiioiu-coni^iiiiug j*t ^ i isjuvi j*t transcript variant 1 

mRNA 


NM 030950 


Homo ^ani en <J TPt fin OPT Tirritpir» rRTTP^ +rancr»r , iT%+ irar lia+n ♦~T>TvT A 

xxKJinsj oa^i&no Act liugci pruLcin \x\rrj, iTaiibCTipt variant oeta, mKJNA. 


NM_130785 


Homo *?anien<? TP I K nnH PTlff \T ImmntAcrAnc in/\ei*rtt 1-iw! A «lirtrmVm*n n « / r r r n - m\ 
axv^iiiv aapiwio ii liv aiiu riJH>| QOIIlUIUgOUa lnOSliOl llplQ pflOSpnataSC ^lxxx ), 

mRNA 


NM_130784 


Homo Sapiens hypothetical apnp cnnnrvrtpH hv A VA97ft07» A VO07COQ 
oapiwuo lAjTLJULiiwuvsai gene buppuiicu uy /V x UZ / oU / , AXU//0U0 

(LOC93426), mRNA 


NM 130783 


Homo sapiens similar to neuronal tetra<;nanin fT OPQ01 IQi tyVRWA 


NM 130782 


Homo sapiens reeulator of G-nrotein <ncmal1in(y 1 R fRG<51 R i mPlSTA 


NM 130781 


Homo sapiens (RAB24), mRNA 


NM 130772 


Homo sapiens S100Z protein (S100Z), mRNA 


NM 130769 


Homo sapiens glycoprotein alpha 2 (GPA2), mRNA 


NM 130770 


Homo SaoienS 5-hvdrOYvlTvntnmfnp rRHfntnr *X citKunit fTTT r Dir*\ ml) XT A 
1AVU1V ooLn^uo ~» ".jfUiUA-jr uypialllllic iCUCpiOl J SUDUull \s yrl JLJtvjL-J, mJKJNA 


NM 130768 


Homo sapiens GASZ fGA557i mPMA 


NM 130767 


Homo sapiens cvtosolic aeetv1-CY»A TivHmlnQp /TAPH 11 mPMA 


NM 130773 


Homo sapiens caspr5 protein (caspr5), mRNA 


NM 006510 


HomO Sapiens ret fin C^Pr nrntpifl rRPPI trancpnnf -iro-r-io-n* olr^Vio t*,D\TA 

xx\jm\j oapiwua icl xnigci piuicui ^ivrr^, transcript variant aipna, mKJNA. 


NMJ)33554 


HomO SaniPn*? TY131 C\V lllQtnprYTYmatiK-ilit-w i^nmnlav nLnn TT TYD n1«U« 1 /T.TT A 

Axwinu oapiwua ixiajui iiiaiuuuiLipauoiiiiy complex, class ii, ijr aipna 1 ( m ,A- 
DPA1), mRNA 


NM 033282 


Homo santenQ rvn^in A ( mplp-nn-ncinl ^r^PXT^ i-«"dxta 


NM_032035 


Homo sapiens MS TFO^ 1 nrnfpin /TVT^TPmU mPMA 


NMJH7882 


oapicua uciuiu-iipuiubuiuobis, neuronal o, late lnianuie, variant (CL.No) 
mRNA 


NM 006983 


Homo sapiens matrix metalloproteinase 23B (MMP23B), mRNA 


NM_005608 


xiuinu oapicub piuicui lyrubmc pnospnaiase, receptor type, U-associated protem 
GPTPRCAP1 mRNA 


NM 004659 


Homo sapiens matrix metallonrotpinaQp 1% A a^ y«t?xia 


NM 025091 


Homo sapiens hypothetical nrotpin H*t n ^^^n /TT n ^^^n^ mPXT a 


NM 130759 


Homo Sapiens lrnmunitv fl«;<;nriatpH -nrntpiri 1 mVyfAP^ mPMA 

aaviuv ju^iviiij xxxuiXLUiitjr aooU^ldLtU ]J1 \J LCLli I ^XlVl M.r^ljj TTI K, [y f\ 


NMJH9841 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
5 (TRPV5V mRNA 


NM 017584 


Homo sapiens aldehyde reductase (aldose reductase) like 6 (ALDRL6), mRNA 


NM 017436 


oajjiciia aipixa 1,^-gaidwtOSyilIaIlSierase ^A4VjAL»1 J, nixviNA. 


NM 006480 


HomO Sapiens reoillator of G-nrntpin cim-iolli'tirr 1 A n&nQ 1 A\ m D\TA 
Aiviiiv sapiwio it/gixiaLUi Ul VJ-piOlCxU olgnalling !*♦ ^XvvJOl^ry, mivlNA 


NM 013357 


Homo sapiens punne-rich elempnt V>in^i-n & nmt#»i-n n nynua\ *mD\ta 


NM016155 


HomO Sapiens matnv rnptallrmrrxtf^tnaeo 1*7 /mamUwina /> jt\ tt> 1 *7\ 

xxvxtiv oapitaia luduiA iiiciaiioproicinase i / ^memDrane-mserteuj (IVlJVLr 1 /), 
mRNA 


NM_002813 


Homo sapiens proteasome (prosome, macropain) 26S subunit non-ATPase 9 
(PSMD9), mRNA 


NM_024549 


Homo sapiens hypothetical protein FLJ21 127 (FLJ21 127), mRNA 


NMJ30441 


Homo sapiens dendritic cell lectin b (DLEC), mRNA 


NM 015409 


Homo sapiens El A binding protein p400 (EP400), mRNA 


NM_ 003702 


Homo sapiens regulator of G-protein signalling 20 (RGS20), mRNA 


NM_016113 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
2(TRPV2),mRNA 


NMJH5530 


Homo sapiens likely ortholog of rat golgi stacking protein homolog GRASP55 
(GRASP55), mRNA 



213 



WO 03/074654 



PCTYUS03/05028 



NM 005873 


Homo sapiens regulator ot u-protein signalling iy (KUoiy;, mKJNA 


NM 130469 


Homo sapiens Jim dimerization protein 2 (jdp2), mRNA 


NM 130468 


Homo sapiens dermatan-4-sullotransierase-l (D41S1-1), mKJNA 


NM 130467 


Homo sapiens PAGE-5 protein (PAGE-5), mRNA 


NM_1 30463 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
(ATP6G), mRNA 


NM 130459 


Homo sapiens torsin family 2, member A (TOR2A), mRNA 


NM_021070 


Homo sapiens latent transformmg growth factor beta binding protein 3 (LTBP3), 
mRNA 


NMJ)20865 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 36 (DDXio), 
mRNA 


NM 016304 


Homo sapiens 60S nbosomal protein L30 isolog (LUCS 1 lo7), mKJNA 


NM 130443 


Homo sapiens dipeptidylpepudase 111 (DPr3), transcript variant Z, mKJNA 


NM_005700 


Homo sapiens dipeptidylpeptidase lH (DPP3), transcript variant 1, mRNA 


NM 018152 


Homo sapiens chromosome 20 open readmg frame 12 (02001*112), mRNA 


NM 006027 


Homo sapiens exonuclease 1 (EXOl), transcript variant 1, mRNA 


NM 003686 


Homo sapiens exonuclease 1 (EXOl), transcript variant 3, mRNA 


NM 130398 


Homo sapiens exonuclease 1 (EXOl), transcript variant 2, mRNA 


NM 002837 


Homo sapiens protein tyrosine phosphatase, receptor type, B (PTPRB), mRNA 


NM_000775 


— — B - ja ~ « f *> •* YTY f 1*1* "1 "\ 

Homo sapiens cytochrome P450, subfamily IIJ (arachidomc acid epoxygenase) 
polypeptide 2 (CYP2J2), mRNA 


NMJ)53056 


Homo sapiens cyclin Dl (PRADl parathyroid adenomatosis l) (CCNDl), 
mRNA 


NM_0 12090 


Homo sapiens microtubule-actm crosshnlang factor 1 (MACF1), transcnpt 
variant l,mRNA 


NM 017625 


Homo sapiens intelectin (ITLN), mRNA 


NM_015839 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV3, mRNA 


NMJU5838 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV2, mRNA 


NM_015837 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV1, mRNA 


NM 002003 


Homo sapiens ficolm (collagen/fibnnogen domain containing) 1 (FCN1), mRNA 


NM 016327 


Homo sapiens ureidopropionase, beta (UPB1), mRNA 


NMJU6328 


Homo sapiens GTF2I repeat domain containing 1 (GTF2IRD1), transcript 
variant 1, mRNA 


NM_004108 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcnpt variant SV0, mRNA 


NM 002318 


Homo sapiens lysyl oxidase-like 2 (LOXL2), mRNA 


NM_130396 


•ff • It 7\T*F4 • 1 • « « • -fJ • j ^ - • <p% At T7flT\^\ a • a 

Homo sapiens WNT1 inducible signalmg pathway protem 3 (WISP3), transcnpt 
variant 2, mRNA 


NM_003880 


Homo sapiens WNT1 inducible signalmg pathway protem 3 (WISP3), transcnpt 
variant 1, mRNA 


NM 003881 


Homo sapiens WNT1 inducible signalmg pathway protem 2 (WISP2), inRNA 


NM_080838 


Homo sapiens WNT1 inducible signaling pathway protein 1 (WISP1), transcript 
variant z, mKJNA 


NM_003882 


Homo sapiens WNT1 inducible signaling pathway protein 1 (WISP1), transcript 
variant l,mRNA 


NM_000651 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system (CR1), transcript variant S, mRNA 


NM_000573 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system (CR1), transcript variant F, mRNA 
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NM 006069 


Homo sapiens murine retrovirus integration site 1 homoloe (MRVT11 transm'nt 
variant 1, mRNA 


NMJ30385 


Homo sapiens murine retrovirus integration site 1 homoW fiVTRVTH tranQprint 
variant 2, mRNA 


NM 018492 


Homo sapiens T-LAK cell-orieinated nrotein Icma^p rrOPin m PNA 


NM_002462 


Homo sapiens mvxovirus f influenza virus i re<;i<?ranpp 1 intprfpiYYn-mdiir*fhip 

r J v T ** **** ^uniuviitiu v u uoy x vole U3.li.Vt-' 1, mioi ICi Uli Iimiiv] PIP 

protein p78 (mouse) (MX1), mRNA 


NM 015920 


Homo sapiens ribosomal nrotein S27-like fRPS?7T mRNA 


NM 016183 


Homo sapiens ribosomal protein, large, PO-like (RPLP0L), mRNA 


NM 080746 


Homo saDiens ribosomal nrotein T 10-lik-p fRPT 1 HT "\ mPXTA 


NM 032236 


Homo saoiens FLJ23277 nrotein fFT I?'}???'* mPMA 


NM 032784 


Homo saoiens thrombosnondin fFT T1444fft mPM A 


NMJ)80731 


Homo saoiens intermediate filampnt-liVp "M"Or i '9^9^ mvwti<Q^TOioi\ 

Aiviuu »a|/iuio iinvinicmaic; iiiaiiicxii-iiKC IVIVJV^ . jL OZ. J yxJJsJrZjir DuOLlJ,J.j j t 

transcriDt variant 3 mRNA 


NM_080730 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP586T2223), 
transcript variant 2, mRNA 


NM 015945 


Homo sapiens ovarian cancer overexpressed 1 (OVCOV1), mRNA 


NM 018018 


Homo saoiens solute earner familv mpmhpr 4 C^J p"*s aa\ mPMA 


NM 022451 


Homo sapiens AD24 protein f AD24), mRNA 


NM 020830 


Homo saniens nhosnhoino«;iHHp-V»indmo- r»rritf»iTi cp i A7T7XTC 1"\ mDMA 


NM_033630 


Homo saniens SC!A"M domain pontainfner 1 ^Qr^AXTT^^ fronpm^'nf Tro 

iiviuv oapiv/iia uv/ui uuiiuuu uuiiutiiiiiig i ^o^-rvtNi-/i i, iran script variant I, 
mRNA 


NMJH6558 


Homo sapiens SCAN domain containing 1 (SCAND1), transcript variant 1 
mRNA 


NMJM5438 


Homo sapiens intermediate filament-like MGC2625 (DKFZP586I2223), 
transcript variant 1 , mRNA 


NM 007371 


Homo sapiens bromodomain containing 3 (BRD3), mRNA 


NM 005104 


Homo 9@niPn Q Hrfimndfvmain r*ont!ain in n- O fVlT? 1 T\'~)\ m D\TA 
xi\jiii\j oajjiciio UlUlllUUUIXlain ^UniallLing JL \sS JtyJ JZ ) ? TTIrviN/v 


NM 005031 


mjiLL\j oapiciio ry\ 1 \\j uuiiiain coni^iiung ion iTanspon regulator 1 

rnhoSDholemrnan^ fFXYDI ^ tran^rrint vnrinnt a mPMA 


NM_021902 


Homo sapiens FXYD domain containing ion transport regulator 1 

fDhoSDholemrnan^ (FX YD 11 tran sprint variant \\ TnPTsJA 


NM_014164 


Homo sapiens FXYD domain-containing ion transport regulator 5 (FXYD5) 
mRNA 


NM 002463 


Homo sanipnQ mvYOvrriic ( ififli i^tttq ■iririic'\ rAcWnnna o /tvvtv^\ T»XTA 

Axunivj oajji&uo m^Auvuub ^uniucnzd virusj resistance z mouse J (JMAz), mK-NA. 


NM 014577 


Homo saniens bromodomain rontainincr 1 (VI t«P\TA 

A-A-vrnivy oupiwiio L»l VIJJLVJUV/Lilalll V/VlllalllUl^ 1 \D fx 1 y I )j 1 1 j\ /\ 


NM_021004 


Homo sapiens peroxisomal short-chain alcohol dehydrogenase (humNRDR), 
mRNA 


NM_020399 


Homo SaDienS PDZ/coiled-COll domain hindincr nnrfnpr fnr t"h*» r>Virt fotnilw 

"*^l - ' AW ** kJ J — 'Mm* waivw wai. uuiiiaui L'lllUlUsi L/CU U1C1 JLvIl UJLw I il ( 1 M 1 rt 1 1 11 IV 

GTPase TCI 0 (PIST), mRNA 


NM 017935 


Homo sapiens hypothetical protein FLJ20706 fBANlO mRNA 


NM 018244 


Homo sapiens chromosome 20 onen reading tramp 44 (Ci(\c\rfAA\ mPNA 


NM_016100 


Homo sapiens N-acetvltransferase 5 (ARD1 homoloa ^ p^rpvicia^ />JAT^^ 
mRNA 


NM 016045 


Homo sapiens chromosome 20 oDen reading framp 4^ fnoOnrfA^ m pMA 


NM 007363 


Homo sapiens non-POU domain containing, octamer-binding (NONO), mRNA 


NM_002438 


Homo sapiens mannose receptor, C type 1 (MRC1) mRNA 


NM 015092 


Homo sapiens PI-3-kinase-related kinase SMG-1 (SMG1) mRNA 


NM 018993 


Homo sapiens RAB5 interacting protein 2 (RIN2), mRNA 


NM_080841 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
transcript variant 3, mRNA 


NM 080840 


Homo sapiens protein tyrosine phosphatase, receptor type A (PTPRA) 
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transcript variant 2, mRNA 


NM_002836 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
transcript variant 1 , mRNA 


NM 024832 


Homo sapiens RAB5 interacting protein 3 (RIN3), mRNA 


NM 023915 


Homo sapiens G protein-coupled receptor 87 (GPR87), mRNA 


NMJ)03029 


Homo sapiens SHC (Src homology 2 domain containing) transforming protem 1 
(SHC1), mRNA \ 


NM 018490 


Homo sapiens G protein-coupled receptor 48 (GPR48), mRNA ! 


NMJ) 16020 


Homo sapiens homolog of yeast mitochondrial transcription factor B (mtTFB), 
mRNA 


NM 014475 


Homo sapiens dihydrodiol dehydrogenase (dimeric) (DHDH), mRNA 


NM 006065 


Homo sapiens signal-regulatory protein beta 1 (SIRPB1), mRNA 


NM 005527 


Homo sapiens heat shock 70kDj>rotein 1-like (HSPA1L), mRNA 


NMJ)04648 


Homo sapiens protein tyrosine phosphatase, non-receptor type substrate 1 
(PTPNSl),mRNA 


NM_004480 


Homo sapiens fucosyltransferase 8 (alpha (1,6) fucosyltransferase) (FUT8), 
mRNA 


NM 003667 


Homo sapiens G protein-coupled receptor 49 (GPR49), mRNA 


NM 130434 


Homo sapiens dipeptidylpeptidase 8 (DPP8), transcript variant 1, mRNA 


NM 017743 


Homo sapiens dipeptidylpeptidase 8 (DPP8), transcript variant 2, mRNA 


NMJ)02122 


Homo sapiens major histocompatibility complex, class II, DQ alpha 1 (HLA- 
DQA1), mRNA 


NM_006442 


Homo sapiens DR1 -associated protein 1 (negative cofactor 2 alpha) (DRAP1), 
mRNA 


NM_080918 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 2, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080917 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 3, nuclear 
gene encoding mitochondrial protein, mRNA 


NMJ)80916 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 1, nuclear 
gene encoding mitochondrial protein, mRNA 


NMJ)80915 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 5, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_001929 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 4, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080815 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 19, 
mRNA 


NM_080814 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 18, 
mRNA 


NM_080813 | 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 17, 
mRNA 


NMJ)80812 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 16, 
mRNA 


NM_080811 ! 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 15, 
mRNA 


NMJ)80810 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 14, 

mKJNA 


NMJ)80809 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 13, 
mRNA 


NMJ)80808 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 12, 
mRNA 


NMJ)80807 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 1 1, 
mRNA 
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NMJ380806 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 10, 
mRNA 


NMJ)80805 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 9, 
mRNA 


NM 080804 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 8, 
mRNA 


NM 080803 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 7, 
mRNA 


NM_080802 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 6, 
mRNA 


NMJW0801 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 5, 
mRNA 


NMJ)80800 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 4, 
mRNA 


NM_080799 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 3, 
mRNA 


NM_080798 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 2, 
mRNA 


NMJ)05203 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 1, 
mRNA 


NM 004395 


Homo sapiens drebrin 1 (DBN1), transcript variant 1, mRNA 


NM 080881 


Homo sapiens drebrin 1 (DBN1), transcript variant 2, mRNA 


NM_080792 


Homo sapiens brain-immunoglobulin-like molecule with tyrosine-based 
activation motifs (BIT), mRNA 


NMJ)80816 


Homo sapiens signal-regulatory protein beta 2 (SIRPB2), transcript variant 2, 
mRNA 


NMJ) 18556 


Homo sapiens signal-regulatory protein beta 2 (SIRPB2), transcript variant 1, 
mRNA 


NM_000787 


Homo sapiens dopamine beta-hydroxylase (dopamine beta-monooxygenase) 
(DBH), mRNA 


NM 080426 


Homo sapiens GNAS complex locus (GNAS), transcript variant 2, mRNA 


NM 080425 


Homo sapiens GNAS complex locus (GNAS), transcript variant 3, mRNA 


NM 000516 


Homo sapiens GNAS complex locus (GNAS), transcript variant 1, mRNA 


NM 006571 


Homo sapiens novel RGD-containing protein (WS-3), mRNA 


NMJ)80926 


Homo sapiens hypothetical protein similar to KIAA0187 gene product 
(LOC96610),mRNA 


NMJ)80924 


Homo sapiens hypothetical protein similar to CGI-67 protein (LOC9 1219), 
mRNA. 


NM_080925 


Homo sapiens hypothetical protein similar to topoisomerase (DNA) HI beta (H. 
sapiens) (LOC 129020), mRNA 


NM_080914 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 3, 
mRNA 


NMJ)80913 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 2, 
mRNA 


NM_080912 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant H2', 
mRNA 


NMJ)01181 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 1, 
mRNA 


NM 001671 


Homo sapiens asialoglycoprotein receptor 1 (ASGR1), mRNA 


NM 005065 


Homo sapiens sel-1 suppressor of lin-12-like (C elegans) (SEL1L), mRNA 


NM 014978 


Homo sapiens VPS10 domain receptor protein SORCS 3 (SORCS3), mRNA 


NM 015230 


Homo sapiens centaurin, delta 1 (CENTO 1), mRNA 
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NM 052868 


Homo sapiens immunoglobulin superfamily, member 8 (IGSF8), mRNA 


NM 032782 


Homo sapiens hypothetical protein FLJ14428 (TIM3), mRNA 


NM 032309 


Homo sapiens chromosome 2 open reading frame 9 (C2orf9), mRNA 


NM_021625 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
4 (TRPV4), mRNA 


NM 020960 


Homo sapiens G protein-coupled receptor 107 (GPR107), mRNA 


NM_024503 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 3 
(HTVEP3), mRNA 


NM 024112 


Homo sapiens chromosome 9 open reading frame 16 (C9orfl6), mRNA 


NM_015192 


Homo sapiens phospholipase C, beta 1 (phosphoinositide-specific) (PLCB1), 
mRNA 


NM_022481 


Homo sapiens ARF-GAP, RHO-GAP, ankyrin repeat and plekstrin homology 
domains-containing protein 3 (ARAP3), mRNA 


NM_021634 


Homo sapiens leucine-rich repeat-containing G protein-coupled receptor 7 
(LGR7), mRNA 


NM_013305 


Homo sapiens sialyltransferase 8E (alpha-2, 8-polysialytransferase) (SIAT8E), 
mRNA 


NMJM9069 


Homo sapiens WD repeat domain 5B (WDR5B), mRNA 


NM_016179 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
4 (TRPC4), mRNA 


NM 016592 


Homo sapiens GNAS complex locus (GNAS), transcript variant 4, mRNA 


NM 014007 


Homo sapiens zinc finger protein 297B (ZNF297B), mRNA 


NM_012471 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
5 (TRPC5), mRNA 


NM_012459 


Homo sapiens translocase of inner mitochondrial membrane 8 homolog B (yeast) 
(TIMM8B), mRNA 


NM_004621 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
6 (TRPC6), mRNA 


NM_003304 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
1 (TRPC1), mRNA 


NM_002124 


Homo sapiens major histocompatibility complex, class H, DRbeta 1 (HLA- 
DRBD.mRNA 


NM 000972 


Homo sapiens ribosomal protein L7a (RPL7A), mRNA 


NM_130384 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 6, 
mRNA . 


NM_033627 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 2, 
mRNA 


NM_032166 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 5, 
mRNA 


NM 024996 


Homo sapiens mitochondrial elongation factor G (EFG1), mRNA 


NM_033629 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 4, 
mRNA 


NM_033628 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 3, 
mRNA 


NM_016381 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 1, 
mRNA 


NM 031892 


Homo sapiens SH3-domain kinase binding protein 1 (SH3KBP1), mRNA 


NM 003960 


Homo sapiens N-acetyltransferase 8 (camello like) (NAT8), mRNA 


NM 021093 


Homo sapiens peptide YY, 2 (seminalplasmin) (PYY2), mRNA 


NM 021092 


Homo sapiens pancreatic polypeptide 2 (PPY2), mRNA 


NM 021190 


Homo sapiens polypyrimidine tract binding protein 2 (PTBP2), mRNA 


NM 013998 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
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neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TAC1), transcnpt vanant delta, mRNA 


NM_0 13997 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TACl), transcnpt vanant gamma, mRNA 


NM_J)139yo 


Homo sapiens tachykinin, precursor l (substance K, substance P, neurokinin l, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TAC1J, transcnpt vanant alpha, mRNA 


NMJH6235 


Homo sapiens G protein-coupled receptor, family C, group 1 , member B 
(GPRC5B), mRNA 


NM 004630 


Homo sapiens splicing factor 1 (SF1), mRNA 


NM 000230 


Homo sapiens leptin (obesity homolog, mouse) (LEP), mRNA 


NM_003185 


Homo sapiens TAF4 RNA polymerase II, TATA box binding protein (TBP)- 
associated factor, 135 kD (TAF4), mRNA 


NM_003182 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TACl), transcript variant beta, mRNA 


NM 002772 


Homo sapiens protease, serine, 7 (enterokinase) (PRSS7), mRNA 


MM_005857 


Homo sapiens zinc metalloproteinase (STE24 homolog, yeast) (ZMPSTE24), 
mRNA 


NM_006l03 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 1, 
mRNA 


NM_080736 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 2, 
mRNA 


XT* AT AO rt*n c 

NM_080735 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcnpt vanant 5, 

XT A 

mRNA 


NM_ue0734 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcnpt vanant 4, 
mRNA 


NM_080733 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 3, 

_T> XT A 

mRNA 




Homo sapiens WAP four-disulfide core domain 1 (WFDC1), mRNA 


NMJ)07128 


Homo sapiens pre-B lymphocyte gene 1 (VPREB1), mRNA 


XTK AT ftAOTO 

NM 006373 


Homo sapiens vesicle amine transport protein 1 (VATI), mRNA 


NM_003105 


Homo sapiens sortilin-related receptor, L(DLR class) A repeats-containing 
XSORLl),mRNA 


NM 020777 


Homo sapiens VPS 10 domain receptor protein (SORCS2), mRNA 


NM 052918 


Homo sapiens VPS 10 domain receptor protein SORCS 1 (SORCS1), mRNA 


NM_022553 


Homo sapiens SAC2 suppressor of actin mutations 2-like (yeast) (SACM2L), 
transcript variant 2, mRNA 


-VT"\ *" l\f\ A Ci A ^ 

NM 004843 


Homo sapiens class I cytokine receptor (WSX1), mRNA 


NM_080564 


Homo sapiens SAC2 suppressor of actin mutations 2-like (yeast) (SACM2L), 
transcript variant 1, mRNA 


NM_006711 


Homo sapiens RNA binding protein SI, serine-rich domain (RNPS1), transcript 
variant 1, mRNA 


NM_080594 


Homo sapiens RNA binding protein SI, serine-rich domain (RNPS1), transcript 

Ydl loI.ll Z>, liJXNXl<rY 


NMJ00486 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 3, mRNA 


NM_100264 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 2, mRNA 


NM_016628 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 1, mRNA 
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1N1V1 UvJ / U 1 


xiumo Sapiens \j Transporter i \1\inu l i ), iniviNA 


NM 014810 


Homo sapiens centrosome-associated protein 350 (CAP350), mRNA 


INiVl vIjjZJ 


IIUIIIU odpiCllb r%JJ^r\\JZr*TJ piUlClll y/vpglD J 9 niXvlNA 


NM 020235 


Homo sapiens bobby sox homolog (Drosophila) (BBX), mRNA 


MA/T 01 Ql 1 Q 


XJ*-\rv»r\ oonionc Vnrr\/ - \f-V\0'f*i'o nrATAi'n DD/1 /COOT /T) "D A /COOT C\ «^T)\T A 

riomo sapiens nypoineticai protein Jt\Jr*r-o^zJ-rj (Kx4-ozzlo iiikjn a 




riomo sapiens w w Qomaiii Dinoing protein 1 1 jdjt i i j, nuuNA 


NM 018706 


Homo sapiens KIAA1630 protein (KIAA1630), mRNA 


NM_0o0599 


Homo sapiens regulator of nonsense transcripts 2 (RENT2), transcript variant 1, 
mRNA 


NM_015542 


Homo sapiens regulator of nonsense transcripts 2 (RENT2), transcript variant 2, 
mRNA 


NM 002911 


Homo sapiens regulator of nonsense transcripts 1 (RENT1), mRNA 


NM_002833 


Homo sapiens protein tyrosine phosphatase, non-receptor type 9 (PTPN9), 
mRNA 


NM_080589 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
transcript variant 3, mRNA 


NM_080588 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
transcript variant 2, mRNA 


NM_002832 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), . 

A A • , 4 f>\T A 

transenpt vanant l, mRNA 


NM_007039 


Homo sapiens protein tyrosine phosphatase, non-receptor type 21 (PTPN21), 

Tt XT A 

mRNA 


NM_0 14369 


Homo sapiens protein tyrosine phosphatase, non-receptor type 18 (brain-derived) 
(PTTN18), mRNA 


NM_005401 


Homo sapiens protein tyrosine phosphatase, non-receptor type 14 (PTPN14), 
mRNA 


NM_002835 


Homo sapiens protein tyrosine phosphatase, non-receptor type 12 (PTPN12), 
mRNA 


NM_080685 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 

/"T"? "\ _ * j I 1 _ t # \ /TVTin\T1 1\ • • • • a A It'W.t k 

(Fas)-associated phosphatase) (PTPN13), transenpt vanant 4, mRNA 


NM_080684 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas>associated phosphatase) (PTPN13), transenpt vanant 3, mRNA 


NM_080683 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 1, mRNA 


NM_080601 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 1 (PTPN1 1), 
transcript variant 2, mRNA 


NM_Q02834 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 1 (PTPN1 1), 
transcript variant 1, mRNA 


NM_U06399 


Homo sapiens basic leucine zipper transcription factor, ATF-like (BATF), 
mRNA 


NM_UUo/U9 


Homo sapiens HLA-B associated transcript 8 (BAT8), transcript variant 
NG36/G9a, mRNA 


VT\/f Alim 

JNM 


Homo sapiens HLA-B associated transcript 4 (BAT4), mRNA 


NM 004639 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 1, 
mKJNA 


NM 080703 


pTr»m A OQT»1f*nc TTT A accnr»ioto/4 fronenrint O, ^RAT"^ fro«e/*i-Jr\f > variant 1 
xiuiiiu aapicila xiJ-»r\-X> abbvJLiatcU uonscripi 2 [Df\L J) 9 UanSvI xpi V all oil I O t 

mRNA 


NM_080702 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 2, 
mRNA 


NM_004638 


Homo sapiens HLA-B associated transcript 2 (BAT2), transcript variant 2, 
mRNA 


NM 080686 


Homo sapiens HLA-B associated transcript 2 (BAT2), transcript variant 1, 
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niRNA 


NM_004640 


Homo sapiens HLA-B associated transcript 1 (BAT1), transcript variant 1, 
mRNA 


NM_080598 


Homo sapiens HLA-B associated transcript 1 (BAT1), transcript variant 2, 
mRNA 


NM_080797 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 
3, mRNA 


NM_080796 


Homo sapiens death associated transcription factor 1 (DATJP1J, transcript variant 
2, mRNA 


NM_022105 


Homo sapiens death associated transcription factor 1 (DAT* 1 ), transcript variant 
l.mRNA 


NM 021080 


Homo sapiens disabled homolog 1 (Drosophila) (DAB1), mRNA 


NMO80760 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 2, 
mRNA 


NM_080759 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 1, 
mRNA 


NM_004392 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 3, 
mRNA 


NM 005996 


Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 1, 
mRNA 


NM_016569 


Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 2, 
mRNA 


NM 016954 


Homo sapiens T-box 22 (TBX22), mRNA 


NM_080701 


Homo sapiens three prime repair exonuclease 2 (TKEX2), transcript variant 4, 
mRNA 


NM_080700 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 3, 
mRNA 


NM_080699 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 2, 
mRNA 


NM_017518 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 5, 
mRNA 


NM_007205 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 1, 
mRNA 


NM_080632 


Homo sapiens similar to yeast Upf3, variant B (UPF3B), transcript variant 1, 
mRNA 


NM_023010 


Homo sapiens similar to yeast Upf3, variant B (UPF3B), transcript variant 2, 
mRNA 


NM_080687 


Homo sapiens similar to yeast Upfi, variant A (UPF3A), transcript variant 2, 
mRNA 


NM_023011 


Homo sapiens similar to yeast Upf3, variant A (UPF3A), transcript variant 1, 
mRNA 


NM_080630 


Homo sapiens collagen, type XI, alpha 1 (COL1 1 Al), transcript variant C, 
mRNA 


NM_080629 


Homo sapiens collagen, type XI, alpha 1 (COL1 1 Al), transcript variant B, 
mRNA J 


IN IVL_UU X 0 Jt 


T-TAmrt Qflnipn^ rnllncTPTi tvnp "XT alnhfl 1 fPOTHAl^ transcrit>t variant A. 
mRNA 


NM 080791 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A3, mRNA 


NM 001639 


Homo sapiens amyloid P component, serum (APCS), mRNA 


NM 080790 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A2, mRNA 


NM 080789 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant Al, mRNA 


NM 033068 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A, mRNA 
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NM 001649 


Homo sapiens apical protein-like (Xenopus laevis) (APXL), mRNA 


NM 014481 


Homo sapiens apurinic/apyrimidinic endonuclease-like 2 (APEXL2), nuclear 
gene encoding mitochondrial protein, mRNA 


NMJ)80649 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 3, mRNA 


NMJ)80648 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 2, mRNA 


NM_001641 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 1, mRNA 


NM 080839 


Homo sapiens similar to gamma-glutamyltransferase 1 (LOC91227), mRNA 


NMJ)80927 


Homo sapiens endothelial and smooth muscle cell-derived neuropilin-like 
protein (ESDN), mRNA 


NM 030969 


Homo sapiens hypothetical protein MGC1223 (MGC1223), mRNA 


NM 080920 


Homo sapiens garnma-glutamyltransferase-like activity 4 (GGTLA4), mRNA 


NM 021168 


Homo sapiens RAR (RAS like GTPASE) like (RARL), mRNA 


NM_080842 


Homo sapiens hypothetical gene similar to gamrna-glutamyltransferase-like 
activity 1 (LOG 129026), mRNA 


NM_031460 


Homo sapiens potassium channel, subfamily K, member 1 7 (TASK-4) 
(KCNK17), mRNA 


NM 033056 


Homo sapiens protocadherin 15 (PCDH15), mRNA 


NM 053283 


Homo sapiens dermcidin (DCD), mRNA 


NM 033518 


Homo sapiens solute carrier family 38, member 5 (SLC38A5), mRNA 


NM 021160 


Homo sapiens HLA-B associated transcript 5 (B AT5), mRNA 


NM 002279 


Homo sapiens keratin, hair, acidic, 3B (KRTHA3B), mRNA 


NM 004138 


Homo sapiens keratin, hair, acidic, 3A (KRTHA3A), mRNA 


NM016310 


Homo sapiens polymerase (RNA) HI (DNA directed) polypeptide K (12.3 kD) 
(POLR3K), mRNA 


NMJ)31991 


Homo sapiens polypyrirnidine tract binding protein 1 (PTBP1), transcript variant 
3, mRNA 


NMJ)31990 


Homo sapiens polypyrirnidine tract binding protein 1 (PTBP1), transcript variant 
2, mRNA 


NM_002819 


Homo sapiens polypyrirnidine tract binding protein 1 (PTBP1), transcript variant 
1, mRNA 


NM 030930 


Homo sapiens unc-93 homolog Bl (C. elegans) (UNC93B1), mRNA 


NMJ)22454 


Homo sapiens SRY-related HMG-box transcription factor SOX17 (SOX17), 
mRNA 


NM_004652 


Homo sapiens ubiquitin specific protease 9, X chromosome (fat facets-like 
Drosophila) (USP9X), transcript variant 1, mRNA 


NM_021906 


Homo sapiens ubiquitin specific protease 9, X chromosome (fat facets-like 
Drosophila) (USP9X), transcript variant 2, mRNA 


NM_022349 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 6A 
(MS4A6A), mRNA 


NM 022122 


Homo sapiens matrix metalloproteinase 27 (MMP27), mRNA 


NM_006387 


Homo sapiens calcium homeostasis endoplasmic reticulum protein (CHERP), 
mRNA 


i>iiVi_uuoy i o 


nomo sapiens sterol«C5-aesaturase (ERG3 deltao-aesaturase homolog, fungal)- 
like (SC5DL), mRNA 


NM 020151 


Homo sapiens START domain containing 7 (STARD7), mRNA 


NM 018976 


Homo sapiens solute carrier family 38, member 2 (SLC38A2), mRNA 


NM_013351 


Homo sapiens T-box 21 (TBX21), mRNA 


NM 006993 


Homo sapiens nucleophosrnin/nucleoplasmin, 3 (NPM3\ mRNA 


NM 002420 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
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1 (TRPM1), mRNA 


NM 007244 


Homo sapiens proline rich 4 (lacrimal) (FKUJU4J, mKJN A 


NM_006758 


Homo sapiens U2(RNU2) small nuclear RNA auxiliary factor 1 (U2AF1), 
mRNA 


NM_006264 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (ArO-l/CD9o 
(Fas)-associated phosphatase) (PTPJN1 J), transcript variant z, mKJN A 


NMJ)06055 


Homo sapiens LanC lantibiotic synthetase component C-like 1 (bacterial) 
(LANCL1), mRNA 


NM_005716 


Homo sapiens regulator of G-protein signalling 19 interacting protein 1 
(RGS19IP1), mRNA 


NM 005149 


Homo sapiens T-box 19 (TBX19), mRNA 


NM 004231 


Homo sapiens ATPase, vacuolar, 14 kD (ATP6S14), mRNA 


NM_000275 


Homo sapiens oculocutaneous albinism II (pink-eye dilution homolog, mouse) 
(OCA2), mRNA S 


NM_001384 


Homo sapiens diptheria toxin resistance protein required for diphthamide 
biosynthesis-hke 2 (S. cerevisiae) (DPH2L2), mRNA 


NM_000062 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade G (CI inhibitor), 
member 1, (angioedema, hereditary) (SERPING1), mRNA 


NMJ)03307 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
2 (TRPM2), mRNA 


NM_003807 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 14 
( TNFbr 1 4), mKJN A 


NM 002984 


Homo sapiens small inducible cytokine A4 lotiA4j, nuvJNA 


NM 002105 


Homo sapiens H2 A mstone iamily, memoer A (£L£ArAj, mtUN a 


NM 005331 


Homo sapiens nemoglobm, tneta 1 (JtirJ^i), mKiNA 


NM 000558 


Homo sapiens hemoglobin, alpha 1 (HBA1), mRNA 


NM 000517 


Homo sapiens hemoglobm, alpha 2 (HBA2), mRNA 


NM 012262 


Homo sapiens heparan sulfate 2-O-sulfotransferase 1 (HS2ST1), mRNA 


NM 021213 


Homo sapiens phosphatidylcholine transfer protein (PCTP), mRNA 


NM 018960 


Homo sapiens glycine N-methyltransferase (GNMT), mRNA 


NM 017807 


Homo sapiens O-sialoglycoprotein endopeptidase (OSGEP), mRNA 


NM_016732 


Homo sapiens RNA binding protein (autoantigemc, nnRNP-associatea witn 
lethal yellow) (RALY), transcript variant 1, mRNA 


NM_0 14483 


Homo sapiens RNA binding motif, smgle stranded interacting protein (KBMoi), 
mRNA 


NM 012320 


Homo sapiens lysophosphohpase i (LYFLAJ), mKJN A 


NM 000184 


Homo sapiens hemoglobin, gamma G (HBG2), mRNA 


NM 005330 


Homo sapiens hemoglobm, epsilon 1 (HBE1), mRNA 


NM_007367 


Homo sapiens RNA bmdmg protein (autoantigemc, nnRNP-associatea with 
lethal yellow) (RALY), transcript variant 2, mKJN A 


NM 005332 


TT "1 1 t_ 1 i /T 1 1 > T\ Tl XT A 

Homo sapiens hemoplobm, zeta (HBZ), mRNA 


NM 005438 


Homo sapiens FOS-hke antigen 1 (POSLl), mRNA 


XTX K AAA1 CO 

NM__OO0158 


Homo sapiens glucan (1,4-alpha-), branching enzyme 1 (glycogen branching 
enzyme, Andersen disease, glycogen storage disease type IV) (GBE1), mRNA 


NM 000559 


Homo sapiens hemoglobm, gamma A (HBG1), mKJNA J 


xrr; nnnnn7 

XNw UUUUv / 


nonio sapiens genomic ocm giuDLu region \jcxDij[f*^j un uiiiuiiiuouiiic 1 1 


NG 000006 


Homo sapiens genomic alpha globin region (HBA@) on chromosome 16 


NM 030964 


Homo sapiens sprouty homolog 4 (Drosophila) (SPRY4), mRNA 


NM 021181 


Homo sapiens 19A24 protein (CRACC), mRNA 


NM_004654 


Homo sapiens ubiquitin specific protease 9, Y chromosome (fat facets-like 
Drosophila) fUSP9Y), mRNA 


NM 018518 


Homo sapiens MCM10 minichromosome maintenance deficient 10 (S. 
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cerevisiae) (MCM1 0), mRNA 


NM_0 18593 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 

1 . t f\ /at /"*tl Z' A 1 /Y\ Tl XT A 

member 10 (SLC16A10), mRNA 


NM 018240 


Homo sapiens kin of IRRE like (Drosophila) (KIRREL), mRNA 


NM 016004 


Homo sapiens chromosome 20 open reading trame 9 (C20ori9), niRN A 


NM 006841 


Homo sapiens solute earner family 38, member 3 (SLC38A3), mRNA 


NM_003725 


Homo sapiens oxidative 3 alpha hydroxysteroid dehydrogenase; retinol 
dehydrogenase; 3-hydroxysteroid epimerase (RODH), mRNA 


NG 000009 


Homo sapiens genomic small histone family cluster (HFS@) on chromosome 6 


NM 080878 


Homo sapiens endothelial lectin HL-2 (HL-2), mRNA 


NM 080876 


Homo sapiens protem phosphatase (SKRP1), mRNA 


NM 080874 


Homo sapiens ankyrin repeat and SOCS box-containing 5 (ASB5), mRNA 


NM 080873 


Homo sapiens ankynn repeat and SOCS box-containing 1 1 (ASBl l), mRNA 


NM 080872 


Homo sapiens KIAA1777 protein (Unc5h4), mRNA 


NM 080867 


Homo sapiens suppressor of cytokine signalling 4 (SOCS4), mRNA 


NM 080864 


Homo sapiens relaxin 3 (H3) (RLN3), mRNA 


NM 080863 


Homo sapiens ankynn repeat and SOCS box-containing 16 (ASBl 6), mRNA 


NMJ)80862 


Homo sapiens SPRY domain-contaimng SOCS box protein SSB-4 (SSB-4), 
mRNA 


NM_080861 


Homo sapiens SPRY domain-containing SOCS box protein SSB-3 (SSB-3), 
mRNA 


NM 080860 


Homo sapiens testes specific A2 homolog (mouse) (TSGA2), mRNA 


NMJH6150 


Homo sapiens ankyrin repeat and SOCS box-containing 2 (ASB2), mRNA 


NM 016127 


Homo sapiens hypothetical protem MGC8721 (MGC8721), mRNA 


NM_004170 


Homo sapiens solute carrier family l (neuronal/epithelial high affinity glutamate 
transporter, system Xag), member l (SLClAl), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 017611 


Homo sapiens hypothetical protein DKFZp762A227 (DKFZp762A227), mRNA 


NMJ)25220 


Homo sapiens a disintegrin and metalloproteinase domain 33 (ADAM33), 
mRNA 


NM 018548 


Homo sapiens down-regulated in lung cancer (HLCDGPl), mRNA 


NM_080740 


Homo sapiens similar to Ovis aries Y chromosome repeat region OYl l . I 
(3'OYl 1.1), mRNA 


NM 012163 


Homo sapiens F-box and leucine-rich repeat protein 9 (FBXL9), mRNA 


NM 012304 


Homo sapiens F-box and leucine-rich repeat protein 7 (FBXL7), mRNA 


NM 012160 


Homo sapiens F-box and leucine-rich repeat protein 4 (FBXL4), mRNA 


NM 012159 


Homo sapiens F-box and leucine-rich repeat protein 3B (FBXL3B), mRNA 


NM 012158 


Homo sapiens F-box and leucine-rich repeat protein 3 A (FBXL3 A), mRNA 


NM 012157 


Homo sapiens F-box and leucine-rich repeat protein 2 (FBXL2), mRNA 


NM_024555 


Homo sapiens F-box and leucine-rich repeat protein 6 (FBXL6), transcript 
variant 2, mRNA 


NMJU2162 


Homo sapiens F-box and leucine-rich repeat protein 6 (FBXL6), transcript 
variant 1, mRNA 


NMJB3535 


Homo sapiens F-box and leucine-rich repeat protein 5 (FBXL5), transcript 
variant 2, mRNA 


NM_012161 


Homo sapiens F-box and leucine-rich repeat protein 5 (FBXL5), transcript 
variant 1, mRNA 


NM 002278 


Homo sapiens keratin, hair, acidic, 2 (KRTHA2), mRNA 


NM_033285 


Homo sapiens tumor protein p53 inducible nuclear protein 1 (TP531NP1), 
mRNA 


NM 002277 


Homo sapiens keratin, hair, acidic, 1 (KRTHA1), mRNA 


NM 032994 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
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transcript vanant 5, mRNA 


NM_032954 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript vanant 4, mRNA 


NM_032953 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 

. . * j. 1 T1 XT A 

transcript vanant 3, mRNA l 


NM_032952 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 2, mRNA 


NM_032951 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 

x • a * x. 1 T\ XT A 

transcript vanant l, mRNA 


NG_000008 


Homo sapiens genomic cytochrome P450, subfamily IIA (phenobarbital- 

• j •■Li \ //~v\ a \ - . _1 ~ i r\ 

mducible) (CYP2A) on chromosome 19 


NM 030809 


Homo sapiens chromosome 12 open readmg frame 22 (C12ori22), mRNA 


NM_004426 


Homo sapiens early development regulator 1 (polyhomeotic 1 homolog) (EDR1), 
mRNA 


NM 020244 


Homo sapiens choline phosphotransferase 1 (tJtir 11;, mKJNA 


NM 019074 


XT ^ * J_l4._ lit-— A /TX-.AVM /T\T T /I \ __T) XT A 

Homo sapiens delta-like 4 (Drosopnila) (DLL4), mKJNA 


NM 018990 


Homo sapiens chromosome X open reading frame 9 (CXorf9), mRNA 


NM 017833 


Homo sapiens chromosome 21 open reading frame 55 (C21orf55), mRNA 


NM_018255 


Homo sapiens elongator protein 2 (ELP2), mRNA 


NM 014096 


Homo sapiens hypothetical protein DKrZp762A227 (L>KrZ,p/62A227), mKN A 


NM 014927 


Homo sapiens connector enhancer of KSR2 (CNK2), mRNA 


NM 012164 


Homo sapiens F-box and WD -40 domain protein 2 (FBXW2), mRNA 


NM 012247 


Homo sapiens selenium donor protein (SPS), mRNA 


NM 012165 


Homo sapiens F-box and WD-40 domain protein 3 (FBXW3), mRNA 


NM_007198 


Homo sapiens proline synthetase co-transcnbed homolog (bactenal) (PROSC), 
mRNA 


NM_006011 


Homo sapiens sialyltransferase 8B (alpha-2, 8-sialytraiisferase) (SIAT8B), 
mRNA 


NM 005674 


Homo sapiens zinc finger protein 239 (ZNF239), mRNA 


NM_001364 


Homo sapiens discs, large homolog 2, chapsyn-110 (Drosophila) (DLG2), 
mRNA 


NM_000646 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type SSS) (AGL), transcript variant 
6, mRNA 


NM_000645 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
5, mRNA 


NM_000644 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
2, mRNA 


NM_000643 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type US) (AGL), transcript variant 
3, mRNA 


NM_000642 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type JSS) (AGL), transcript variant 

1, mKJNA 


NM_000028 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
4, mRNA 


NM 080831 


Homo sapiens chromosome 20 open reading frame 87 (C20orf87), mRNA 


NM 080825 


Homo sapiens chromosome 20 open reading frame 144 (C20orfl44), mRNA 


NM 080823 


Homo sapiens chromosome 20 open reading frame 148 (C20orfl48), mRNA 
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NM_017662 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
6 (TRPM6), mRNA 


NM_080744 


Homo sapiens scavenger receptor cysteine rich domain containing, group B (4 
domains) (SRCRB4D), mRNA 


NM 000493 


w*-. . -mm , _ - mm m fr* 1*1 1 1 51 t J 1 _*_\ 

Homo sapiens collagen, type X, alpha l(Schmid metaphyseal chondrodysplasia) 
(COLl0Al),mRNA 


NM_057096 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcript variant 3, 
mRNA 


NM 014578 


Homo sapiens ras homolog gene family, member D (ARHD), mRNA 


NMJ)20708 


Homo sapiens solute carrier family 12, (potassium-chloride transporter) member 
5 (SLC12A5), mRNA 


NM 016093 


Homo sapiens ribosomal protein L26-like 1 (RPL26L1), mRNA 


NM 057095 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcript variant 2, 
mRNA 


NM_022820 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcript variant 1, 
mRNA 


NM 052969 


Homo sapiens nbosomal protem L39-like (RPL39L), mRNA 


NM 052970 


Homo sapiens chromosome 20 open reading frame 60 (C20orf60), mRNA 


NM 052865 


Homo sapiens chromosome 20 open readmg frame 72 (C20orf72), mRNA 


NM 021029 


Homo sapiens ribosomal protein L36a (RPL36A), mRNA 


NM_001001 j 


Homo sapiens ribosomal protein L36a-like (RPL36AL), rnRNA 


NMJ)33645 


Homo sapiens F-box and WD-40 domain protein IB (FBXW1B), transcript 
variant 1, mRNA 


NM_033644 


Homo sapiens F-box and WD-40 domain protein IB (FBXW1B), transcript 
variant 2, mRNA 


NMJU2300 


Homo sapiens F-box and WD-40 domain protein IB (FBXW1B), transcript 
variant 3, mRNA 


NM 022760 


Homo sapiens chromosome 20 open reading frame 81 (C20orf81), mRNA 


NM_014958 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 15 (ARHGEF15), 
mRNA 


NM 021810 


Homo sapiens cadherin-like 26 (CDH26), mRNA 


NMJ)30876 


Homo sapiens olfactory receptor, family 5, subfamily V, member 1 (OR5V1), 
mRNA 


NM_031232 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
binding protein (APBA2BP), transcript variant 2, mRNA 


NM_031231 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
binding protein (APBA2BP), transcript variant 1, mRNA 


NM 032554 


Homo sapiens G protein-coupled receptor 81 (GPR81), mRNA 


NM_006462 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcript 
variant 1, mRNA 


NM_031229 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcript 
variant 2, mRNA 


NM_031228 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcript 
variant 3, mRNA 


NM_031227 


Homo sapiens chromosome 20 open readmg frame 18 (C20orfl8), transcript 
variant 4, mRNA 


NM 031424 


Homo sapiens chromosome 20 open reading frame 55 (C20orf55), mRNA 


NM 000518 


Homo sapiens hemoglobin, beta (HBB), mRNA 


NMJ)30959 


Homo sapiens olfactory receptor, family 12, subfamily D, member 3 (OR12D3), 
mRNA 


NM 018661 


Homo sapiens defensin, beta 3 (DEFB3), mRNA 


j NM 022487 


Homo sapiens DNA cross-link repair 1C (PS02 homolog, S. cerevisiae) 
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(DCLRE1C), mRNA 


NM 022099 


Homo sapiens chromosome 20 open reading frame 51 (C20orf51), mRNA 


NMJ)00668 


Homo sapiens alcohol dehydrogenase IB (class I), beta polypeptide (ADH1B), 
mRNA 


NM 021943 


Homo sapiens testis expressed sequence 27 (TEX27), mRNA 


NM 021640 


Homo sapiens chromosome 12 open reading frame 10 (ClZorflO), mRNA 


NM 021215 


Homo sapiens chromosome 20 open reading frame 77 (C20orf77), mRNA 


NM012141 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 26 (DDX26), 
mRNA 


NM 021225 


Homo sapiens proline-rich 1 (PROL1), mRNA 


NM_006508 


Homo sapiens regenerating islet-derived-like, pancreatic stone protein-like, 
pancreatic thread protein-like (rat) (REGL), mRNA 


NM 020356 


Homo sapiens chromosome 20 open reading frame 32 (C20orf32), mRNA 


NMJ)20369 


Homo sapiens fascin homolog 3, actin-bundling protein, testicular 
(Strongylocentrotus purpuratus) (FSCN3), mRNA 


NM 020145 


Homo sapiens SH3-domain GRB2-like endophilin B2 (SH3GLB2), mRNA 


NM 020125 


Homo sapiens BCM-like membrane protein precursor (BLAME), mRNA 


NM 019025 


Homo sapiens chromosome 20 open reading frame 16 (C20orfl6), mRNA 


NM 018679 


Homo sapiens t-complex 1 1 (mouse) (TCP 11), mRNA 


NM 017589 


Homo sapiens B-cell translocation gene 4 (BTG4), mRNA 


NM 018692 


Homo sapiens chromosome 20 open reading frame 17 (C20orfL7), mRNA 


NM_0 18697 


Homo sapiens LanC lantibiotic synthetase component C-like 2 (bacterial) 
(LANCL2), mRNA 


NM_0 18677 


Homo sapiens acetyl-Coenzyme A synthetase 2 (ADP forming) (ACAS2), 
mRNA 


NM 018431 


Homo sapiens chromosome 20 open reading frame 180 (C20orii80), mRNA 


NM 018725 


Homo sapiens lnterleukm 17B receptor (IL17BR), mRNA I 


NM 018474 


Homo sapiens chromosome 20 open reading frame 19 (C20orfl9), mRNA 


NM 018478 


Homo sapiens chromosome 20 open reading frame 35 (C20orf35), mRNA 


NM 017896 


Homo sapiens chromosome 20 open reading frame 1 1 (C20orfl 1), mRNA 


NM 017874 


Homo sapiens chromosome 20 open reading frame 27 (C20orf27), mRNA 


NM 017859 


Homo sapiens uridine kinase-like 1 (URKL1), mRNA 


NM 017798 


Homo sapiens chromosome 20 open reading frame 21 (C20orf21), mRNA 


NMJU7789 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4C (SEMA4C), 
mRNA 


NM 017714 


Homo sapiens chromosome 20 open reading frame 13 (C20ortl3), mRNA 


NM 017671 


Homo sapiens chromosome 20 open reading frame 42 (C20orf42), mRNA 


NM 018384 


• • « , m Yi'-fjll'll / X ft A XT/IT 1 \ T>XT A 

Homo sapiens immune associated nucleotide 4 like 1 (mouse) (IAN4L1), mRNA 


NM 018354 


Homo sapiens chromosome 20 open reading frame 46 (C20orf46), mRNA 


NM 018347 


Homo sapiens chromosome 20 open reading frame 29 (C20orf29), mRNA 


NM 018327 


Homo sapiens chromosome 20 open readmg frame 38 (C20orf38), mRNA 


NM 018282 


Homo sapiens paraspeckle protem 1 (PSP1) ? mRNA 


NM 018270 


Homo sapiens chromosome 20 open reading frame 20 (C20orf20), mRNA 


NM 018257 


Homo sapiens chromosome 20 open readmg frame 36 (C20ori36), mRNA 


NM 018197 


Homo sapiens zinc linger protem o4 nomoiog (mouse; \dLrr\y*), iiikjna 


NM 018010 


Homo sapiens estrogen-related receptor beta like 1 (ESRRBL1), mRNA 


NM 017446 


Homo sapiens mitochondrial ribosomal protein L39 (MRPL39), mRNA 


NM 017429 


Homo sapiens beta-carotene 15, 15'-dioxygenase (BCDO), mRNA 


NM 016082 


Homo sapiens chromosome 20 open reading frame 34 (C20orf34), mRNA 


MM 016610 


Homo sapiens toll-like receptor 8 (TLR8), mRNA 


NM 016009 


Homo sapiens SH3-domain GRB2-like endophilin Bl (SH3GLB1), mRNA 
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NM 016408 


Homo sapiens chromosome 20 open reading frame 34 (C20orf34), mRNA 


NM 016407 


Homo sapiens chromosome 20 open reading frame 43 (C20orf43), mRNA 


NMJH6319 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 7A 
(Arabidopsis) (COPS7A), mRNA 


NM 015985 


Homo sapiens angiopoietin 4 (ANGPT4), mRNA 


NM_015834 


Homo sapiens adenosine deaminase, RNA-specific, Bl (RED1 homolog rat) 
(ADARB1), transcript variant DRADA2c, mRNA 


NM 015833 " 


Homo sapiens adenosine deaminase, RNA-specific, Bl (RED1 homolog rat) 
(AD ARB 1), transcript variant DRABA2b, mRNA 


NM 014036 


Homo sapiens BCM-like membrane protein precursor (BLAME), mRNA 


NM 014012 


Homo sapiens RAS (RAD and GEM)-like GTP-binding (REM), mRNA 


NMJH4841 


Homo sapiens synaptosomal-associated protein, 91 kD homolog (mouse) 
(SNAP91),mRNA 


NM 014795 


Homo sapiens zinc finger homeobox lb (ZFHX1B), mRNA 


NMJU5313 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 12 (ARHGEF12), 
mRNA 


NM_014784 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 1 1 (ARHGEF1 1), 
mRNA 


NMJH4862 


Homo sapiens aryl-hydrocarbon receptor nuclear translocator 2 (ARNT2), 
mRNA 


NM 014054 


Homo sapiens chromosome 20 open reading frame 40 (C20orf40), mRNA 


NMJH5629 


Homo sapiens PRP3 1 pre-mRNA processing factor 3 1 homolog (yeast) 
(PRPF31),mRNA 


NM 015417 


Homo sapiens chromosome 20 open reading frame 28 (C20orf28), mRNA 


NMJ)14625 


Homo sapiens nephrosis 2, idiopathic, steroid-resistant (podocin) (NPHS2), 
mRNA 


NM 014592 


Homo sapiens Kv channel interacting protein 1 (KCNIP1), mRNA 


NM_014140 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a-like 1 (SMARCAL1), mRNA 


NM 013442 


Homo sapiens stomatin (EPB72)-like 2 (STOML2), mRNA 


NM 013248 


Homo sapiens NUTF-like export factorl (NXT1), mRNA 


NM 013316 


Homo sapiens CCR4-NOT transcription complex, subunit (CNOT4), mRNA 


NMJH3348 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 14 
(KCNJ14), mRNA 


NM 013279 


Homo sapiens chromosome 1 1 open reading frame 9 (CI lorf9), mRNA 


NM_012418 


Homo sapiens fascin homolog 2, actin-bundling protein, retinal 
(Strongylocentrotus purpuratus) (FSCN2), mRNA 


NM 012201 


Homo sapiens golgi apparatus protein 1 (GLG1), mRNA 


NM 000519 


Homo sapiens hemoglobin, delta (HBD), mRNA 


NM_006999 


Homo sapiens polymerase (DNA directed) sigma (POLS), mRNA 


NM_006719 


Homo sapiens actin binding LIM protein (ABLIM), transcript variant ABLIM-m, 
mRNA 


NM_J)02313 


Homo sapiens actin binding LIM protein (ABLIM), transcript variant ABLIM-1, 
mRNA 


NM 007238 


Homo sapiens peroxisomal membrane protein 4 (24kD) (PXMP4), mRNA 


XTM" nfY71SM 
INJ.V1 UU/I84 


Homo sapiens niscnann (NISCH), mRNA 


NM.006720 


Homo sapiens actin binding LIM protein (ABLIM), transcript variant ABLIM-s, 
mRNA 


NM 007026 


Homo sapiens dual specificity phosphatase 14 (DUSP14), mRNA 


NM.006837 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 5 
(Arabidopsis) (COPS5), mRNA 


NM 006614 


Homo sapiens cell adhesion molecule with homology to LI CAM (close homolog 
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of LI) (CHL1), mRNA 


NM 006410 


Homo sapiens HIV-1 Tat interactive protein 2, 30 kD (HTATIP2), mRNA 


NM 006432 


Homo sapiens Niemann-Pick disease, type C2 (NPC2), mRNA 


NM 006348 


Homo sapiens golgi transport complex 1 (90 kD subunit) (GOLTC1), mRNA 


NM 006408 


Homo sapiens anterior gradient 2 homolog (Xenepus laevis) (AGR2), mRNA 


NM 006106 


Homo sapiens Yes-associated protem 1, 65 kD (YAP1), mRNA 


NM 006096 


Homo sapiens N-myc downstream regulated gene 1 {NDRG1), mRNA 


NM_006071 


Homo sapiens polycystic kidney disease (polycystic) and REJ (sperm receptor 
for egg jelly homolog, sea urchm)-like (PKDREJ), mRNA 


NM 006092 


Homo sapiens caspase recruitment domain family, member 4 (CARD4), mRNA 


NM 005748 


Homo sapiens YYl associated factor 2 (YAP2), mRNA 


NM 005715 


Homo sapiens uronyl-2-sulfotransferase (UST), mRNA 


NM 005622 


Homo sapiens SA hypertension-associated homolog (rat) (SAH), mRNA 


NM_005733 


Homo sapiens RAB6 interacting, kinesm-like (rabkinesin6) (RAB6KIFL), 
mRNA 


NM_005668 


Homo sapiens sialyltransferase 8D (alpha-2, 8-polysialytransferase) (SIAT8D), 
mRNA 


NM 005606 


Homo sapiens legumain (LGMN), mRNA 


NM 004649 


Homo sapiens chromosome 21 open reading frame 33 (C21orf33), mRNA 


NM 005469 


Homo sapiens peroxisomal acyl-CoA thioesterase (PTE1), mRNA 


NM 005180 


Homo sapiens B lymphoma Mo-MLV insertion region (mouse) (BMI1), mRNA 


NM 005108 


Homo sapiens xylulokdnase homolog (H. influenzae) (XYLB), mRNA 


NM 004610 


Homo sapiens t-complex 10 (mouse) (TCP 10), mRNA 


NM_004579 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 2 
(MAP4K2), mRNA 


NM_004086 


Homo sapiens coagulation factor C homolog, cochlin (Limulus polyphemus) 
(COCH), mRNA 


NM 004273 


Homo sapiens carbohydrate (chondroitin 6) sulfotransferase 3 (CHST3), mRNA 


NM_004902 


Homo sapiens RNA-binding region (RNP1, RRM) containing 2 (RNPC2), 
mRNA 


NM_004353 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade H (heat shock 
protein 47), member 1, (collagen binding protein 1) (SERPMH1), mRNA 


NM_004317 


Homo sapiens arsA arsenite transporter, ATP-binding, homolog 1 (bacterial) 
(ASNA1), mRNA 


NM_001247 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 6 (putative 
function) (ENTPD6), mRNA 


NM_003831 


Homo sapiens sudD suppressor of bimD6 homolog (A. nidulans) (SUDD), 
mRNA 


NM 003143 


Homo sapiens single-stranded DNA binding protein (SSBP1), mRNA 


NM_003098 


Homo sapiens syntrophin, alpha 1 (dystrophin-associated protein Al, 59kD, 
acidic component) (SNTA1), mRNA 


NM_003034 


Homo sapiens sialyltransferase 8A (alpha-N-acetylneuraminate/alpha-2,8- 
sialytransferase, GD3 synthase) (SIAT8A), mRNA 


NM_003028 


Homo sapiens SHB (Src homology 2 domain-containing) adaptor protein B 
(SHB), mRNA 


NM 003579 


Homo sapiens RAD54-hke (S. cerevisiae) (RAD54L), rrtKJNA 


NM_002669 


Homo sapiens pleiotropic regulator 1 (PRLlhomolog, Arabidopsis) (PLRG1), 
mRNA 


NMJ)00139 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 1 
(MS4A2), mRNA 


NM 003836 


Homo sapiens delta-like 1 homolog (Drosophila) (DLK1), mRNA \ 


NM 003653 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 3 
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(Arabidopsis) (COPS3), mRNA 


NMJ)00083 


Homo sapiens chloride channel 1, skeletal muscle (Thomsen disease, autosomal 
dominant) (CLCNl), mRNA 


NM_000691 


Homo sapiens aldehyde dehydrogenase 3 family, memberAl (ALDH3A1), 
mRNA 


NM_001112 


Homo sapiens adenosine deaminase, RNA-specific, Bl (REDl homolog rat) 

t 1 TV A T"k T*k -1 X j • i • j TVT^ A T"v A T"» "VTA 

(AD ARB 1), transcript variant DRADA2a, mRNA 


NM_004370 


Homo sapiens collagen, type XII, alpha 1 (COL12A1), transcript variant long, 
mRNA 


NM 080645 


Homo sapiens collagen, type XII, alpha 1 (C0L12A1), transcript variant short, 
mRNA 


NM_080681 


Homo sapiens collagen, type XI, alpha 2 (COL1 1 A2), transcript variant 2, 
mRNA 


NM_080680 


Homo sapiens collagen, type XI, alpha 2 (COL1 1A2), transcript variant 1, 
mRNA 


NM_080679 


Homo sapiens collagen, type XI, alpha 2 (COL1 1 A2), transcript variant 3, 
mRNA 


NM 003593 


Homo sapiens winged-helix nude (WHN), mRNA 


NM_000638 


Homo sapiens vitronectin (serum spreading factor, somatomedin B, complement 
S-protein) (VTN), mRNA 


NMJ)80682 


Homo sapiens vascular cell adhesion molecule 1 (VCAM1), transcript variant 2, 
mRNA 


NM_001078 


TT * 111 J1_ * 111 /T. r/"*1 A > K 1 \ A x • . 1 

Homo sapiens vascular cell adhesion molecule l (VCAMl), transcript variant l, 
mRNA 


NM 006115 


Homo sapiens preferentially expressed antigen in melanoma (PRAME), mRNA 


JNM 0001/5 


Homo sapiens glucose phosphate isomerase (GPI), mRNA 


NM 020526 


Homo sapiens ispnAo (EFHA8), mRNA 


"KXN X A AO 1 A A 

NM 002109 


tt - . _ _ ^xj J. .1 aT)\T A *t * /TT A H P\ _T)\T A 

Homo sapiens nistidyl-tKN A synthetase (HAKo), mKJNA 


NM 012208 


Homo sapiens nistidyl-tRNA synthetase-like (HARSL), mRNA 


NM 004608 


Homo sapiens T-box 6 (TBX6), transcript variant 1, mRNA 


NM 080758 


Homo sapiens T-box 6 (TBX6), transenpt variant 2, mRNA 


TWTfc AT AO AT 1 O 

NM 080718 


TT * TP 1_ _ /nn'\\r f\ * • • • r\ -r\ "VTA 

Homo sapiens T-box 5 (TBX5), transenpt variant 2, mRNA 


NM 080717 


Homo sapiens T-box 5 (TBX5), transcript variant 3, mRNA 


TvTN AT AAA1 A^l 

NM 000192 


tt - nr> 1 r - /npuvcN a ' a. ■ ^a. i TiXTA 

Homo sapiens T-box 5 (TBX5), transenpt vanant 1, mRNA 


-v TTy AT AOAOT^ 

NM 080832 


Homo sapiens poly(A) binding protein, cytoplasmic 5 (PABPC5), mRNA 


NM 080824 


Homo sapiens chromosome 20 open reading frame 106 (C20orfl06), mRNA 


XTK AT ftOAOOl 

NM 080822 


Homo sapiens candidate tumor suppressor OVCA2 (OVCA2), mRNA 


NM 080821 


Homo sapiens chromosome 20 open reading frame 108 (C20orfl08), mRNA 


XTN AT AOAOOA 

NM 080820 


Homo sapiens chromosome 20 open reading frame 88 (C20orf88), mRNA 


X7TV AT AOAOIO 

NM 080818 


Homo sapiens G protein-coupled receptor 80 (GPR80), mRNA 


NM OoOolY 


Homo sapiens O protem-coupled receptor 82 (GFR82), mKNA 


NM 080794 


Homo sapiens mitocnondnal nbosomal protem L39 (MKrL39) 5 mRNA 


NM 020y/3 


Homo sapiens cytosolic beta-glucosidase (GLUC), mRNA 


NM 054112 


Homo sapiens chromosome 20 open reading frame 63 (C20orf63), mRNA 


NM 052^51 


Homo sapiens chromosome 20 open reading frame 167 (C20orfl67), mRNA 


NM 01414S 


TToTVir* gqtmptic o TlTrtTn/^c/^Tr»*» O/^ nr\/an T*j»o/1iTifr fromp All if/llftrn^ -»*^T? A 

xiuiiiu bdpicii^ uiti uinudOme a\j opeurcaumg ixcuiic ju ^ii/uri j, itiIvin/\ 


MM 033409 


Homo sapiens chromosome 20 open reading frame 54 (C20orf54), mRNA 


NM 032013 


Homo sapiens NDRG family member 3 (NDRG3), mRNA 


NM 032109 


Homo sapiens orthopedia homolog (Drosophila) (OTP), mRNA 


NM_024021 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 4 
(MS4A4A), mRNA 


NM 022910 


Homo sapiens NDRG family member 4 (NDRG4), mRNA 



230 



WO 03/074654 



PCT7US03/05028 



NM 025206 


Homo sapiens fer-l-like 4 (C. elegans) (FER1L4), mRNA 


NM 024960 


Homo sapiens chromosome 20 open reading frame 48 (C20orf48), mRNA 


NM 024893 


Homo sapiens chromosome 20 open reading frame 39 (C20orf39), mRNA 


NM 024299 


Homo sapiens chromosome 20 open reading frame 149 (C20orf 149), mRNA 


NM 024077 


Homo sapiens SECIS binding protein 2 (SBP2), mRNA 


NMJJ22730 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 7B 
(Arabidopsis) (COPS7B), mRNA 


NM 022574 


Homo sapiens postmeiotic segregation increased 2-like 12 (PERQ1), mRNA 


NMJ)22568 


Homo sapiens aldehyde dehyrdogenase 8 family, member Al (ALDH8A1), 
mRNA 


NM 022477 


Homo sapiens NDRG family member 3 (NDRG3), mRNA 


NM 022082 


Homo sapiens chromosome 20 open reading frame 59 (C20orf59), mRNA 


NMJ)22058 


Homo sapiens solute carrier family 4, sodium bicarbonate transporter-like, 
member 10 (SLC4A10), mRNA 


NM 021230 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia3 (MLL3), mRNA 


NM_021145 


Homo sapiens cyclin D binding myb-like transcription factor 1 (DMlFl), 
mRNA 


NM_005238 


Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 1 (avian) 
fETSl), mRNA 


NM 020465 


Homo sapiens NDRG family member 4 (NDRG4), mRNA 


NM 014227 


Homo sapiens solute carrier family 5 (low affinity glucose cotransporter), 
member 4 (SLC5A4), mRNA 


NM 015317 


Homo sapiens pumilio homolog 2 (Drosophila) (PUM2), mRNA 


NMJH5665 


Homo sapiens achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple- 
A) (AAAS), mRNA 


NM_021950 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 2 (Fc 
fragment of IgE, high affinity I, receptor for, beta polypeptide) (MS4A1), mRNA 


NMJ)05589 


Homo sapiens aldehyde dehydrogenase 6 family, member Al (ALDH6A1), 
mRNA 


NMJD00533 


Homo sapiens proteolipid protein 1 (Pelizaeus-Merzbacher disease, spastic 
paraplegia 2, uncomplicated) (PLP1), mRNA 


NM 016252 


Homo sapiens baculoviral IAP repeat-containing 6 (apollon) (BIRC6), mRNA 


NM 014351 


Homo sapiens sulfotransferase family 4A, member 1 (SULT4A1), mRNA 


NMJ)12323 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog F 
(avian) (MAFF), mRNA 


NMJ)06600 


Homo sapiens nuclear distribution gene C homolog (A. nidulans) (NUDC), 
mRNA 


NMJ)06145 


Homo sapiens DnaJ (Hsp40) homolog, subfinaily B, member 1 (DNAJB1), 
mRNA 


NM_005120 


Homo sapiens trinucleotide repeat containing 1 1 (THR-associated protein, 230 
kD subunit) (TNRC1 1), mRNA 


NMJ)01383 


Homo sapiens diptheria toxin resistance protein required for diphthamide 
biosynthesis-like 1 (S. cerevisiae) (DPH2L1), mRNA 


NM 001327 


Homo sapiens cancer/testis antigen 1 (CTAG1), mRNA 


NM 080750 


Homo sapiens chromosome 20 open reading frame 143 (C20orfl43), mRNA 


NM 032819 


Homo sapiens zinc finger protein 341 (ZNF341), mRNA 


NMJH7895 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 27 (DDX27), 
mRNA 


NM 030782 


Homo sapiens cisplatin resistance related protein CRR9p (CRR9), mRNA 


NM 080748 


Homo sapiens chromosome 20 open reading frame 52 (C20orf52), mRNA 


NM 080743 


Homo sapiens serine-arginine repressor protein (35 kDa) (SRrp35), mRNA 


NM 080742 


Homo sapiens UDP-glucuronyltransferase-S (GLCATS), mRNA 
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NM 080741 


Homo sapiens sialidase 4 (NEW), mRNA l 


NM 080739 


Homo sapiens chromosome 20 open reading frame 141 (C20orfl41), mRNA 


NM 033550 


Homo sapiens chromosome 20 open reading frame 64 (C20orf64), mRNA 


NM__080732 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 3, 
mRNA 


NM 053046 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 1, 
mRNA 


NMJ)25106 


Homo sapiens SPRY domain-containing SOCS box protein SSB-1 (FLJ22393), 
mRNA 


NM_030760 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 8 (EDG8), mRNA 


NMJU6069 


Homo sapiens mitochondria-associated protein involved in granulocyte- 
macrophage colony-stimulating factor signal transduction (Magmas), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 021205 


Homo sapiens Wnt-1 responsive Cdc42 homolog (WRCH-1), mRNA 


NM 032495 


Homo sapiens hypothetical protein SMAP3 1 (SMAP3 1), mRNA 


NM 032556 


Homo sapiens interleukin-1 HY2 (IL1HY2), mRNA 


NMJH4331 


Homo sapiens solute carrier family 7, (cationic amino acid transporter, y-t- 
system) member 11 (SLC7A11), mRNA 


NM 017564 


Homo sapiens stabilin-2 (STAB2), mRNA 


NM 020924 


Homo sapiens bioref (bioref), mRNA 


NM 015356 


Homo sapiens scribble (SCRIB), mRNA 


NM 030648 


Homo sapiens SET domain-containing protein 7 (SET7), mRNA 


NM 018488 


Homo sapiens T-box 4 (TBX4), mRNA 


NM 016470 


Homo sapiens chromosome 20 map 20ql3.1 1 


NM_080722 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 14 (ADAMTS14), mRNA 


NM 080676 


Homo sapiens chromosome 20 open reading frame 133 (C20orfl33), mRNA 


NM 080674 


Homo sapiens chromosome 20 open reading frame 86 (C20orf86), mRNA 


NM 080621 


Homo sapiens chromosome 20 open reading frame 136 (C20orfl36), mRNA 


NM 080608 


Homo sapiens chromosome 20 open reading frame 165 (C20orfl65), mRNA 


NM 080719 


Homo sapiens hypothetical protein MGC4473 (MGC4473), mRNA 


NM 003495 


Homo sapiens H4 histone family, member M (H4FM), mRNA 


NM 020633 


Homo sapiens VIR-like 1 (V1RL1), mRNA 


NM 007259 


Homo sapiens vacuolar protein sorting 45A (yeast) (VPS45A), mRNA 


NMJ)80631 


Homo sapiens vacuolar protein sorting 41 (yeast) (VPS41), transcript variant 2, 
mRNA 


NM_014396 


Homo sapiens vacuolar protein sorting 41 (yeast) (VPS41), transcript variant 1, 
mRNA | 


NM 018668 


Homo sapiens vacuolar protein sorting 33B (yeast) (VPS33B), mRNA 


NM 022916 


Homo sapiens vacuolar protein sorting 33A (rat homolog) (VPS33 A), mRNA 


NM 003610 


Homo sapiens RAE1 RNA export 1 homolog (S. pombe) (RAE1), mRNA 


NM 014061 


Homo sapiens APR-1 protein (MAGEH1), mRNA 


NM 001927 


Homo sapiens desmin (DES), mRNA 


NM 080593 


Homo sapiens histone family member (H2B/S), mRNA 


NM 080596 


Homo sapiens histone family member (H2A/S), mRNA 


NM 001867 


Homo sapiens cytochrome c oxidase subunit VHc (COX7C), nuclear gene 
encoding mitochondrial protein, mRNA 


NM1001866 


Homo sapiens cytochrome c oxidase subunit Vllb (COX7B), nuclear gene 
encoding mitochondrial protein, mRNA 


NMJ)04718 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 2 like 
(COX7A2L), nuclear gene encoding mitochondrial protein, mRNA 
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MM 001865 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 2 (liver) 
(COX7A2), nuclear gene encoding mitochondnal protein, mRNA 


NM_001864 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 1 (muscle) | 
(COX7A1), nuclear gene encoding mitochondrial protein, mRNA 


NM 006438 


Homo sapiens collectin sub-family member 10 (C-type lectin) (COLEC10), 
mRNA 


NM 080544 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant Vm, mRNA 


NM_080543 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VII, mRNA 


NM_080542 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VI, mRNA 


NM_080541 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant V, mRNA 


NM_080540 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant IV, mRNA 


NM_080539 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant III, mRNA 


NM_080538 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant H, mRNA 


NM_005677 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant I, mRNA 


NM 080592 


Homo sapiens apoptosis related protein APR-3 (APR-3), transcript variant 2, 
mRNA 


NM_016085 


Homo sapiens apoptosis related protein APR-3 (APR-3), transcript variant 1, 
mRNA 


NM 014318 


Homo sapiens apoptosis related protein (APR-2), mRNA 


NM 001745 


Homo sapiens calcium modulating ligand (CAMLG), mRNA 


NM 004341 


Homo sapiens carbamoyl-phosphate synthetase 2, aspartate transcarbamylase, 
and dihydroorotase (CAD)„ nuclear gene encoding mitochondrial protein, 
mRNA 


NMJB2493 


Homo sapiens adaptor-related protein complex 1, mu 1 subunit (AP1M1), 
mRNA 


NM_001128 


Homo sapiens adaptor-related protein complex 1, gamma 1 subunit (API Gl), 
mRNA 


NM_080545 


Homo sapiens adaptor-related protein complex 1, gamma 2 subunit (AP1G2), 
transcript variant 2, mRNA 


NM_003917 


Homo sapiens adaptor-related protein complex 1, gamma 2 subunit (AP1G2), 
transcript variant 1, mRNA 


NM_080549 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcript variant 3, mRNA 


MM_080548 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcript variant 2, mRNA 


NM_002831 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcript variant 1, mRNA 


NM_002830 


Homo sapiens protein tyrosine phosphatase, non-receptor type 4 
(megakaryocyte) (PTPN4), mRNA 


NM_002829 


Homo sapiens protein tyrosine phosphatase, non-receptor type 3 (PTPN3), 
mRNA 


NM_080423 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
transcript variant 3, mRNA 


NM 080422 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
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transcript variant 2, mRNA 


NM 002828 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
transcript variant 1 , mRNA 


NM_002827 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 (PTPN1), 
mRNA 


NM_014241 


Homo sapiens protein tyrosine phosphatase-like (proline instead of catalytic 
arginine), member a (FIPLA), mRNA 


NM_003479 


Homo sapiens protein tyrosine phosphatase type IVA, member 2 (PTP4A2), 
transcript variant 1, mRNA 


NM_080392 


Homo sapiens protein tyrosine phosphatase type IVA, member 2 (PTP4A2), 
transcript variant 3, mRNA 


NM_080391 


Homo sapiens protein tyrosine phosphatase type IVA, member 2 (PTP4A2), 
transcript variant 2, mRNA 


NM_080591 


Homo sapiens prostaglandin-endoperoxide synthase 1 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGS1), transcript variant 2, mRNA 


NM.000962 


Homo sapiens prostaglandin-endoperoxide synthase 1 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGS1), transcript variant 1, mRNA 


NM 004058 


Homo sapiens calcyphosine (CAPS), transcript variant 1, mRNA 


NM 080590 


Homo sapiens calcyphosine (CAPS), transcript variant 2, mRNA 


NM 006380 


Homo sapiens amyloid beta precursor protein (cytoplasmic tail) binding protein 
2 (APPBP2), mRNA 


NM_003905 


Homo sapiens amyloid beta precursor protein binding protein 1, 59kD 
(APPBP1), mRNA 


NM_005783 


Homo sapiens ATP binding protein associated with cell differentiation 
(APACD), mRNA 


NM_080600 


Homo sapiens myelin associated glycoprotein (MAG), transcript variant 2, 
mRNA 


NM_002361 


Homo sapiens myelin associated glycoprotein (MAG), transcript variant 1, 
mRNA 


NM 005994 


Homo sapiens T-box 2 (TBX2), mRNA 


NM 080647 


Homo sapiens T-box 1 (TBX1), transcript variant C, mRNA 


NM 080646 


Homo sapiens T-box 1 (TBX1), transcript variant A, mRNA 


NM 080675 


Homo sapiens sperm associated antigen 4-like (SPAG4L), mRNA 


NM 080617 


Homo sapiens cerebellin precursor-like 1 (CBLNL1), mRNA 


NM 080611 


Homo sapiens dual specificity phosphatase-like 15 (DUSP15), mRNA 


NM 080610 


Homo sapiens cystatin 9-like (mouse) (CST9L), mRNA 


NM_080602 


Homo sapiens actin related protein 2/3 complex, subunit 3B (21 kD) (ARPC3B), 
mRNA 


NG_000011 


Homo sapiens genomic cytochrome P450, subfamily HA (phenobarbital- 
inducible) (CYP2A.3®) on chromosome 19 


NM 016649 


Homo sapiens chromosome 20 open reading frame 6 (C20orf6), mRNA 


NM 080597 


Homo sapiens oxysterol binding protein-like 1 A (OSBPL1 A), mRNA 


NM_080605 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
6 (B3GALT6), mRNA 


NM_058169 


Homo sapiens loss of heterozygosity, 12, chromosomal region 1 (LOH12CR1), 
mRNA 


NM 058164 


Homo sapiens olfactomedin 2 (OLFM2), mRNA 


NM 052866 


Homo sapiens ADAMTS-like 1 (ADAMTSL1), mRNA 


NM 018030 


Homo sapiens oxysterol binding protein-like 1 A (OSBPL1 A), mRNA 


NM 033142 


Homo sapiens chorionic gonadotropin, beta polypeptide 7 (CGB7), mRNA 


NG 000013 


Homo sapiens genomic MHC class HI complement gene cluster (MCGC@) on 
chromosome 6 
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Homo sapiens nuclear receptor coactivator 5 (NCOA5), mRNA 


NM_033044 


Homo sapiens microtubule-actm crosslinking factor l (MACFl), transcnpt 
variant 3, mRNA 


NM 033024 


Homo sapiens microtubule-actin crosslinking factor 1 (MACFl), transcnpt 
variant 2, mRNA 


NG 000017 


Homo sapiens genomic protocadherin beta cluster (PCDHB@) on chromosome 5 


NM 015864 


Homo sapiens chromosome 6 open reading frame 32 (C6ort32) J mRNA 


NM 032188 


Homo sapiens histone acetyltransferase MYST1 (MYST1), mRNA 


NM 030776 


Homo sapiens chromosome 20 open readmg frame 183 (C20orfl83), mRNA 


NM 024918 


Homo sapiens chromosome 20 open reading frame 172 (C20orfl72), mRNA 


NM 024812 


Homo sapiens brain and acute leukemia, cytoplasmic (BAALC), mRNA 


NM 024777 


Homo sapiens chromosome 20 open reading frame 124 (C20orfl24), mRNA 


NM 024758 


_ _ « * aw <it v a a a n 4\ T"* "VTA 

Homo sapiens agmatinase (FLJ23384), mRNA 


NM 024641 


Homo sapiens mandaselin (FLJ12838), mRNA 


NM 024331 


Homo sapiens chromosome 20 open reading frame 121 (C20orfl21), mRNA 


NM 024301 


Homo sapiens fukutin-related protein (FKRP), mRNA 


NM 005763 


. - •-till 1 1 / k A. (IflX Tl "V T A 

Homo sapiens ammoadipate-semialdehyde synthase (AASS), mRNA 


NM 023935 


Homo sapiens chromosome 20 open reading frame 116 (C20orfl 16), mRNA 


NM 021993 


Homo sapiens FUS interacting protein (serine-arginine rich) 2 (FUSIP2), mRNA 


NM_014555 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
5 (TRPM5), mRNA 


NM 000537 


Homo sapiens renin (REN), mRNA 


NM 016652 


Homo sapiens Cm, crooked neck-like 1 (Drosophila) (CRNKL1), mRNA 


NM 021245 


Homo sapiens myozenin 1 (MYOZ1), mRNA 


NM_001967 


Homo sapiens eukaryotic translation initiation factor 4A, isoform 2 (EIF4A2), 
mRNA 


NM 018649 


Homo sapiens H2A histone family, member Y2 (H2AFY2), mRNA 


NM 015148 


Homo sapiens PAS domain containing serine/threonine kinase (PASK), mRNA 


NM_017902 


Homo sapiens hypoxia-inducible factor 1, alpha subunit inhibitor (HIF1AN), 
mRNA 


NM_018285 


Homo sapiens chromosome 15 open reading frame 12 (C15orfl2), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 018267 


Homo sapiens H2A histone family, member J (H2AFJ), mRNA 


NM_017555 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 2, 
mRNA 


NM 016143 


Homo sapiens likely ortholog of rat p47 (p47), mRNA 


NM 015993 


Homo sapiens plasmolipin (PMLP), mRNA 


NM 014938 


Homo sapiens Mix interactor (MONDOA), mRNA 


NM_014948 


Homo sapiens likely ortholog of mouse ubiquitin conjugating enzyme 7 
interacting protein 5 (UBCE7IP5), mRNA 


NM_014016 


Homo sapiens SAC1 suppressor of actin mutations 1-like (yeast) (SACM1L), 
mRNA 


NM 015156 


Homo sapiens REST corepressor (RCOR), mRNA 


NM_013337 


Homo sapiens translocase of inner mitochondrial membrane 22 homolog (yeast) 
(T1MM22), mRNA 


NMJ)13233 


Homo sapiens senne threonine kinase 39 (Mfczu/aral nomoiog, yeast) 
(STK39), mRNA 


NM 006595 


Homo sapiens apoptosis inhibitor 5 (API5), mRNA 


MM 006402 


Homo sapiens hepatitis B virus x interacting protein (HBXIP), mRNA 


NM_006351 


Homo sapiens translocase of inner mitochondrial membrane 44 homolog (yeast) 
(TIMM44), mRNA 


NM 006327 


Homo sapiens translocase of inner mitochondrial membrane 23 homolog (yeast) 
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(TIMM23), mRNA 


NM_006335 


Homo sapiens translocase of inner mitochondrial membrane 17 homolog A 
(yeast) (TIMM17A), mRNA 


NMJ306420 


Homo sapiens ADP-ribosylation factor guanine nucleotide-exchange factor 2 
(brefeldin A-inhibited) (ARPGEF2), mRNA 


NM 005992 


Homo sapiens T-box 1 (TBX1), transcript variant B, mRNA 


NM_005834 


Homo sapiens translocase of inner mitochondrial membrane 17 homolog B 
(yeast) (TIMM17B), mRNA 


NM 000385 


Homo sapiens aquaporin 1 (channel-forming integral protein, 28kD) (AQP1), 
mRNA 


NM_002891 


Homo sapiens Ras protein-specific guanine nucleotide-releasing factor 1 
(RASGRF1), mRNA 


NM_000963 


Homo sapiens prostaglandin-endoperoxide synthase 2 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGS2), mRNA 


NM 002792 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 7 
(PSMA7), mRNA 


NM 002335 


Homo sapiens low density lipoprotein receptor-related protein 5 (LRP5), mRNA 


NM 001402 


Homo sapiens eukaryotic translation elongation factor 1 alpha 1 (EEF1 Al), 
mRNA 


NM 080677 


Homo sapiens dynein light chain 2 (Dlc2), mRNA 


NM 080672 


Homo sapiens Q9H4T4 like (H17739), mRNA 


NMJ)80671 


Homo sapiens potassium voltage-gated channel, Isk-related subfamily, gene 4 
(KCNE4), mRNA 


NM 080670 


Homo sapiens similar to RIKEN cDNA 2610030J16 gene (MGC2541), mRNA 


NM 080669 


Homo sapiens similar to RIKEN cDNA 1 1 10002C08 gene (MGC9564), mRNA 


NM 080667 


Homo sapiens similar to RIKEN cDNA 493 1428D14 gene (MGC15407), mRNA 


NM_080665 


Homo sapiens similar to RIKEN cDNA B2301 18G17 gene (MGC19604), 
mRNA 


NM 080664 


Homo sapiens similar to RIKEN cDNA 4930578F06 gene (MGC9912), mRNA 


NM_080662 


Homo sapiens similar to RIKEN cDNA 1810022F1 1 gene (MGC4281), mRNA 


NM 080660 


Homo sapiens similar to RIKEN cDNA 1200014N16 gene (MGC14289), mRNA 


NM 080659 


Homo sapiens similar to RIKEN cDNA 2310030G06 gene (MGC14839), mRNA 


NM 080657 


Homo sapiens vipirin (cig5), mRNA 


NM_080655 


Homo sapiens similar to RIKEN cDNA 5730528L13 gene (MGC17337), mRNA 


NM 080654 


Homo sapiens NY-REN-41 antigen (NY-REN-41), mRNA 


NM 080653 


Homo sapiens similar to RIKEN cDNA 4930500C14 gene (MGC9341), mRNA 


NM 080652 


Homo sapiens similar to RIKEN cDNA 5730578N08 gene (MGC15397), mRNA 


NM 004296 


Homo sapiens regulator of G-protein signalling 6 (RGS6), mRNA 


NMJ) 14234 


Homo sapiens FabG (beta-ketoacyl-[acyl-carrier-protein] reductase, E coli) like 
(E. coli) (FABGL), mRNA 


NM 024775 


Homo sapiens gemin 6 (GEMIN6), mRNA 


NM 080626 


Homo sapiens BRI3 binding protem (BRJ3BP), mRNA 


NM 080625 


Homo sapiens chromosome 20 open reading frame 160 (C20orfl60), mRNA 


NM 080616 


Homo sapiens chromosome 20 open reading frame 112 (C20orfl 12), mRNA 


NM 080612 


Homo sapiens DOS/Gab family member 3 (GAB3), mRNA 


NM UoUol)/ 


Homo sapiens chromosome 20 open reading frame 102 (CzuortlOz), mRNA 


NM 080603 


Homo sapiens chromosome 20 open reading frame 162 (C20orfl62), mRNA 


NM 032019 


Homo sapiens histone deacetylase 10 (HDAC10), mRNA 


NM 030815 


Homo sapiens chromosome 20 open reading frame 126 (C20orfl26), mRNA 


NM 020841 


Homo sapiens oxysterol binding protein-like 8 (OSBPL8), mRNA 


NM 020764 


Homo sapiens cask-interacting protein 1 (CASKIN1), mRNA 


NM 016436 


Homo sapiens chromosome 20 open reading frame 104 (C20orfl04), mRNA 
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NM 022104 


Homo sapiens chromosome 20 open reading frame 67 (C20orf67), mRNA 


NM 080546 


Homo sapiens CDw92 antigen (CDW92), mRNA 


NM 015511 


Homo sapiens chromosome 20 open reading frame 4 (C20orf4), mRNA 


NM 002116 


Homo sapiens major histocompatibility complex, class I, A (HLA-A), mRNA 


NM 023017 


Homo sapiens phosphoinositide 3-kinase enhancer (PIKE), mRNA 


NM 020933 


Homo sapiens zinc finger protein 317 (ZNF317), mRNA 


NM_005037 


Homo sapiens peroxisome proliferative activated receptor, gamma (PPARG), 
mRNA 


NM 018206 


Homo sapiens vacuolar protein sorting 35 (yeast) (VPS35), mRNA 


NM_014003 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 38 (DDX38), 
mRNA 


NMJ)06445 


Homo sapiens PRP8 pre-mRNA processing factor 8 homolog (yeast) (PRPF8), 
mRNA 


NM 003675 


Homo sapiens pre-mRNA processing factor 1 8 (PRP1 8), mRNA 


NM 006214 


Homo sapiens phytanoyl-CoA hydroxylase (Refsum disease) (PHYH), mRNA 


NM_004374 


Homo sapiens cytochrome c oxidase subunit Vic (COX6C), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_001863 


Homo sapiens cytochrome c oxidase subunit VTb (COX6B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_005205 


Homo sapiens cytochrome c oxidase subunit Via polypeptide 2 (COX6A2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_004373 


Homo sapiens cytochrome c oxidase subunit Via polypeptide 1 (COX6A1), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_032609 


Homo sapiens cytochrome c oxidase subunit IV isoform 2 (COX4I2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 032489 


Homo sapiens acrosin binding protein (ACRBP), mRNA 


NM_080476 


Homo sapiens CDC91 cell division cycle 91-like 1 (S. cerevisiae) (CDC91L1), 
mRNA 


NM 080473 


Homo sapiens GATA binding protein 5 (GATA5), mRNA 


NMJKJ2121 


Homo sapiens major histocompatibility complex, class n, DP beta 1 (HLA- 
DPBl),mRNA 


NM_078470 


Homo sapiens COX15 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX15), nuclear gene encoding mitochondrial protein, transcript variant 1, 
mRNA 


NM_004375 


Homo sapiens COX1 1 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX1 1), nuclear gene encoding mitochondrial protein, mRNA 


NM_001303 


Homo sapiens COX10 homolog, cytochrome c oxidase assembly protein, heme 
A/famesyltransferase (yeast) (COX10), nuclear gene encoding mitochondrial j 
protein, mRNA 


NM 054028 


Homo sapiens acyl-malonyl condensing enzyme (AMAC), mRNA 


NM 032485 


Homo sapiens chromosome 20 open reading frame 154 (C20orfl54), mRNA 


NM 033342 


Homo sapiens tripartite motif-containing 7 (TRJM7), mRNA 


NM 033421 


Homo sapiens chromosome 20 open reading frame 161 (C20orfl61), mRNA 


NM 033197 


Homo sapiens chromosome 20 open reading frame 1 14 (C20orfl 14), mRNA 


NM 020866 


Homo sapiens kelch-like 1 (Drosophila) (KLHL1), mRNA 


NM 032883 


Homo sapiens chromosome 20 open reading frame 100 (C20orfl00), mRNA 


NM 032523 


Homo sapiens oxysterol binding protein-like 6 (OSBPL6), mRNA 


NM 020896 


Homo sapiens oxysterol binding protein-like 5 (OSBPL5), mRNA 


NM 015550 


Homo sapiens oxysterol binding protein-like 3 (OSBPL3), mRNA 


NMJ)31473 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 
(CDV-1), mRNA 


NM 030801 


Homo sapiens MAGE-E1 protein (MAGE-E1), mRNA 



237 



WO 03/074654 



PCT/US03/05028 



"NTM" 09S19R 


TTrvmn c!»ni<»Tic A/TTTSRl pnHnnnrlp^iCR nV/fTT^IRl ^\ mPTSJ A 

XlUIIlU oaJJlCIlo IVJLUuOl wiUAJllUl/lCiloC ^lViwijOi /, IliTViN r\. 


MM 094CKR 
in ivi uz*ty j o 


xiomo Sapicub uxixuiiiuouiiic &>\j open rcdumg ircuiic yo ^auou70/, miviN/\ 


"MM 094661 


T-T/vmri car%if*nc 5iTnirtn'nprvHrlaQP-1il< r p 1 fWPT?PT ]"\ ml? "MA 
X1UII1U odpiCXio aJAlllIUpCpllUaoG-lllvG 1 ^INa JC»x J-» 1 J 9 UJJ\1N/x 


TsTM" 094^86 


JIOIIIU SapiCXla UAyolCXUl UlllUlIlg prOlClH-llK.C y \\JOIjr U7 )i IIlX\JLN/\ 


"MA/f 0941 90 
IN ivi UZ*f 1 IX) 


xiomo Sapiens cnroinoouiric zu open reauing iraine / \v^zu on / j, mxvLN a 


NM 022776 


Homo sapiens oxysterol binding protein-like 11 (OSBPL1 1), mRNA 


jnm uzziuy 


xiomo sapiens ^jjwyz antigen (i>jj w yz miviNA 


JNM UZZUoo 


xiomo sapiens zinc linger protein 33o (ZJNr 33 oj, hikna 


NM 021158 


Homo sapiens chromosome 20 open reading frame 97 (C20orf97), mRNA 


xtx k no 
NM 021232 


Homo sapiens prolme aenyarogenase (oxidase) 2 (rRODH2), mRNA 


NM 021220 


Homo sapiens zinc finger protein 339 (ZNF339), mRNA 


NM_021039 


Homo sapiens S100 calcium binding protein A14 (calgizzarin) (S100A14), 

« M T>XT A 

mRNA 


NM 020659 


Homo sapiens tweety homolog 1 (Drosophila) (TTYH1), mRNA 


NM_J) 18972 


Homo sapiens ganglioside-induced differentiation-associated protein 1 
(GDAr 1), mRNA 


JNM Ul/yzl 


Homo sapiens hypothetical protein FU20657 (NrL4), mRNA 


JNM Ul//o4 


Homo sapiens oxysterol Dinamg protein-UKe 1U (UobrLlO), mRNA 


JNM Ui / /31 


Homo sapiens oxysterol Dinamg protein-like / (UbrJrL / ) 9 mRNA 


XTA/f fM QOOQ 

JNM_U 1 ozuy 


Homo sapiens ADP-ribosylation factor 1 GTPase activating protein 

fAPT7inAP"\ mPMA 
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xiomo sapiens zinc linger protein jj4 ^zJNr j j, nusiN a 


NM_015891 


Homo sapiens pre-mRNA splicing factor 17 (PRP17), mRNA 


JNM uiojyy 


xiomo sapiens myozenm z (M iU/yZj, niKJNA 


"\TAyT 01/IQ£0 
JNM U14yoZ 


xiomo sapiens u 1x5 (xaJZ,; domain contammg 3 (.BirJJLo^, mRNA 


JNM U146jj 


Homo sapiens oxysterol binding protein-like 2 (OSBPL2), mRNA 


JNM U 14/2 3 


Homo sapiens syntaphilm (bNrHj, mRNA 


XTA/T A 1 /1 1 07 

JNM U14183 


Homo sapiens dynem light chain 2A (DNLU2A), mRNA 


NM_U14U5j 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 

y\sD V-l )y rnivlNA 


NM 014477 


Homo sapiens chromosome 20 open reading frame 10 (C20orfl0), mRNA 


XTAjf 

JNM U12201 


Homo sapiens cnromosome 20 open reading irame 103 (CzOorrlOi), mRNA 


JNM 013369 


Homo sapiens DNA (cytosme-j-j-methyltransierase 3 -like (DNMT3L), mRNA 


NM 012469 


Homo sapiens chromosome 20 open reading frame 14 (C20orfl4), mRNA 


NM 012291 


Homo sapiens extra spmdle poles like 1 (S. cerevisiae) (ESPL1), mRNA 


NM 007002 


Homo sapiens adhesion regulating molecule 1 (ADRM1), mRNA 


-V.TA k f\c\ f a r\r\ 

NM_006809 


Homo sapiens translocase of outer mitochondrial membrane 34 (TOMM34), 

r»XI A 

mRNA 


NM_006813 


Homo sapiens proline rich 2 (PROL2), mRNA 


XTA/T flflOCAfl 

NM_0U25U9 


Homo sapiens NK2 transcription factor homolog B (Drosophila) (NKX2B), 
mRNA 


XTA/T 08047/1 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 12 (SERPINB12), mRNA 


jnm uuouuy 


Homo sapiens tubulin, alpha 3(1 UBA3), mRNA 


NM_003463 


Homo sapiens protein tyrosine phosphatase type IVA, member 1 (PTP4A1), 

mT?"MA 

IlLEvlNxA. 


NM_019888 


Homo sapiens melanocortin 3 receptor (MC3R), mRNA 


NM 001846 


Homo sapiens collagen, type IV, alpha 2 (COL4A2), mRNA 


NM_079422 


Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYL1), 
transcript variant 3f, mRNA 


NM_079420 


Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYL1), 
transcript variant If, mRNA 
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NM 000795 


Homo sapiens dopamine receptor D2 (DRD2), transcript variant 1, mRNA 


NM 016574 


Homo sapiens dopamine receptor D2 (DRD2), transcript variant 2, mRNA 


NM_079837 


Homo sapiens BTG3 associated nuclear protein (BANP), transcript variant 2, 
mRNA 


NM_017869 


Homo sapiens BTG3 associated nuclear protein (BANP), transcript variant 1, 
mRNA 


NM_079425 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 3, mRNA 


NM 079424 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 4, mRNA 


NM_079423 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 2, mRNA 


MM_021019 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 1, mRNA 


NM 004509 


Homo sapiens SP1 10 nuclear bodyj)rotein (SP1 10), transcript variant a, mRNA 


NM 080424 


Homo sapiens SP1 10 nuclear body protein (SP1 10), transcript variant c, mRNA 


NM 004510 


Homo sapiens SP1 10 nuclear body protein (SP1 10), transcript variant b, mRNA 


NM 004574 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 1, mRNA 


NM 080417 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 4, mRNA 


NM 080416 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 3, mRNA 


NM 080415 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 2, mRNA 


NM 002117 


Homo sapiens major histocompatibility complex, class I, C (HLA-C), mRNA 


NM 005514 


Homo sapiens major histocompatibility complex, class I, B (HLA-B), mRNA 


NC 001807 


Homo sapiens mitochondrion, complete genome 


NM 080489 


Homo sapiens syndecan binding protein (syntenin) 2 (SDCBP2), mRNA 


NM_001997 


Homo sapiens Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) 
ubiquitously expressed (fox derived); ribosomal protein S30 (FAU), mRNA 


NM_057179 


Homo sapiens likely ortholog of mouse and rat twist-related bHLH protein 
Dermo-1 (DERMOl), mRNA 


NM 001008 


Homo sapiens ribosomal protein S4, Y-linked (RPS4Y), mRNA 


NM 001007 


Homo sapiens ribosomal protein S4, X-linked (RPS4X), mRNA 


NM_005192 


Homo sapiens cyclin-dependent kinase inhibitor 3 (CDK2-associated dual 
specificity phosphatase) (CDKN3), mRNA 


NM_079421 


Homo sapiens cyclin-dependent kinase inhibitor 2D (pl9, inhibits CDK4) 
(CDKN2D), transcript variant 2, mRNA 


NM_001800 


Homo sapiens cyclin-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 
(CDKN2D), transcript variant 1, mRNA 


NM_078626 


Homo sapiens cyclin-dependent kinase inhibitor 2C (pi 8, inhibits CDK4) 
(CDKN2C), transcript variant 2, mRNA 


NM_001262 


Homo sapiens cyclin-dependent kinase inhibitor 2C (pi 8, inhibits CDK4) 
(CDKN2C), transcript variant 1 , mRNA 


NM_078487 


Homo sapiens cyclin-dependent kinase inhibitor 2B (pl5, inhibits CDK4) 
(CDKN2B), transcript variant 2, mRNA 


NM_004936 


Homo sapiens cyclin-dependent kinase inhibitor 2B (pi 5, inhibits CDK4) 
(CDKN2B), transcript variant 1, mRNA 


NM 004896 


Homo sapiens vacuolar protein sorting 26 (yeast) (VPS26), mRNA 


NM 052945 


Homo sapiens BAFF receptor (BAFFR), mRNA 


NM 022648 


Homo sapiens tensin (TNS), mRNA 


NM_078480 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBP1), transcript 
variant 1, mRNA 


NM_014281 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBP1), transcript 
variant 2, mRNA 
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XTA X f\f\ Al Af\ 

JNM_004740 


Homo sapiens 1 LrbiS I -induced anti-apoptotic factor 1 (l lAr 1 ), transcript variant 
2, mKNA 


NM_078471 


Homo sapiens TGFB1 -induced anti-apoptotic factor 1 (TIAF1), transcript variant 
l.mRNA 


XTTV X C\(\ 1 oro 

NM 001852 


Homo sapiens collagen, type DC, alpha 2 (COL9A2), mRNA 


NM 078485 


Homo sapiens collagen, type IX, alpha 1 (COL9A1), transcript variant 2, mRNA 


NM 001851 


Homo sapiens collagen, type DC, alpha 1 (COL9A1), transcnpt variant 1, mRNA 


NM_054026 


Homo sapiens CCR4-NOT transcription complex, subunit 7 (CNOT7), transcript 
variant 2, mRNA 


NM_0l3354 


Homo sapiens CCR4-NOT transcription complex, subunit 7 (CNOT7), transcript 
variant 1, mRNA 


NM_004064 


Homo sapiens cyclin-dependent kinase inhibitor IB (p27, Kipl) (CDKN1B), 
mRNA 


NM_000389 


Homo sapiens cyclin-dependent kinase inhibitor 1 A (p21, Cipl) (CDKN1A), 
transcript variant 1, mRNA 


NM_078467 


Homo sapiens cyclin-dependent kinase inhibitor 1A (p21, Cipl) (CDKN1A), 
transcript variant 2, mRNA 


NM_003936 


Homo sapiens cyclin-dependent kinase 5, regulatory subunit 2 (p39) (CDK5R2), 
mRNA 


NM 004642 


Homo sapiens CDK2-associated protein 1 (CDK2AP1), mRNA 


NM 078481 


Homo sapiens CD97 antigen (CD97), transcript variant 1, mRNA 


"V T"* at a^v y\ -i ^-~r r~> a 

NM 001784 


Homo sapiens CD97 antigen (CD97), transcript variant 2, mRNA 


NM_080432 


Homo sapiens vacuolar protein sorting protein 18 (VPS 18), transcript variant 2, 
mRNA 


NM_020857 


Homo sapiens vacuolar protein sorting protein 18 (VPS 18), transcript variant 1, 
mRNA 


NM_080414 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 2, 
mRNA 


NM_080413 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 3, 
mRNA 


NM_022575 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcnpt variant 1, 
mRNA 


NM 021729 


Homo sapiens vacuolar protem sorting 1 1 (yeast) (VPS1 1), mRNA 


x tx it f\t\ c Ck r\ f 

NM 005806 


Homo sapiens oligodendrocyte lineage transcription factor 2 (OLIG2), mRNA 


NM 012106 


Homo sapiens binder of Arl Two (BART1), mRNA 


x. tx it r\t\ s r\r\e- 

NMJ)06095 


Homo sapiens ATPase, aminophospholipid transporter (APLT), Class I, type 8A, 
member 1 (ATP8A1), mRNA 


x. tx r n «*n/> it 1 

NM 058241 


Homo sapiens cyclin T2 (CCNT2), transcript variant b, mRNA 


XvTX JT />/% 1 *\ A ■* 

NM 001241 


Homo sapiens cyclin T2 (CCNT2), transcript variant a, mRNA 


■V TX If /"\ ni a i a 

NM_001240 


Homo sapiens cyclin Tl (CCNT1), mRNA 


X.TX *" *"V/\/"i /I ""I A 

NMJ)00474 


Homo sapiens twist homolog (acrocephalosyndactyly 3; Saethre-Chotzen 
syndrome) (Drosophila) (TWIST), mRNA 


NM_080475 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), ! 
member 1 1 (SERPINB 1 1), mRNA 


NM 021209 


Homo sapiens caspase recruitment domain protein 12 (CARD 12), mRNA 




jtiomo sapiens caspase recruitment domain protein lu (CAKjlji uj, mKNA 


NM 012287 


Homo sapiens centaurin, beta 2 (CENTB2), mRNA 


NM_007049 


Homo sapiens butyrophilin, subfamily 2, member Al (BTN2A1), transcript 
variant 1, mRNA 


NM_078476 


Homo sapiens butyrophilin, subfamily 2, member Al (BTN2A1), transcript 
variant 2, mRNA 


NM 004444 


Homo sapiens EphB4 (EPHB4), mRNA 
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NM 004443 


Homo sapiens EphB3 (EPHB3), mRNA 


XTN/f C\C\AAA1 
JNJYL vU*t*f*tZ 


xiomo sapiens fcpnrJz (lirxiDzj, transcript variant 1, mRNA 


NM 017449 


Homo sapiens EphB2 (EPHB2), transcript variant 2, mRNA 




Homo sapiens my lin transcription factor 1 (MYT1), mRNA 


NMJ)06800 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 3, mRNA 


JNJML__V /oOJU 


nomo sapiens male-specitic lethal 3-hke 1 (Drosophila) (MSL3L1), transcnpt 
variant z, mKJNA 


in jvi__u / oozy 


Homo sapiens male-specitic lethal 3-hke 1 (Drosophila) (MSL3L1), transcnpt 
variant 1, rnRNA 


NM_U/oOZo 


Homo sapiens male-specific lethal 3-hke 1 (Drosophila) (MSL3L1), transcnpt 
variant 4, mRNA 


"VTA/T AO A/1 11 


Homo sapiens aeon related protem M2 (ARPM2), mRNA 


NM 080430 


Homo sapiens selenoprotein SelM (SELM), mRNA 


NM 052944 


Homo sapiens putative sodium-coupled cotransporter RKST1 (RKST1), mRNA 


NM_024831 


Homo sapiens nuclear receptor coactivator 6 interacting protein (NCOA6EP), 
mKJNA 




Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 3 (ISLC7A3), mRNA 


1N1VJ. UoU^OJ 


Homo sapiens carboxypeptidase A5 (CPAS), mRNA 


XTN/T 

lNiVi__U 1 OH / O 


Homo sapiens APC1 1 anaphase promoting complex subunit 1 1 homolog (yeast) 

f AXJApr'l 1\ iWPXTA 4 w 
^/VlN/VJr L> 1 1 J, nLKIN/V 


NM 080389 


Homo sapiens defensin, beta 4 (DEFB4), mRNA 


1N1V1 UjZO^fO 


Homo sapiens tweety homolog 2 (Drosophila) (TTYH2), mRNA 


NM 006928 


Homo sapiens silver homolog (mouse) (SILV), mRNA 




Homo sapiens my048 protein (my048), mRNA 


NM 080388 


Homo sapiens hypothetical protein MGC17528 (MGC17528), mRNA 


JNM UoUio/ 


Homo sapiens C-type lectin-like receptor (CLEC-6), mRNA 


NMJW0284 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 6 
(ABCA6), mRNA 


NM_080283 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 9 
(ABCA9), mRNA 


XTA/T aoaoo 

NM_080282 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 10 

/ a T> a 1 rv\ T» XT A 

(ABCAIO), mRNA 


XTTVyf AA£C/fA 

NJYL_UUOj4y 


Homo sapiens calcium/calmodulin-dependent protein kinase kinase 2, beta 
(OAMJfUvz), mKJNA 


lNlVI UU/ZUU 


Homo sapiens A kmase (PRKA) anchor protein 13 (AKAP13), mRNA 


NM_002476 


Homo sapiens myosin, light polypeptide 4, alkali; atrial, embryonic (MYL4), 
mRNA ^ " j 


INiVl UU I Ojj 


Homo sapiens collagen, type DC, alpha 3 (COL9A3), mRNA 


NM 006001 


Homo sapiens tubulin, alpha 2 (TUBA2), transcript variant 1, mRNA 


JNM u/ysio 


Homo sapiens tubulin, alpha 2 (TUBA2), transcript variant 2, mRNA 


XTTVyf AA/CAAA 

NM UUoUUU 


Homo sapiens tubulin, alpha 1 (testis specific) (TUBA1), mRNA 


XTTVVT AA/117£ 
JNiVl_UU4 J / 0 


Homo sapiens COX15 homolog, cytochrome c oxidase assembly protem (yeast) 
(COX15), nuclear gene encoding mitochondnal protein, transcnpt variant 2, 
mRNA 


NM_024407 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 7 (20kD) 
(NADH-coenzyme Q reductase) (NDUFS7), mRNA 


NM_078625 


Homo sapiens vanin 3 (VNN3), transcript variant 2, mRNA 


NM 018399 


Homo sapiens vanin 3 (VNN3), transcript variant 1, mRNA 


NM 078488 


Homo sapiens vanin 2 (VNN2), transcript variant 2, mRNA 


NM 004665 


Homo sapiens vanin 2 (VNN2), transcript variant 1, mRNA 
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NM 013245 


Homo sapiens vacuolar protein sorting factor 4A (VPS4A), mRNA 


NM_058240 


Homo sapiens solute carrier family 8 (sodium-calcium exchanger), member 3 
(SLC8A3), transcript variant b, mRNA 


NM_033262 


Homo sapiens solute carrier family 8 (sodium-calcium exchanger), member 3 
(SLC8A3), transcript variant a, mRNA 


NM 004869 


Homo sapiens suppressor of K+ transport defect 1 (SKD1), mRNA 


NM 078474 


Homo sapiens BBP-like protein 2 (BLP2), transcript variant 1, mRNA 


NM 025141 


Homo sapiens BBP-like protein 2 (BLP2), transcript variant 2, mRNA 


NM 078473 


Homo sapiens BBP-like protein 1 (BLP1), transcript variant 1, mRNA 


NM 031940 


Homo sapiens BBP-like protein 1 (BLP1), transcript variant 2, mRNA 


NM 020749 


Homo sapiens AT2 receptor-interacting protein 1 (ATIP1), mRNA 


NMJH8672 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 5 
(ABCA5), mRNA 


NM 020177 


Homo sapiens feminization 1 homolog a (FEM1 A), mRNA 


NM 002088 


Homo sapiens glutamate receptor, ionotropic, kainate 5 (GRIK5), mRNA 


NM 006835 


Homo sapiens cyclin I (CCNI), mRNA 


NM 001239 


Homo sapiens cyclin H (CCNH), mRNA 


NM 014286 


Homo sapiens frequenin homolog (Drosophila) (FREQ), mRNA 


NM 006650 


Homo sapiens complexin 2 (CPLX2), mRNA 


NM 006651 


Homo sapiens complexin 1 (CPLX1), mRNA 


NM_006463 


Homo sapiens associated molecule with the SH3 domain of STAM (AMSH), 
mRNA 


NM 001850 


Homo sapiens collagen, type VTU, alpha 1 (COL8A1), mRNA 


NM 000094 


Homo sapiens collagen, type VII, alpha 1 (epidermolysis bullosa, dystrophic, 
dominant and recessive) (COL7A1), mRNA 


NM_000077 


Homo sapiens cyclin-dependent kinase inhibitor 2 A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transcript variant 1 , mRNA 


NM_058197 


Homo sapiens cyclin-dependent kinase inhibitor 2A (melanoma, pl6, inhibits 
CDK4) (CDKN2A), transcript variant 3, mRNA 


NM_058196 


Homo sapiens cyclin-dependent kinase inhibitor 2A (melanoma, pl6, inhibits 
CDK4) (CDKN2A), transcript variant 2, mRNA 


NM_058195 


Homo sapiens cyclin-dependent kinase inhibitor 2 A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transcript variant 4, mRNA 


NMJU4800 


Homo sapiens engulfment and cell motility 1 (ced-12 homolog, C. elegans) 
(ELMOl), mRNA 


NM 079834 


Homo sapiens secretory carrier membrane protein 4 (SCAMP-4), mRNA 


NM 019110 


Homo sapiens hypothetical protein PI p373c6 (P1P373C6), mRNA 


NMJ)22086 


Homo sapiens engulfment and cell motility 2 (ced-12 homolog, C. elegans) 
(ELM02), mRNA 


NM 058183 


Homo sapiens SON DNA binding protein (SON), mRNA 


NM 003103 


Homo sapiens SON DNA binding protein (SON), mRNA 


NM 030767 


Homo sapiens AT-hook transcription factor AKNA (AKNA), mRNA 


NM_058191 


Homo sapiens chromosome 21 open reading frame 66 (C21orf66), mRNA 


NM_015657 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 12 
(ABCA12), mRNA 


NM 020427 


Homo sapiens ARS component B (ARS), mRNA 


NM 021638 


Homo sapiens actin filament associated protein (AFAP), mRNA 


NM 005782 


Homo sapiens transcriptional coactivator (ALY), mRNA 


NM 031916 


Homo sapiens AKAP-associated sperm protein (ASP), mRNA 


NM_024083 


Homo sapiens alveolar soft part sarcoma chromosome region, candidate 1 
(ASPSCRl),mRNA 


NM 058230 


Homo sapiens zinc finger protein 354B (ZNF354B), mRNA 
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NM 021935 


Homo sapiens homolog of mouse Bv8 (Bombina variegata 8 kDa); prokineticin 2 
precursor (BV8), mRNA 


NM 015399 


Homo sapiens breast cancer metastasis-suppressor 1 (BRMS1), mRNA 


NM 007073 


Homo sapiens blood vessel epicardial substance (BVES), tnRNA 


NM_0 17726 


Homo sapiens protein phosphatase 1 , regulatory (inhibitor) subunit 14D 
(PPP1R14D), mRNA 


NMJ)06451 


Homo sapiens polyadenylate binding protein-interacting protein 1 (PAIP1), 
mRNA 


NM 018073 


Homo sapiens SSA protein SS-56 (SS-56), mRNA 


NM 032812 


Homo sapiens tumor endothelial marker 7-related precursor (TEM7R), rnRNA 


NM 022748 


Homo sapiens tumor endothelial marker 6 (TEM6), mRNA 


NM 032777 


Homo sapiens tumor endothelial marker 5 precursor (TEM5), mRNA 


NMJ)22779 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 31 (DDX31), 
mRNA 


NM 018454 


Homo sapiens nucleolar protein ANKT (ANKT), mRNA 


NM 016489 


Homo sapiens uridine 5* monophosphate hydrolase 1 (UMPH1), mRNA 


NM 078483 


Homo sapiens lysosomal amino acid transporter 1 (LYAAT1), mRNA 


NM 019606 


Homo sapiens hypothetical protein FLJ20257 (FLJ20257), mRNA 


NM 015256 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 6 (FACL6), mRNA 


NM_003393 


Homo sapiens wingless-type MMTV integration site family, member 8B 
(WNT8B), mRNA 


NM_058244 


Homo sapiens wingless-type MMTV integration site family, member 8A 
(WNT8A), transcript variant 2, rnRNA 


NM_058238 


Homo sapiens wingless-type MMTV integration site family, member 7B 
(WNT7B), mRNA 


NMJ)04625 


Homo sapiens wingless-type MMTV integration site family, member 7A 
(WNT7A), mRNA 


NM 058242 


Homo sapiens keratin 6C (KRT6C), mRNA 


NM 005555 


Homo sapiens keratin 6B (KRT6B), mRNA 


NM 005554 


Homo sapiens keratin 6A (KRT6A), mRNA 


NMJ)58207 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant E, 
mRNA 


NM_058206 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant B, 
mRNA 


NM_058203 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant C, 
mRNA 


NMJ)58202 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant H, 
mRNA 


NM_058201 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant D, 
mRNA 


NMJ)58200 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant G, 
mRNA 


NMJ)16512 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant A, 
mRNA 


NM__057180 


Homo sapiens vacuolar protein sorting 29 (yeast) (VPS29), transcript variant 2, 
mRNA 


NM_016226 


Homo sapiens vacuolar protein sorting 29 (yeast) (VPS29), transcript variant 1, 
mRNA 


NMJ)53004 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 
l-likB(GNBlL) f mRNA 


NM 003902 


Homo sapiens far upstream element (FUSE) binding protein 1 (FUBP1), rnRNA 


NM 058217 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
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3, mRNA 


NM_058216 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
l,xnRNA 


NM_002876 


Homo sapiens RAD5 1 homolog C (S. cerevisiae) (RAD5 1C), transcript variant 
2, mRNA 


NM.058179 


Homo sapiens phosphoserine aminotransferase (PSA), transcript variant 1, 
mRNA 


NM_021154 


Homo sapiens phosphoserine aminotransferase (PSA), transcript variant 2, 
mRNA 


NM_078469 


Homo sapiens BRCA2 and CDKN1 A interacting protein (BCCIP), transcript 
variant C, mRNA 


NM_078468 


Homo sapiens BRCA2 and CDKN1 A interacting protein (BCCIP), transcript 
variant B, mRNA 


NM_016567 


Homo sapiens BRCA2 and CDKN1A interacting protein (BCCIP), transcript 
variant A, mRNA 


NM_058177 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 2, 
mRNA 


NM_058176 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 1, 
mRNA 


NM 022110 


Homo sapiens FK506 binding protein like (FKBPL), mRNA 


NM 012181 


Homo sapiens FK506 binding protein 8 (38kD) (FKBP8), mRNA 


NM 003602 


Homo sapiens FK506 binding protein 6 (36kD) (FKBP6), mRNA 


NM_004117 


Homo sapiens FK506 binding protein 5 (FKBP5), mRNA 


NM 002014 


Homo sapiens FK506 binding protein 4 (59kD) (FKBP4), mRNA 


NM_057092 


Homo sapiens FK506 binding protein 2 (13kD) (FKBP2), transcript variant 2, 
mRNA 


NM_004470 


Homo sapiens FK506 binding protein 2 (13kD) (FKBP2), transcript variant 1, 
mRNA 


NM_004116 


Homo sapiens FK506 binding protein IB (12.6 kD) (FKBP1B), transcript variant 
1, mRNA 


NM_054033 


Homo sapiens FK506 binding protein IB (12.6 kD) (FKBP1B), transcript variant 
2, mRNA 


NM_000801 


Homo sapiens FK506 binding protein 1 A (12kD) (FKBP1 A), transcript variant 
12B, mRNA 


NM_054014 


Homo sapiens FK506 binding protein 1 A (12kD) (FKBP1 A), transcript variant 
12 A, mRNA 


NM_057175 


Homo sapiens hypothetical protein FU13340 (FLJ13340), transcript variant 1, 
mRNA 


NM_025085 


Homo sapiens hypothetical protein FU13340 (FU13340), transcript variant 2, 
mRNA 


NM 014708 


Homo sapiens kinetochore associated 1 (KNTC1), mRNA 


NM 058199 


Homo sapiens olfactomedin 1 fOLFMl), transcript variant 3, mRNA 


NM 014279 


Homo sapiens olfactomedin 1 (OLFM1), transcript variant 1, mRNA 


NM_057174 


Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 2, 
mRNA 


InJVL VddIIo 


Homo sapiens myosin light cham kinase 2, skeletal muscle (MYLK2), mRNA 


NM 019117 


Homo sapiens kelch-like 4 (Drosophila) (KLHL4), transcript vanant 1, mRNA 


NM 005103 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin I) (FEZ1), 
transcript variant 1 , mRNA 


NMJ)22549 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin I) (FEZ1), 
transcript variant 2, mRNA 


NM 005112 


Homo sapiens WD repeat domain 1 (WDR1), transcript variant 2, mRNA 
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NM 017491 


Homo sapiens WD repeat domain 1 (WDR1), transcript vanant 1, mRNA 


NM_001862 


Homo sapiens cytochrome c oxidase subunit Vb (COX5B), nuclear gene 
encoding mitochondnal protein, mRNA 


NM_004255 


Homo sapiens cytochrome c oxidase subunit Va (COX5 A), nuclear gene 
encoding mitochondnal protem, mRNA 


NM 057162 


Homo sapiens kelch-like 4 (Drosophila) (KLHL4), transcript variant 2, mRNA 


NM 033427 


Homo sapiens cortactin binding protein 2 (CORTBP2), mRNA 


NMJXH799 


Homo sapiens cyclin-dependent kinase 7 (MO 15 homolog, Xenopus laevis, cdk- 
activating kinase) (CDK7), mRNA 


NM_057089 


Homo sapiens adaptor-related protein complex 1, sigma 1 subunit (API SI), 
transcript variant 2, mRNA 


NMJXH283 


Homo sapiens adaptor-related protein complex 1, sigma 1 subunit (API SI), 
transcript variant 1, mRNA 


NMJ)05148 


Homo sapiens unc-119 homolog (C. elegans) (UNC119), transcript variant 1, 
mRNA 


NMJ)54035 


Homo sapiens unc-1 19 homolog (C. elegans) (UNCI 19), transcript variant 2, 
mRNA 


NM 017675 


Homo sapiens protocadherin LKC (PC-LKC), mRNA 


NM_002401 


Homo sapiens mitogen-activated protein kinase kinase kinase 3 (MAP3K3), 
mRNA 


NM_003728 


Homo sapiens unc-5 homolog B (C. elegans) (UNC5C), mRNA 


NM 004673 


Homo sapiens angiopoietin-like 1 (ANGPTL1), mRNA 


NM_054016 


Homo sapiens FUS interacting protein (serine-arginine rich) 1 (FUSIP1), 
transcript variant 2, mRNA 


NM_006625 


Homo sapiens FUS interacting protein (serine-arginine rich) 1 (FUSIP1), 
transcript variant 1, mRNA 


NMJ)54027 


Homo sapiens ankylosis, progressive homolog (mouse) (ANKH), transcript 
variant 2, mRNA 


NM_019847 


Homo sapiens ankylosis, progressive homolog (mouse) (ANKH), transcript 
variant 1, mRNA 


NM_006363 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 1, 
mRNA 


NM_032986 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 3, 
mRNA 


NM_032985 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 2, 
mRNA 


NM 053285 


Homo sapiens tektin 1 (TEKT1), mRNA 


NM_018440 


Homo sapiens phosphoprotein associated with glycosphingolipid-enriched 
microdomains (PAG), mRNA 


NM 014479 


Homo sapiens ADAM-like, decysin 1 (ADAMDEC1), mRNA 


NM 016545 


Homo sapiens immediate early response 5 (IER5), mRNA 


NM_052820 


Homo sapiens coronin, actin binding protein, 2A (COR02A), transcript variant 
2, mRNA 


NMJ)03389 


Homo sapiens coronin, actin binding protein, 2A (COR02A), transcript variant 
l.xnRNA 




Homo sapiens caspase recruitment domain family, member 6 (CARD6), mRNA 


NM_052814 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 2, mRNA 


NM 052813 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 1, mRNA 


NM_022352 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 3, mRNA 
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NM 052978 


Homo sapiens tripartite motif-containing 9 (TRIM9), transcript variant 2, mRNA 


NM 015163 


Homo sapiens tripartite motif-containing 9 (TRIM9), transcript variant 1, mRNA 


NM_052840 


Homo sapiens bruno-like 6, RNA binding protein (Drosophila) (BRUNOL6), 
mRNA 


NMJ)00967 


Homo sapiens ribosomal protein L3 (RPL3), mRNA 


NM 015125 


Homo sapiens capicua homolog (Drosophila) (CIC), mRNA 


NM 018256 


Homo sapiens WD repeat domain 12 (WDR12), mRNA 


NM_016601 


Homo sapiens potassium channel, subfamily K, member 9 (TASK-3) (KCNK9), 
mRNA 


NM 033415 


Homo sapiens hypothetical gene MGC19595 (MGC19595), mRNA 


NM 001253 


Homo sapiens CDC5 cell division cycle 5-like (S. pombe) (CDC5L), mRNA 


NM_007065 


Homo sapiens CDC37 cell division cycle 37 homolog (S. cerevisiae) (CDC37), 
mRNA 


NM_003504 


Homo sapiens CDC45 cell division cycle 45-like (S. cerevisiae) (CDC45L), 
mRNA 


NM_006035 


Homo sapiens CDC42 binding protein kinase beta (DMPK-like) (CDC42BPB), 
mRNA 


NM_044472 


Homo sapiens cell division cycle 42 (GTP binding protein, 25kD) (CDC42), 
transcript variant 2, mRNA 


NM_001791 


Homo sapiens cell division cycle 42 (GTP binding protein, 25kD) (CDC42), 
transcript variant 1, mRNA 


NMJXH254 


Homo sapiens CDC6 cell division cycle 6 homolog (S. cerevisiae) (CDC6), 
mRNA 


NM 022894 


Homo sapiens poly(A) polymerase gamma (PAPOLG), mRNA 


NM_033655 


Homo sapiens cell recognition molecule CASPR3 (CASPR3), transcript variant 
l,mRNA 


NM_024879 


Homo sapiens cell recognition molecule CASPR3 (CASPR3), transcript variant 
2, mRNA 


NM 012115 


Homo sapiens CASP8 associated protein 2 (CASP8AP2), mRNA 


NM 012173 


Homo sapiens F-box only protein 25 (FBX025), mRNA 


NM 033624 


Homo sapiens F-box only protein 21 (FBX021), transcript variant 1, mRNA 


NM 015002 


Homo sapiens F-box only protein 21 (FBX021), transcript variant 2, mRNA 


NM 033625 


Homo sapiens ribosomal protein L34 (RPL34), transcript variant 2, mRNA 


NM 000995 


Homo sapiens ribosomal protein L34 (RPL34), transcript variant 1, mRNA 


NM 033540 


Homo sapiens mitofusin 1 (MFN1), transcript variant 1, mRNA 


NM 005612 


Homo sapiens RE 1 -silencing transcription factor (REST), mRNA 


NM 007085 


Homo sapiens follistatin-like 1 (FSTL1), mRNA 


NM 000993 


Homo sapiens ribosomal protein L3 1 (RPL3 1), mRNA 


NM 012180 


Homo sapiens F-box only protein 8 (FBX08), mRNA 


NM 033182 


Homo sapiens F-box protein FBX30 (FBX30), mRNA 


NM 033406 


Homo sapiens F-box only protein 3 (FBX03), transcript variant 2, mRNA 


NM 012175 


Homo sapiens F-box only protein 3 (FBX03), transcript variant 1, mRNA 


NM 017425 


Homo sapiens sperm autoantigenic protein 17 (SPA17), mRNA 


NM 005633 


Homo sapiens son of sevenless homolog 1 (Drosophila) (SOS1), mRNA 


NM_003333 


Homo sapiens ubiquitin A-52 residue ribosomal protein fusion product 1 
(UBA52), mRNA 


NM 019894 


Homo sapiens transmembrane protease, serine 4 (TMPRSS4), mRNA 


NMJ)33313 


Homo sapiens CDC14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC14A), transcript variant 3, mRNA 


NMJ)33312 


Homo sapiens CDC14 cell division cycl 14 homolog A (S. cerevisiae) 
(CDC14A), transcript variant 2, mRNA 


NM 003672 


Homo sapiens CDC 14 cell division cycle 14 homolog A (S. cerevisiae) 
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(CDC14A), transcript variant 1, mRNA 


NM_005786 


Homo sapiens serologically defined colon cancer antigen 33 (SDCCAG33), 
mRNA 


NM_003618 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 3 
(MAP4K3), mRNA 


NM_006577 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
1 (B3GNT1), transcript variant 1, mRNA 


NM_020981 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
1 (B3GALT1), mRNA 


NMJ)33252 


Homo sapiens UDP-GlcNAc:betaGal beta-l^-N-acetylglucosaminyltransferase 
1 (B3GNT1), transcript variant 2, mRNA 


NM 002954 


Homo sapiens ribosomal protein S27a (RPS27A), mRNA 


NM 000971 


Homo sapiens ribosomal protein L7 (RPL7), mRNA 


NM 033344 


Homo sapiens egl nine homolog 3 (C. elegans) (EGLN3), mRNA 


NM 024023 


Homo sapiens unkempt-like (Drosophila) (UNKL), mRNA 


NMJ)33221 


Homo sapiens tripartite motif-containing 14 (TRIM14), transcript variant 4, 
mRNA 


NM_033220 


Homo sapiens tripartite motif-containing 14 (TRIM14), transcript variant 3, 
mRNA 


NMJ)33219 


Homo sapiens tripartite motif-containing 14 (TRIM14), transcript variant 2, 
mRNA 


NM 014788 


Homo sapiens tripartite motif-containing 14 (TRIM14), transcript variant 1, 
mRNA 


NM 006074 


Homo sapiens tripartite motif-containing 22 (TRIM22), mRNA 


NM 012210 


Homo sapiens tripartite motif-containing 32 (TRJM32), mRNA 


NMJ)07276 


Homo sapiens chromobox homolog 3 (HP1 gamma homolog, Drosophila) 
(CBX3), mRNA 


NM 025227 


Homo sapiens hypothetical protein dJ726C3.2 (DJ726C3.2), mRNA 


NM 015271 


Homo sapiens tripartite motif-containing 2 (TRIM2), mRNA 


NM_017838 


Homo sapiens nucleolar protein family A, member 2 (H/ACA small nucleolar 
RNPs) (NOLA2), mRNA 


NMJB2993 


Homo sapiens nucleolar protein family A, member 1 (H/ACA small nucleolar 
RNPs) (NOLA1), transcript variant 2, mRNA 


NMJU8983 


Homo sapiens nucleolar protein family A, member 1 (H/ACA small nucleolar 
RNPs) (NOLA1), transcript variant 1, mRNA 


NMJ)04722 


Homo sapiens adaptor-related protein complex 4, mu 1 subunit (AP4M1), 
mRNA 


NM_033066 


Homo sapiens membrane protein, palmitoylated 4 (MAGUK p55 subfamily 
member 4) (MPP4), mRNA 


NM 033030 


Homo sapiens bol, boule-like (Drosophila) (BOLL), mRNA 


NM_004216 


Homo sapiens death effector domain-containing (DEDD), transcript variant 2, 
mRNA 


NMJ)32998 


Homo sapiens death effector domain-containing (DEDD), transcript variant 1, 
mRNA 


NM 033010 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 4, mRNA 


NM 033009 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcnpt vanant 2, mRNA 


NM 033008 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 3, mRNA 


NM 020418 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 1, mRNA 


NM 032944 


Homo sapiens serine/threonine kinase 3 1 (STK3 1), transcript variant 2, mRNA 


NM 031414 


Homo sapiens serme/threonine kinase 31 (STK31), transcript variant 1, mRNA 


NM 014302 


Homo sapiens Sec61 gamma (SEC61G), mRNA 


NM 013336 


Homo sapiens protein transport protein SEC61 alpha subunit isoform 1 
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(SEC61Al),mRNA _ 


NM 031431 


Homo sapiens tethering factor SEC34 (SEC34), mRNA 


NM 015490 


Homo sapiens secretory pathway component Sec3 1B-1 (SEC3 1B-1), mRNA ! 


NM_004892 


Homo sapiens SEC22 vesicle trafficking protein-like 1 (S. cerevisiae) 
(SEC22L1), mRNA 


NM 032970 


Homo sapiens vesicle trafficking protein (SEC22C), transcript variant 1, mRNA 


NM 000969 


Homo sapiens ribosomal protein L5 (RPL5), mRNA 


NM_005034 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide K (7.0kD) 
(POLR2K), mRNA 


NM 014459 


Homo sapiens protocadherin 17 (PCDH17), mRNA 


NM 032961 


Homo sapiens protocadherin 10 (PCDH10), transcript variant 1, mRNA 


NM 020815 


Homo sapiens protocadherin 10 (PCDH10), transcript variant 2, mRNA I 


NMJB1988 


Homo sapiens mitogen-activated protein kinase kinase 6 (MAP2K6), transcript 
variant 2, mRNA 


NM_002758 


Homo sapiens mitogen-activated protein kinase kinase 6 (MAP2K6), transcript 
variant 1, mRNA 


NM_032419 


Homo sapiens dom-3 homolog Z (C. elegans) (DOM3Z), transcript variant 1, 
mRNA 


NM_032966 


Homo sapiens Burkitt lymphoma receptor 1 , GTP binding protein (BLR1 ), 
transcript variant 2, mRNA 


NM_001716 


Homo sapiens Burkitt lymphoma receptor 1, GTP binding protein (BLR1), 
transcript variant 1, mRNA 


NM_004951 


Homo sapiens Epstein-Barr virus induced gene 2 (lymphocyte-specific G 
protein-coupled receptor) (EBI2), mRNA 


NM 004874 


Homo sapiens BCL2-associated athanogene 4 (BAG4), mRNA 


NM 001016 


Homo sapiens ribosomal protein S12 (RPS12), mRNA 


NM 031994 


Homo sapiens ring finger protein 17 (RNF17), transcript variant short, mRNA 


NM 031271 


Homo sapiens testis expressed sequence 15 (TEX15), mRNA 


NMJH8995 


Homo sapiens MovlOll, Moloney leukemia virus 10-like 1, homolog (mouse) 
(MOV10L1), mRNA 


NM_032510 


Homo sapiens par-6 partitioning defective 6 homolog gamma (C. elegans) 
(PARD6G), mRNA 


NM_006704 


Homo sapiens suppressor of G2 allele of SKP1, S. cerevisiae, homolog of 
(SGT1), mRNA 


NM_031968 


Homo sapiens nuclear prelamin A recognition factor (NARF), transcript variant 
2, mRNA 


NM_0 12336 


Homo sapiens nuclear prelamin A recognition factor (NARF), transcript variant 
l.mRNA 


NM 003980 


Homo sapiens microtubule-associated protein 7 (MAP7), mRNA 


NM 032380 


Homo sapiens elongation factor G2 (EFG2), mRNA 


NM 032214 


Homo sapiens Src-like-adaptor 2 (SLA2), mRNA 


NM 020064 


Homo sapiens BarH-like 1 (Drosophila) (BARHL1), mRNA 


NMJ)05916 


Homo sapiens MCM7 minichromosome maintenance deficient 7 (S. cerevisiae) 
(MCM7), mRNA 


NM 004098 


Homo sapiens empty spiracles homolog 2 (Drosophila) (EMX2), rnRNA 


NM 005826 


Homo sapiens heterogeneous nuclear nbonucleoprotein R (HNRPR), mRNA 


NM_006418 


Homo sapiens differentially expressed in hematopoietic lineages (GW1 12), 
mRNA 


NM 005016 


Homo sapiens polvfrC) binding protein 2 (PCBP2), transcript variant 1, mRNA 


NM 031989 


Homo sapiens polvfrC) binding protein 2 (PCBP2), transcript variant 2, mRNA 


NM 006196 


Homo sapiens poly(rC) binding protein 1 (PCBP1), mRNA 


NM 031844 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 
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factor A) (HNRPU), transcript variant 1, inRNA 


NMJ)04501 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 
factor A) (HNRPU), transcript variant 2, mRNA 


NMJ)04500 


Homo sapiens heterogeneous nuclear ribonucleoprotein C (C1/C2) (HNRPC), 
transcript variant 2, mRNA 


NM_031314 


Homo sapiens heterogeneous nuclear ribonucleoprotein C (C1/C2) (HNRPC), 
transcript variant 1, mRNA 


NM_031370 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
RNA binding protein 1, 37kD) (HNRPD), transcript variant 1, mRNA 


NM_031369 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
RNA binding protein 1, 37kD) (HNRPD), transcript variant 2, mRNA 


NMJ)02138 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
RNA binding protein 1, 37kD) (HNRPD), transcript variant 3, mRNA 


NM_003903 


Homo sapiens CDC16 cell division cycle 16 homolog (S. cerevisiae) (CDC16), 
mRNA 


NM 031483 


Homo sapiens itchy homolog E3 ubiquitin protein ligase (mouse) (ITCH), 
mRNA 


NM_031907 


Homo sapiens ubiquitin specific protease 26 (USP26), mRNA 


NM 031866 


Homo sapiens frizzled homolog 8 (Drosophila) (FZD8), mRNA 


NG_000004 


Homo sapiens genomic cytochrome P450, subfamily IDA (niphedipine oxidase) 
(CYP3 A) on chromosome 7 


NM_001788 


Homo sapiens CDC10 cell division cycle 10 homolog (S. cerevisiae) (CDC10), 
mRNA 


NM 004276 


Homo sapiens calcium binding protein 1 (calbrain) (CABP1), transcript variant 
2, mRNA 


NMJ)31205 


Homo sapiens calcium binding protein 1 (calbrain) (CABP1), transcript variant 
1, mRNA 


NM_000784 


Homo sapiens cytochrome P450, subfamily XXVUA (steroid 27-hydroxylase, 
cerebrotendinous xanthomatosis), polypeptide 1 (CYP27A1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 031491 


Homo sapiens retinol binding protein 5, cellular (RBP5), mRNA 


NMJ)06929 


Homo sapiens superkiller viralicidic activity 2-like (S. cerevisiae) (SKIV2L), 
mRNA 


NM 001447 


Homo sapiens FAT tumor suppressor homolog 2 (Drosophila) (FAT2), mRNA 


NMJ)07242 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 19 (DBP5 
homolog, yeast) (DDX1 9), mRNA 


NM_006773 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 18 (Myc- 
regulated) (DDX1 8), mRNA 


NM__030655 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 11 (CHLl-like 
helicase homolog, S. cerevisiae) (DDX1 1), transcript variant 3, mRNA 


NM_030653 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 1 (CHLl-like 
helicase homolog, S. cerevisiae) (DDX1 1), transcript variant 1, mRNA 


NMJ)00770 


Homo sapiens cytochrome P450, subfamily EC (mephenytoin 4-hydroxylase), 
polypeptide 8 (CYP2C8), transcript variant Hpl-1, mRNA 


NMJ)30878 


Homo sapiens cytochrome P450, subfamily EC (mephenytoin 4-hydroxylase), 
polypeptide 8 (CYP2C8), transcript variant Hpl-2, mRNA 


NM_012239 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 3 (S. 
cerevisiae) (SIRT3), mRNA 


NMJ)30593 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (SIRT2), transcript variant 2, mRNA 


NM_012237 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (S3RT2), transcript variant 1 , mRNA 
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NM_012238 


Homo sapiens sirtuin silent mating type lniormaiion regulation z nomoiog 1 ^o. 
cerevisiaej ^ouvi i j, mivrs/Y _j 


XTfc Jt A _ 1 1 f\Ck 

NM_0313Uy 


rlomo sapiens scraicn nomoiog i, -cuio lingcx piuiciu vi^iu&up___aj ^•j^*v.* *j> 
mRNA 


NM 031278 


Homo sapiens tudor domain containing 1 (TDRD1), mRNA 


NM 031277 


Homo sapiens nng linger protein i / (KiNr i / J? transcript variant long, mtuN/\ 


NM_031276 


Homo sapiens testis expressed sequence 1 1 (TEX1 1), mRNA 


NM 031273 


Homo sapiens testis expressed sequence 13JB (Ii_AiiJtsj, mKJNA 


NM 031272 


Homo sapiens testis expressed sequence 14 (lJbJ-14), mKJNA 


NM_006636 


Homo sapiens methylene tetranydrotolate dehydrogenase [N AD+ aepenaent;, 
methenyltetrahyarotolate cyclonydroiase ^MirirJJZj, nuclear gene encoamg 
mitochondrial protein, mRNA 


NM_022818 


Homo sapiens rnicrotubule-associated proteins 1 A/IB light chain 3 
(MAP1A/1BLC3), iriRNA 


NM 018607 


Homo sapiens hypotnetical protem rKUic>j_> ^rKUioDjj, itikjna 


NM 004856 


Homo sapiens janesm-iUce d (mitotic lanesin-iiKe protem lj (isJNoi-jj, mtuNA 


NM 030979 ! 


Homo sapiens poly(A) binding protein, cytoplasmic 3 (PABPC3), mRNA 


NM 030770 


Homo sapiens transmembrane protease, serine _> (spmesmj (iJVLrK- itikjna 


NMJ)02545 


Homo sapiens opioid binding protein/cell adhesion molecule-like (OPCML), 

-~-X>XT A 


NM 014676 


Homo sapiens pumilio nomoiog l (lJrosopniiaj (r'Uiviij, rni\_Nif\ 


NM 030673 


Homo sapiens obui i-luce I (o. cerevisiaej (oJ_ui miUNA 


NM_003342 


Homo sapiens ubiquitin-conjugating enzyme E2G 1 (UBC7 homolog, C. 
elegans) (IJBE2G1), mRNA 


NM 022051 


Homo sapiens egl nine homolog 1 (C. elegans) (EGLN1), mRNA 


NM 015577 


tt * * * - * - - _ .1 J * j J 1 /T> A T 1 A \ . . ,"P XT A 

Homo sapiens retmoic acid induced 14 (KA114), mKJNA 


NM 012170 


tt _ t? 1 t j * oi / L' l_> VAOTN __T) XT A 

Homo sapiens F-box only protein 22 (bBXvll), rnKJN A 


NM 022304 


Homo sapiens histamine receptor H2 (HRH2), mRNA 


NM__022333 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein-like 1 

/T'T AT 1 \ t ■■ ■ i ... ,-■ ,-■ ..T . ■ 4- .iiii mm til ~> M.DXT A 

(1 1AL1), transcript variant 2, rriKJNA 


NMJ)03252 


Homo sapiens I1A1 cytotoxic granule-associatea kin a omamg protem-iiKe i 

/TT A T 1 \ Ion — flMHM^ iin— in«4 1 wiOXTA 

(11AL1), transcript variant 1, rnKJN A 


NM 017910 


Homo sapiens hypothetical protem rLJZUozo (rU-£Uo_oj, mKJNA 


NM_0l2384 


Homo sapiens glucocorticoid modulatory element binding protein 2 (GMEB2), 

T>\T A 

mRNA 


NM 006H8 


Homo sapiens HS1 binding protein (HAX1), mRNA 


NM 022740 


Homo sapiens homeodomain interacting protein kinase 2 (HIPK2), mRNA 


NM 002005 


Homo sapiens feline sarcoma oncogene (FES), mRNA 


NM 014757 


Homo sapiens mastermind-like 1 (Drosophila) (MAML1), mKJNA 


NM_025136 


Homo sapiens optic atrophy 3 (autosomal recessive, with chorea and spastic 
paraplegia) (OPA3), mRNA 


NM_024505 


TT _ XT A r\T»TT * J T*l'^ 1 J 1 . * V J__ J J_ _, J_ .____ J__ C /\T/^VC\ 

Homo sapiens NADPH oxidase, EF hand calcium-binding domain 5 (NOA5>, 
mRNA 


NMJ)22362 


Homo sapiens MMS19-like (MET 18 homolog, S. cerevisiae) (MMS19L), 
mRNA 




riomo sapiens myosm DUiQing protein i^, caruidL/ ^ivi x x>ir\^_> inxviN/A. 


NM_000276 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant 
a, mRNA 


NMJM1587 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant 
b, mRNA 


NM_001407 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 3 (flamingo 
homolog, Drosophila) (CELSR3), mRNA 
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NM_001408 


Homo sapiens cadhenn, EGF LAG seven-pass G-type receptor 2 (flamingo 
homolog, Drosophila) (CELSR2), mRNA 


NMJW5735 


Homo sapiens ARP1 actm-related protein 1 homolog B, centractm beta (yeast) 
(ACTR1B), mRNA 


NM 012254 


Homo sapiens very long-chain acyl-CoA synthetase homolog 2 (VLCS-H2), 
mRNA 


NM 012331 


Homo sapiens methionine sulfoxide reductase A (MSRA), mRNA 


NM 016596 


Homo sapiens histone deacetylase 7A (HDAC7A), transcript variant 2, mRNA 


NM 015401 


Homo sapiens histone deacetylase 7A (HDAC7A), transcript variant 1, mRNA 


NMJ)04082 


Homo sapiens dynactin 1 (pi 50, glued homolog, Drosophila) (DCTN1), 
transcript variant 1, mRNA 


NM_023019 


Homo sapiens dynactin 1 (pl50, glued homolog, Drosophila) (DCTN1), 
transcript variant 2, mRNA 


NM 002893 


Homo sapiens retinoblastoma binding protein 7 (RBBP7), mRNA 


NMJ)23001 


Homo sapiens retinoblastoma binding protein 1 (RBBP1), transcript variant 3, 
mRNA 


NM_023000 


Homo sapiens retinoblastoma binding protein 1 (RBBP1), transcript variant 2, 
mRNA 


NM_002892 


Homo sapiens retinoblastoma binding protein 1 (RBBP1), transcript variant 1, 
mRNA 


NM 024408 


Homo sapiens Notch homolog 2 (Drosophila) (NOTCH2), mRNA 


NMJH2311 


Homo sapiens KIN, antigenic detenninant of recA protein homolog (mouse) 
(KIN), mRNA 


NMJ)21938 


Homo sapiens bruno-like 5, RNA binding protein (Drosophila) (BRUNOL5), 
mRNA 


NMJ)20180 


Homo sapiens bruno-like 4, RNA binding protein (Drosophila) (BRUNOL4), 
mRNA 


NM 005868 


Homo sapiens BET1 homolog (S. cerevisiae) (BET1), mRNA 


NM_002467 


Homo sapiens v-myc myelocytomatosis viral oncogene homolog (avian) (MYC), 
mRNA 


NM_022817 


Homo sapiens period homolog 2 (Drosophila) (PER2), transcript variant 1, 
mRNA 


NM_003894 


Homo sapiens period homolog 2 (Drosophila) (PER2), transcript variant 2, 
mRNA 


NM_J)06660 


Homo sapiens ClpX caseinolytic protease X homolog (E. coli) (CLPX), mRNA 


NM 012394 


Homo sapiens prefoldin 2 (PFDN2), mRNA 


NM 004234 


Homo sapiens zinc finger protein 93 homolog (mouse) (ZFP93), mRNA 


NM 005870 


Homo sapiens sin3-associated polypeptide, 18kD (SAP18), mRNA 


NM 003350 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 2 (UBE2V2), mRNA 


NM 022476 


Homo sapiens fused toes homolog (mouse) (FTS), mRNA 


NM_022444 


Homo sapiens solute carrier family 13 (sodium/sulfate symporters), member 1 
(SLC13A1), mRNA 


NM 018127 


Homo sapiens elaC homolog 2 (E. coli) (ELAC2), mRNA 


NM 014317 


Homo sapiens trans-prenyltransferase (TPT), mRNA 


NM_022173 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein (TIA1), 
transcript variant 2, mRNA 


NM_022037 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein (TIA1), 
transcript variant 1, mRNA 


NM 004973 


Homo sapiens jumonji homolog (mouse) (JMJ), mRNA 


NM_021971 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
2, mRNA 


NM 013334 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
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l,mRNA 


NM 013335 


Homo sapiens GDP-mannose pyrophosphorylase A (GMPPA), mRNA 


NM 021267 


Homo sapiens LAG1 longevity assurance homolog 1 (S. cerevisiae) (LASS1), 
mRNA 


NM 005811 


Homo sapiens growth differentiation factor 1 1 (GDF1 1), mRNA 


NM_005971 


Homo sapiens FXYD domain-containing ion transport regulator 3 (FXYD3), 
transcript variant 1, mRNA 


NM_021910 


Homo sapiens FXYD domain-containing ion transport regulator 3 (FXYD3), 
transcript variant 2, mRNA 


NM 022096 


Homo sapiens ankyrin repeat domain 5 (ANKRD5), mRNA 


NM 022073 


Homo sapiens egl nine homolog 3 (C. elegans) (EGLN3), mRNA 


NM_022047 


Homo sapiens differentially expressed in FDCP 6 homolog (mouse) (DEF6), 
mRNA 


NM_021778 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 2, mRNA 


NM_021777 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 3, mRNA 


NM_000152 


Homo sapiens glucosidase, alpha; acid (Pompe disease, glycogen storage disease 
type II) (GAA), mRNA 


NM 002910 


Homo sapiens renin binding protein (RENBP), mRNA 


NM_012072 


Homo sapiens complement component 1, q subcomponent, receptor 1 (C1QR1), 
mRNA 


NM_000534 


Homo sapiens PMS1 postmeiotic segregation increased 1 (S. cerevisiae) (PMS1), 
mRNA 


NM 005451 


Homo sapiens enigma (LIM domain protein) (ENIGMA), mRNA 


NM_021975 


Homo sapiens v-rel reticuloendotheliosis viral oncogene homolog A, nuclear 
factor of kappa light polypeptide gene enhancer m B-cells 3, p65 (avian) 
(RELA), mRNA 


NM 021958 


Homo sapiens H2.0-like homeo box 1 (Drosophila) (HLX1), mRNA 


NM 004139 


Homo sapiens lipopolysaccharide binding protein (LBP), mRNA 


NM 005442 


Homo sapiens eomesodermin homolog (Xenopus laevis) (EOMES), mRNA 


NM 004187 


Homo sapiens Smcx homolog, X chromosome (mouse) (SMCX), mRNA 


NM 003170 


Homo sapiens suppressor of Ty 6 homolog (S. cerevisiae) (SUPT6H), mRNA 


NM 003062 


Homo sapiens slit homolog 3 (Drosophila) (SLIT3), mRNA 


NM 003068 


Homo sapiens slug homolog, zinc finger protein (chicken) (SLUG), mRNA 


NM_021824 


Homo sapiens NIF3 NGG1 interacting factor 3-like 1 (S. pombe) (NIF3L1), 
mRNA 


NM 021783 


Homo sapiens ectodysplasin A2 isoform receptor (XEDAR), mRNA 


NM_004196 


Homo sapiens cyclin-dependent kinase-like 1 (CDC2-related kinase) (CDKL1), 
mRNA 


NM_000535 


Homo sapiens PMS2 postmeiotic segregation increased 2 (S. cerevisiae) (PMS2), 
mRNA 


NM_002356 


Homo sapiens myristoylated alanine-rich protein kinase C substrate (MARCKS), 
mRNA 


NM 021728 


Homo sapiens orthodenticle homolog 2 (Drosophila) (OTX2), mRNA 


NMJ)14588 


Homo sapiens visual system homeobox I homolog, CHXIO-like (zebrafish) 
(VSXl).mRNA 


NMJ003503 


Homo sapiens CDC7 cell division cycle 7-like I (S. cerevisiae) (CDC7L1), 
mRNA 


NM_004059 


Homo sapiens cysteine conjugate-beta lyase; cytoplasmic (glutamine. 
transaminase K, kyneurenine aminotransferase) (CCBLl), mRNA 


NM 020651 


Homo sapiens pellino homolog l (Drosophila) (PELIl), mRNA 
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NM 018411 


Homo sapiens hairless homolog (mouse) (HR), mRNA 


NM 014569 


Homo sapiens zinc finger protein 95 homolog (mouse) (ZFP95), mRNA 


NMJH2458 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog B 
(yeast) (T1MM13B), mRNA 


NM 000672 


Homo sapiens alcohol dehydrogenase 6 (class V) (ADHo), mRNA 


NMJ)03603 


Homo sapiens Arg/Abl-interacting protein ArgBP2 (ARGBP2), transcnpt vanant 
l,mRNA 


NM_021069 


TT • A /All • j »• j a 1">T»r% / A /~1T»Tt/>\ j > • ■ 

Homo sapiens Arg/Abl-interacting protem ArgBP2 (ARGBP2), transcnpt vanant 
2, mRNA 


NM 004950 


Homo sapiens dermatan sulfate proteoglycan 3 (DSPG3), mRNA 


NM 004701 


Homo sapiens cyclin B2 (CCNB2), mRNA 


NM 021100 


Homo sapiens NFS1 nitrogen fixation 1 (S. cerevisiae) (NFS1), mRNA 


NM 021255 


Homo sapiens pellino homolog 2 (Drosophila) (PELI2), mRNA 


NM 021115 


Homo sapiens seizure related 6 homolog (mouse)-like (SEZ6L), mRNA 


NM 004756 


Homo sapiens numb homolog (Drosophila)-like (NUMBL), mRNA 


NM_004690 


Homo sapiens LATS, large tumor suppressor, homolog 1 (Drosophila) (LATS1), 
mRNA 


NM_000461 


Homo sapiens thyroid hormone receptor, beta (erythroblastic leukemia viral (v- 
erb-a) oncogene homolog 2, avian) (THRB), mRNA 


NM_021078 


Homo sapiens GCN5 general control of ammo-acid synthesis 5-like 2 (yeast) 
(GCN5L2), mRNA 


NM 002877 


Homo sapiens RAD51-like 1 (S. cerevisiae) (RAD51L1), mRNA 


NM 001552 


Homo sapiens insulin-like growth factor binding protein 4 (IGFBP4), mRNA 


NM 002487 


Homo sapiens necdin homolog (mouse) (NDN), mRNA 


NM 012425 


Homo sapiens Ras suppressor protein 1 (RSU1), mRNA 


NM 005618 


Homo sapiens delta-like 1 (Drosophila) (DLL1), mRNA 


NM 021038 


Homo sapiens muscleblind-like (Drosophila) (MBNL), mRNA 


NM_014268 


Homo sapiens microtubule-associated protein, RP/EB family, member 2 
(MAPRE2), mRNA 


NM_020662 


Homo sapiens MRS2-like, magnesium homeostasis factor (S. cerevisiae) 
(MRS2L), mRNA 


NM_020649 


Homo sapiens chromobox homolog 8 (Pc class homolog, Drosophila) (CBX8), 
mRNA 


NM 018436 


Homo sapiens allantoicase (ALLC), mRNA 


NM 020528 


Homo sapiens polyfrC) binding protein 3 (PCBP3), mRNA 


NM_0 14276 


Homo sapiens recombining binding protein suppressor of hairless (Drosophila)- 

1 *1 /T\ T*% T1 riT TT TT" X T>*.T A 

like (RBPSUHL), mRNA 


NM 019557 


Homo sapiens hypothetical protein RP1-317E23 (LOC56181), mRNA 


NM_020347 


Homo sapiens leucine zipper transcription factor-like 1 (LZTFL1), mRNA 


NMJ)05744 


Homo sapiens ariadne homolog, ubiquitin-conjugating enzyme E2 binding 
protein, 1 (Drosophila) (ARIH1), mRNA 


NM 007044 


Homo sapiens katanin p60 (ATPase-containing) subunit A 1 (KATNA1), mRNA 


NM 002688 


Homo sapiens peanut-like 1 (Drosophila) (PNUTL1), mRNA 


NM 013384 


Homo sapiens LAG1 longevity assurance homolog 2 (S. cerevisiae) (LASS2), 
mRNA 


ISM UzUzjU 


Homo sapiens peter pan homolog (Drosophila) (PPAN), mRNA 


MM_020182 


Homo sapiens transmembrane, prostate androgen induced RNA (TMEPA1), 
mRNA 


NM 020248 


Homo sapiens catenin, beta interacting protein 1 (CTNNBIP1), mRNA 


NM_000399 


Homo sapiens early growth response 2 (Krox-20 homolog, Drosophila) (EGR2), 
mRNA 


NM_002965 


Homo sapiens S100 calcium binding protein A9 (calgranulin B) (S100A9), 
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-rWDXT A 


NM.002964 


Homo sapiens S100 calcium binding protein A8 (calgranulin A) (S100A8), 

mKJNA 


NM. \)\)J.yOi 


Homo sapiens MOO calcium binding protein A7 (psonasin l) (S100A7), mRNA 


XNJVl U140Z4 


Homo sapiens MUO calcium binding protem A6 (calcyclin) (S100A6), mRNA 


NM_019554 


Homo sapiens SI 00 calcium binding protein A4 (calcium protein, calvasculin, 
metastasin, murine placental homolog) (S100A4), transcript variant 2, mRNA 


NM_002961 


Homo sapiens S100 calcium binding protein A4 (calcium protein, calvasculin, 
metastasin, murine placental homology (SI 00 A4), transcript variant 1, mRNA 


NM 005978 


Homo sapiens S100 calcium binding protein A2 (S100A2), mRNA 


NM 002537 


Homo sapiens ornithine decarboxylase antizyme 2 (OAZ2), mRNA 


NM_019854 


Homo sapiens HMT1 hnRNP methyltransferase-like 3 (S. cerevisiae) 
(HRMT1L3), mRNA 


NM_019619 


Homo sapiens par-3 partitioning defective 3 homolog (C. elegans) (PARD3), 
mRNA 


NM_J) 17454 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant Tl, mRNA 


NMJO 17453 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant T3,mRNA 


NM_J) 17452 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant T2, mRNA 


NM 003785 


Homo sapiens G antigen, family B, 1 (prostate associated) (GAGEB1), mRNA 


NM_0 15044 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protem 2 (GGA2), mRNA 


NM_013365 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein I (GGAl), mRNA 


NM_004781 


Homo sapiens vesicle-associated membrane protein 3 (cellubrevin) (VAMP3), 
mRNA 


JNM_UloooD 


Homo sapiens anillin, actin binding protein (scraps homolog, Drosophila) 

f A XTT XTV T>XT A 

(ANLN), mRNA 


XTTV/f AT7AT7 

JNM 017927 


Homo sapiens mitofiisin l (MFNl), transcript variant 2, mRNA 


NM 018387 


Homo sapiens spermatid perinuclear RNA binding protein (STRBP), mRNA 


XTTivT A1 01*70 

NM 018378 


Homo sapiens F-box and leucine-rich repeat protein 8 (FBXL8), mRNA 


XTN X A 1 O 1 C O 

NM_018158 


Homo sapiens solute earner family 4 (anion exchanger), member 1, adaptor 
protein (SLC4A1AP), mRNA 


JNJY1 UIoUjz 


TT- ' T TT/"f7 1*1 /CI — « • X ST T T/l^T X 7\\ r A 

Homo sapiens LUC7-like (S. cerevisiae) (LUC7L), mRNA 


JNM UiO/D 


Homo sapiens chromosome 17 open reading frame 31 (C17orf31), mRNA 


XTA/f AI B£A/C 

JNM uiooyo 


Homo sapiens elaC homolog 1 (E. coli) (ELAC1), mRNA 


1NJYI \J\Jj 1 o 1 


Homo sapiens activated p21cdc42Hs kinase (ACK1), mRNA 


INiVJL UlOoji 


Homo sapiens period homolog 3 (Drosophila) (PER3), mRNA 


1N1VX_UUj jo / 


Homo sapiens Wiskott-Aldrich syndrome protein interacting protein (WASPIP), 
mRNA 


"MTVif AA^QO'2 

jNivi yjyjjyyj 


Homo sapiens tubulin-specific chaperone d (TBCD), mRNA 


NM 003014 


Homo sapiens secreted frizzled-related protein 4 (SFRP4), mRNA 




Homo sapiens retinol binding protein 4, plasma (RBP4), mRNA 


NM 002899 


X1.U1I1U i>dpieiib rcunoi oinuing protem i, ceuuiar ^ivdx^ l^, niKJN A 


NM 005524 


Homo sapiens hairy homolog (Drosophila) (HRY), mRNA 


NM_005206 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK), 
transcript variant I, mRNA 


NM_016823 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK), 
transcript variant H, mRNA 


NM 016948 


Homo sapiens par-6 partitioning defective 6 homolog alpha (C.elegans) 
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(PARD6A), mRNA 


NM 017420 


Homo sapiens sine oculis homeobox homolog 4 (Drosophila) (SK4), mRNA 


NM 016932 


Homo sapiens sine oculis homeobox homolog 2 (Drosophila) (SK2), mRNA 


NM 017415 


TT " 111 1*1 *> /TV. "L *1 _ \ /YrT TTT ON fi\T A 

Homo sapiens kelch-like 3 (Drosophila) (KLHL3), mRNA 


MM 017412 


Homo sapiens frizzled homolog 3 (Drosophila) (FZD3), mRNA 


NM 003400 


Homo sapiens exportin 1 (CRM1 homolog, yeast) (XPOl), mRNA 


NM_002889 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 2 
(RARRES2), mRNA 


NMJ)06064 


Homo sapiens GTP-binding protein ragB (RAGB), transcript variant RAGBs, 
mRNA 


NMJH6656 


Homo sapiens GTP-binding protein ragB (RAGB), transcript variant RAGB1, 
mRNA 


NM 003857 


Homo sapiens galanin receptor 2 (GALR2), mRNA 


NM_0l6655 


Homo sapiens GA binding protein transcription factor, beta subunit 2 (47kD) 
(GABPB2), transcript variant gamma, mRNA 


NM_00204l 


Homo sapiens GA binding protein transcription factor, beta subunit 2 (47kD) 
(GABPB2), transcript variant gamma, mRNA 


NM_0l6654 


Homo sapiens GA binding protein transcription factor, beta subunit 1 (53kD) 
(GABPB 1), transcnpt variant beta, mRNA 


NM__005254 


Homo sapiens GA binding protein transcription factor, beta subunit 1 (53kD) 
(GABPB 1), transcnpt variant beta, mRNA 


NM 015843 


Homo sapiens LIM domain only 7 (LM07), transcript variant 3, mRNA 


NM 015842 


Homo sapiens LIM domain only 7 (LM07), transcript variant 2, mRNA 


NM 002228 


Homo sapiens v-jun sarcoma virus 17 oncogene homolog (avian) (JUN), mRNA 


NM 016178 


Homo sapiens ornithine decarboxylase antizyme 3 (OAZ3), mRNA 


NMJH6538 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 7 (S. 
cerevisiae) (SIRT7), mRNA 


NM_0 16539 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 6 (S. 
cerevisiae) (SERT6), mRNA 


NM 016316 


Homo sapiens REVl-like (yeast) (REV1L), mRNA 


NM_016138 


Homo sapiens COQ7 coenzyme Q, 7 homolog ubiquinone (yeast) (COQ7), 
mRNA 


NM_016583 


Homo sapiens palate, lung and nasal epithelium carcinoma associated (PLUNC), 
mRNA 


NM 015886 


Homo sapiens protease inhibitor 15 (PI15), mRNA 


NM_016067 


Homo sapiens mitochondrial ribosomal protein S18C (MRPS18C), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 015946 


Homo sapiens pelota homolog (Drosophila) (PELO), mRNA 


NM 016397 


Homo sapiens THl-like (Drosophila) (TH1L), mRNA 


NM_016587 


Homo sapiens chromobox homolog 3 (HP1 gamma homolog, Drosophila) 
(CBX3),mRNA 


NM 016347 


Homo sapiens putative N-acetyltransferase Camello 2 (CML2), mRNA 


NM 015727 


Homo sapiens tachykinin receptor 1 (TACR1), transcript variant short, mRNA 


NM 001058 


Homo sapiens tachykinin receptor 1 (TACR1), transcript variant long, mRNA 


NM_004052 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 3 (BNIP3), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_014820 


Homo sapiens translocase of outer mitochondrial membrane 70 homolog A 
(yeast) (TOMM70A), mRNA 


NM 014918 


Homo sapiens carbohydrate (chondroitm) synthase 1 (CHSY1), mRNA 


NM_014707 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 3, 
mRNA 


NM 014683 


Homo sapiens unc-51-like kinase 2 (C. elegans) (ULK2), mRNA 
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NM 014874 


Homo sapiens mitofusin 2 (MFN2), mRNA 


NM 014071 


Homo sapiens nuclear receptor coactivator 6 (NCOA6), mRNA 


NM 015700 


Homo sapiens HERA interacting protein 5 (HIRIP5), mRNA 


NM 015685 


Homo sapiens syndecan binding protein (syntenin) 2 (SDCBP2), mRNA 


NM 014263 


Homo sapiens YMEl-hke 1 (S. cerevisiae) (YME1L1), mRNA 


NM 014297 


Homo sapiens protein expressed in thyroid (YF13H12), mRNA 


NMJ) 14393 


Homo sapiens staufen, RNA binding protein, homolog 2 (Drosophila) (STAU2), 
mRNA 


NM 014403 


Homo sapiens sialyltransferase 7D ((alpha-N-acetylneuraminyl-2,3-beta- 
galactosyl-l,3)-N-acetyl galactosaminide alpha-2,6-sialyltransferase) (SIAT7D), 
mRNA 


NMJ) 1446 5 


Homo sapiens sulfotransferase family, cytosolic, IB, member 1 (SULT1B1), 
mRNA 


NM 014485 


Homo sapiens prostaglandin D2 synthase, hematopoietic (PGDS), mRNA 


NM_0l4303 


Homo sapiens pescadulo homolog l, containing BRCT domain (zebrafish) 
(PESl), mRNA 


NM 014253 


Homo sapiens odz, odd Oz/ten-m homolog l(Drosophila) (ODZ1), mRNA 


\Ti AT A 1 A A r\ f\ 

NM 014429 


Homo sapiens microrchidia homolog (mouse) (MORC), mRNA 


NM 006439 


Homo sapiens mab-21-like 2 (C. elegans) (MAB21L2), mRNA 


NM 015322 


Homo sapiens fem-l homolog b (C. elegans) (FEMIB), mRNA 


NM 014591 


Homo sapiens Kv channel interacting protein 2 (KCNIP2), mRNA 


"X TH AT f\f\ A A A r\ 

NM_004449 


Homo sapiens v-ets erythroblastosis virus E26 oncogene like (avian) (ERG), 
mRNA 


NM 014420 


Homo sapiens dickkopf homolog 4 (Xenopus laevis) (DKK4), mRNA 


"X.TH AT f\"\ A A O 1 

NM 014421 


Homo sapiens dickkopf homolog 2 (Xenopus laevis) (DKK2), mRNA 


NM 014325 


Homo sapiens coronin, actin binding protein, 1C (COROIC), mRNA 


NMJ) 14246 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 1 (flamingo 
homolog, Drosophila) (CELSR1), mRNA 


NM 014391 


Homo sapiens caTdiac ankyrin repeat protein (CARP), mRNA 


NMJ) 14336 


Homo sapiens aryl hydrocarbon receptor interacting protein-like 1 (AIPL1), 
mRNA 


NMJH4265 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 1, mRNA 


NMJ) 14237 


Homo sapiens a disintegrin and metalloproteinase domain 18 (ADAM 18), 
mRNA 


NM 005032 


Homo sapiens plastin 3 (T isoform) (PLS3), mRNA 


NMJH3980 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 1 (BNIP1), 
transcript variant BNIPl-c, mRNA 


NM_013979 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 1 (BNIP1), 
transcript variant BNIP1 -b, mRNA 


NMJH3978 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 1 (BNEP1), 
transcript variant BNIPl-a, mRNA 


NM 004178 


Homo sapiens TAR (HIV) RNA binding protein 2 (TARBP2), mRNA 


NMJ)05915 


Homo sapiens MCM6 minichromosome maintenance deficient 6 (MISS \ 
homolog, S. pombe) (S. cerevisiae) (MCM6), mRNA 




nomo sapiens p^i/^ac*fz/Kaci-acnvateci Kinase 1 ^Diiizu nomoiog, yeast) 
(PAK1), mRNA 


NM 012091 


Homo sapiens adenosine deaminase, tRNA-specific 1 (ADAT1), mRNA 


NM 005358 


Homo sapiens LIM domain only 7 (LM07), mRNA 


NM 013451 


Homo sapiens fer-l-like 3, myoferlin (C. elegans) (FER1L3), mRNA 


NM 006113 


Homo sapiens vav 3 oncogene (VAV3), mRNA 


NM_003869 


Homo sapiens carboxylesterase 2 (intestine, liver) (CES2), mRNA 
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NM 005721 


Homo sapiens ARP3 actin-related protein 3 homologjyeast) (ACTR3), mRNA 


NM_003325 


Homo sapiens fflRbistone cell cycle regulation defective homolog A (S. 
cerevisiae) (HIRA), mRNA 


NM 012242 


Homo sapiens dickkopf homolog 1 (Xenopus laevis) (DKK1), mRNA 


NM 012429 


Homo sapiens SEC14-like 2 (S. cerevisiae) (SEC14L2), mRNA 


NM 012190 


Homo sapiens formyltetrahydrofolate dehydrogenase (FTHFD), mRNA 


NM_005069 


Homo sapiens single-minded homolog 2 (Drosophila) (SM2), transcript variant 
SIM2, mRNA 


NM_009586 


Homo sapiens single-minded homolog 2 (Drosophila) (SM2), transcript variant 
SIM2s, mRNA 


NM_002610 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 1 (PDK1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_013374 


Homo sapiens programmed cell death 6 interacting protein (PDCD6IP), mRNA 


NM 013367 


Homo sapiens anaphase-promoting complex subunit 4 (APC4), mRNA 


NM 002968 


Homo sapiens sal-like 1 (Drosophila) (SALL1), mRNA 


NM 002449 


Homo sapiens msh homeo box homolog 2 (Drosophila) (MSX2), mRNA 


NM_006739 


Homo sapiens MCM5 minichromosome maintenance deficient 5, cell division 
cycle 46 (S. cerevisiae) (MCM5), mRNA 


NMJU2460 


Homo sapiens translocase of inner mitochondrial membrane 9 homolog (yeast) 
(TIMM9), mRNA 


NM_0 12457 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog A 
(yeast) (TIMM1 3 A), mRNA 


NMJU2456 


Homo sapiens translocase of inner mitochondrial membrane 10 homolog (yeast) 
(TIMM10), mRNA 


NM_012450 


Homo sapiens solute carrier family 13 (sodium/sulfate symporters), member 4 
(SLC13A4), mRNA 


NM_012444 


Homo sapiens SPOl 1 meiotic protein covalently bound to DSB-like (S. 
cerevisiae) (SPOl 1), mRNA I 


NM_012240 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 4 (S. 
cerevisiae) (SIRT4), mRNA 


NM 012387 


Homo sapiens peptidyl arginine deiminase, type V (PAD), mRNA 


NM_012381 


Homo sapiens origin recognition complex, subunit 3 -like (yeast) (ORC3L), 
mRNA 


NM_012225 


Homo sapiens nucleotide binding protein 2 (MinD homolog, E. coli) (NUBP2), 
mRNA 


NM 012222 


Homo sapiens mutY homolog (E. coli) (MUTYH), mRNA 


NM_012279 


Homo sapiens double-stranded RNA-binding zinc finger protein JAZ (JAZ), 
mRNA 


NM 012206 


Homo sapiens hepatitis A virus cellular receptor 1 (HAVCR-1), mRNA 


NM 012205 


Homo sapiens 3 -hydroxy anthranilate 3,4-dioxygenase (HAAO), mRNA 


NM 012198 


Homo sapiens grancalcin, EF-hand calcium binding protein (GCA), mRNA 


NM 012193 


Homo sapiens frizzled homolog 4 (Drosophila) (FZD4), mRNA 


NM 012192 


Homo sapiens fracture callus 1 homolog (rat) (FXC1), mRNA 


NM 012076 


Homo sapiens crumbs homolog 1 (Drosophila) (CRB1), mRNA 


NM_012124 


Homo sapiens cysteine and histidine-rich domain (CHORD)-containing, zinc 
binding protein 1 (CHORDC1), mRNA 


NM_012118 


Homo sapiens CCR4 carbon catabolite repression 4-like (S. cerevisiae) ! 
(CCRN4L), mRNA 


NMJU2117 


Homo sapiens chromobox homolog 5 (HP1 alpha homolog, Drosophila) (CBX5), 
mRNA 


NM 012108 


Homo sapiens BCR downstream signaling 1 (BRDG1Y mRNA 


NM 012100 


Homo sapiens aspartyl aminopeptidase (DNPEP), mRNA 
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NM 012094 


Homo sapiens peroxiredoxin 5 (PRDX5), mRNA 


NM 004506 


Homo sapiens heat shock transcription factor 2 (HSF2), mRNA 


NM_004423 


Homo sapiens dishevelled, dsh homolog 3 (Drosophila) (DVL3), mRNA 


NM 007374 


Homo sapiens sine ocuhs homeobox homolog 6 (Drosophila (SK6), mRNA 


NM 007373 


Homo sapiens soc-2 suppressor of clear homolog (C. elegans) (SHOC2), mRNA 


NM_002388 


Homo sapiens MCM3 minichromosome maintenance deficient 3 (S. cerevisiae) 
(MCM3), mRNA 


NM 004873 


Homo sapiens BCL2-associated athanogene 5 (BAGS), mRNA 


NM_007316 


Homo sapiens agouti related protein homolog (mouse) (AGRP), transcript 
variant 2, mRNA 


NM_003819 


Homo sapiens poly(A) binding protein, cytoplasmic 4 (inducible form) 
(PABPC4),mRNA 


NM 005737 


Homo sapiens ADP-ribosylation factor-like 7 (ARL7), mRNA 


NM_002358 


Homo sapiens MAD2 mitotic arrest deficient-like 1 (yeast) (MAD2L1), mRNA 


NM 007264 


Homo sapiens adrenomedullin receptor (ADMR), mRNA 


NM 006870 


Homo sapiens destrin (actin depolymerizing factor) (DSTN), mRNA 


NM_005476 


Homo sapiens UDP-N-acetylglucosamine-2-epimerase/N-acety^^ 
kinase (GNE), mRNA 


NM_007309 


Homo sapiens diaphanous homolog 2 (Drosophila) (DIAPH2), transcript variant 
12C, mRNA 


NM 001878 


Homo sapiens cellular retinoic acid binding protein 2 (CRABP2), mRNA 


NM_000489 


Homo sapiens alpha thalassemia/mental retardation syndrome X-linked (RAD54 
homolog, S. cerevisiae) (ATRX), mRNA 


NM 002528 


Homo sapiens nth endonuclease IE-like 1 (E. coli) (NTHL1), mRNA 


NM_004085 


Homo sapiens translocase of inner mitochondrial membrane 8 homolog A (yeast) 
(TTMM8A), nuclear gene encoding mitochondrial protein, mRNA 


NM 002310 


Homo sapiens leukemia inhibitory factor receptor (LIFR), mRNA 


NM 004733 


Homo sapiens acetyl-Coenzyme A transporter (ACATN), mRNA 


NM 002657 


Homo sapiens pleomorphic adenoma gene-like 2 (PLAGL2), mRNA 


NM_006724 


Homo sapiens mitogen-activated protein kinase kinase kinase 4 (MAP3K4), 
transcript variant 2, mRNA 


NM_006882 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2e, mRNA 


NM_006881 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2d, mRNA 


NM_006880 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2c, mRNA 


NM_006879 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2b, mRNA 


NM_006878 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2a, mRNA 


NM_003801 


Homo sapiens GPAA1P anchor attachment protein 1 homolog (yeast) (GPAA1), 
mRNA 


NM 003193 


Homo sapiens tubulin-specific chaperone e (TBCE), mRNA 


NM_002370 


Homo sapiens mago-nashi homolog, proliferation-associated (Drosophila) 
(MAGOH), mRNA 


NM 006341 


Homo sapiens MAD2 mitotic arrest deficient-like 2 (yeast) (MAD2L2), mRNA 


NM_006149 


Homo sapiens lectin, galactoside-binding, soluble, 4 (galectin 4) (LGALS4), 
mRNA 


NM 003585 


Homo sapiens double C2-like domains, beta (DOC2B), mRNA 


NM_007129 


Homo sapiens Zic family member 2 (odd-paired homolog, Drosophila) (ZIC2), 
mRNA 
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NM_007279 


Homo sapiens U2 small nuclear nbonucleoprotein auxiliary tactor (65kD) 
(U2AF65), mRNA 


NM 007194 


Homo sapiens CHK2 checkpoint homolog (a. pombej (viitiKz;, mKJNA 


NM 007271 


Homo sapiens serine/threonine kinase 38 (STK38), mRNA 


NM 007232 


Homo sapiens histamine receptor H3 (HRH3), mRNA 


NM 007278 


Homo sapiens GABA(A) receptor-associated protein (GABARAP), mRNA 


NM 007197 


Homo sapiens frizzled homolog 10 (Drosophila) (FZDIO), mRNA 


NM 007246 


Homo sapiens kelch-like 2, Mayven (Drosophila) (KLHL2), mRNA 


NM 001466 


Homo sapiens frizzled homolog 2 (Drosophila) (FZD2), mRNA 


NM_006482 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 2 
(DYRK2), transcript variant 2, mRNA 


NM_0O3583 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 2 
(DYRK2), transcript variant l, mRNA 


NM_006484 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase IB 
(DYRKIB), transcript variant c, mRNA 


NM_006483 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase IB 
(DYRKIB), transcript variant b, mRNA 


NM_001882 


Homo sapiens corticotropin releasing hormone binding protein (CRHBP), 
mRNA 


NM_005889 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide l 
(APOBECl), transcript variant 2, mRNA 


NM_001644 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide l 
(APOBECl), transcript variant l, mRNA 


NM_006936 


Homo sapiens SMT3 suppressor of mif two 3 homolog l (yeast) (SMT3H1), 
mRNA 


NM 006912 


Homo sapiens Ric-like, expressed in many tissues (Drosophila) (RTT), mRNA 


NM 006910 


Homo sapiens retinoblastoma binding protein 6 (RBBP6), mRNA 


NM_007068 


Homo sapiens DMCl dosage suppressor of mckl homolog, meiosis-specific 
homologous recombination (yeast) (DMCl), mRNA 


NM 007021 


Homo sapiens decidual protein induced by progesterone (DEPP), mRNA 


NM_007007 


Homo sapiens cleavage and polyadenylation specific factor 6, 68kD subunit 
(CPSF6), mRNA 


NM_006822 


Homo sapiens GTP-binding protein homologous to Saccharomyces cerevisiae 
SEC4 (SEC4L), mRNA 


NM 006843 


Homo sapiens serine dehydratase (SDS), mRNA 


NM 006746 


Homo sapiens sex comb on midleg-like l (Drosophila) (SCMLl), mRNA 


NM 006824 


Homo sapiens EBNAl binding protein 2 (EBNA1BP2), mRNA 


NM_005922 


Homo sapiens mitogen-activated protein kinase kinase kinase 4 (MAP3K4), 
transcript variant l, mRNA 


NM_006807 


Homo sapiens chromobox homolog l (HPl beta homolog Drosophila ) (CBXl), 
mRNA 


NM_006734 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 2 
(H3VEP2), mRNA 


NM_006732 


Homo sapiens FBJ murine osteosarcoma viral oncogene homolog B (FOSB), 
mRNA 


JNM_UUO liy 


Homo sapiens diaphanous homolog 2 (Drosophila) (DIAPH2), transcript variant 
l56,mRNA 


NM 006829 


Homo sapiens adipose specific 2 (APM2), mRNA 


NM 006872 


Homo sapiens TFIIA-alpha/beta-like factor (ALF), mRNA 


NM_006796 


Homo sapiens AFG3 ATPase family gene 3-like 2 (yeast) (AFG3L2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 006544 


Homo sapiens SEClO-like l (S. cerevisiae) (SECIOLI), mRNA 
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NM 006666 


Homo sapiens RuvB-like 2 (E. coli) (RUVBL2), mRNA 


NM_006509 


Homo sapiens v-rel reticuloendotheliosis viral oncogene homolog B, nuclear 
factor of kappa light polypeptide gene enhancer in B-cells 3 (avian) (RELB), 
mRNA 


NM 006606 


Homo sapiens retinohlastoma bindingjwotein 9 (RBBP9), mRNA 


NM 006620 


Homo sapiens HBSl-like (S. cerevisiae) (HBS1L), mRNA 


NM 006561 


Homo sapiens CUG triplet repeat, RNA binding protein 2 (CUGBP2), mRNA 


NM 006579 


Homo sapiens emopamil binding protein (sterol isomerase) (EBP), mRNA 


NM 006560 


Homo sapiens CUG triplet repeat, RNA binding protein 1 (CUGBP1), mRNA 


NM_001211 


Homo sapiens BUB1 budding uninhibited by benzimidazoles 1 homolog beta 
(yeast) (BUB IB), mRNA 


NMJ)06374 


Homo sapiens serine/threonine kinase 25 (STE20 homolog, yeast) (STK25), 
mRNA 


NM 006377 


Homo sapiens unc-13-like (C elegans) (UNC13), mRNA 


NM_006357 


Homo sapiens ubiquitin-conjugating enzyme E2E 3 (UBC4/5 homolog, yeast) 
(UBE2E3), mRNA 


NM_006323 


Homo sapiens SEC24 related gene family, member B (S. cerevisiae) (SEC24B), 
mRNA 


NM 006364 


Homo sapiens Sec23 homolog A (S. cerevisiae) (SEC23A), mRNA 


NM 006272 


Homo sapiens SI 00 calcium binding protein, beta (neural) (S100B), mRNA 


NM 006271 


Homo sapiens S100 calcium binding protein Al (S100A1), mRNA 


NM 006391 


Homo sapiens RAN binding protein 7 (RANBP7), mRNA 


NM 006265 


Homo sapiens RAD21 homolog (S. pombe) (RAD21), mRNA 


NM_006203 


Homo sapiens phosphodiesterase 4D, cAMP-specific (phosphodiesterase E3 
dunce homolog, Drosophila) (PDE4D), mRNA 


NM_006202 


Homo sapiens phosphodiesterase 4A, cAMP-specific (phosphodiesterase E2 
dunce homolog, Drosophila) (PDE4A), mRNA 


NMJ)06190 


Homo sapiens origin recognition complex, subunit 2-like (yeast) (ORC2L), 
mRNA 


NM 006181 


Homo sapiens netrin 2-like (chicken) (NTN2L), mRNA 


NMJ)06168 


Homo sapiens NK6 transcription factor homolog A (Drosophila) (NKX6A), 
mRNA 


NM 006167 


Homo sapiens NK3 transcription factor homolog A (Drosophila) (NKX3A), 
mRNA 


NM 006159 


Homo sapiens NEL-like 2 (chicken) (NELL2), mRNA 


NM 006157 


Homo sapiens NEL-like 1 (chicken) (NELL1), mRNA 


NMJ)05360 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog 
(avian) (MAF), mRNA 


NMJ)06306 


Homo sapiens SMC1 structural maintenance of chromosomes 1-like 1 (yeast) 
(SMC1L1), mRNA 


NM 006461 


Homo sapiens mitotic spindle coiled-coil related protein (DEEPEST), mRNA 


NM_006314 


Homo sapiens connector enhancer of KSR-like (Drosophila kinase suppressor of 
ras) (CNK1), mRNA 


NM 006366 


Homo sapiens adenylyl cyclase-associated protein 2 (CAP2), mRNA 


NM_006444 


Homo sapiens SMC2 structural maintenance of chromosomes 2-like 1 (yeast) 
(&MC2L1), mRNA 


NM 006321 


Homo sapiens ariadne homolog 2 (Drosophila) (ARIH2), mRNA 


NM 006406 


Homo sapiens peroxiredoxin 4 (PRDX4), mRNA 


NM 006334 


Homo sapiens olfactomedin 1 (OLFM1), transcript variant 2, mRNA 


NM 004032 


Homo sapiens D-aspartate oxidase (DDO), transcript variant 2, mRNA 


NM 005985 


Homo sapiens snail 1 homolog, zinc finger protein (Drosophila) (SNAI1), 
mRNA 
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NM 006109 


Homo sapiens SKB1 homolog (S. pombe) (SKB1), roKJNA 


NM 005982 


Homo sapiens sine oculis homeobox homolog 1 (Drosophila) (SKI), mRNA 


NM 006089 


Homo sapiens sex comb on midleg-hke 2 (Drosophila) (SCML2), mRNA 


NM 005980 


Homo sapiens SI 00 calcium binding protein P (SI OOP), mRNA 


NM 005979 


Homo sapiens S100 calcium binding protein A13 (S100A13), mRNA 


NM_005938 ! 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 7 (MLLT7), mRNA 


NM_005937 1 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 6 (MLLT6), mRNA 


NM_005936 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 4 (MLLT4), mRNA 


NM_005935 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 2 (MLLT2), mRNA 


NM_005934 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 1 (MLLT1), mRNA 


NM_005933 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila) (MIX), mRNA 


NM_005905 


Homo sapiens MAD, mothers against decapentaplegic homolog 9 (Drosophila) 
(MADH9), mRNA 


NM_005904 


Homo sapiens MAD, mothers against decapentaplegic homolog 7 (Drosophila) 
(MADH7), mRNA 


NM_005903 


Homo sapiens MAD, mothers against decapentaplegic homolog 5 (Drosophila) 
(MADH5), mRNA 


NM_005902 


Homo sapiens MAD, mothers against decapentaplegic homolog 3 (Drosophila) 
(MADH3), mRNA 


NM_005901 


Homo sapiens MAD, mothers against decapentaplegic homolog 2 (Drosophila) 
(MADH2), mRNA 


NM_005900 


Homo sapiens MAD, mothers against decapentaplegic homolog 1 (Drosophila) 
(MADH1), mRNA 


NM 006033 


Homo sapiens lipase, endothelial (LIPG), mRNA 


NM.006048 


Homo sapiens ubiquitination factor E4B (UFD2 homolog, yeast) (UBE4B), 
mRNA 


NM_006111 


Homo sapiens acetyl-Coenzyme A acyltransferase 2 (mitochondrial 3-oxoacyl- 
Coenzyme A thiolase) (ACAA2), nuclear gene encoding mitochondrial protein, 
mRNA 


NM_006012 


Homo sapiens ClpP caseinolytic protease, ATP-dependent, proteolytic subunit 
homolog (E. coli) (CLPP), nuclear gene encoding mitochondrial protein, mRNA 


NM_006110 


Homo sapiens CD2 antigen (cytoplasmic tail) binding protein 2 (CD2BP2), 
mRNA 


NM 006017 


Homo sapiens prominin-like 1 (mouse) (PROML1), mRNA 


NM_004010 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427p2, mRNA 


NM_004023 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Ppl40bc, mRNA 


NM_004022 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant D140ab, mRNA 


NM_004021 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40b, mRNA 
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NM_004020 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40c, mRNA 


NMJ)04019 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp40, mRNA 


NM_004018 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71ab, mRNA 


NMJ)04017 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71a, mRNA 


NM_004016 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71b, mRNA 


NM_004015 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71, mRNA 


NM_004014 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpi 16, mRNA 


NM_004013 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 140, mRNA 


NM_004012 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp260-2, mRNA 


NMJ)04011 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp260-1, mRNA 


NM_004009 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427pl, mRNA 


NM_004007 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp4271, mRNA 


NMJ>04006 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427m, mRNA 


NMJ)00109 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427c, mRNA 


NM 005657 


Homo sapiens tumor protein p53 binding protein, 1 (TP53BP1), mRNA 


NM 005632 


Homo sapiens small optic lobes homolog (Drosophila) (SOLH), mRNA 


NM 005631 


Homo sapiens smoothened homolog (Drosophila) (SMOH), mRNA 


NM_005621 


Homo sapiens S100 calcium binding protein A12 (calgranulin C) (S100A12), 
mRNA 


NM_005620 


Homo sapiens S100 calcium binding protein Al 1 (calgizzarin) (S100A1 1), 
mRNA 


NM 005610 


Homo sapiens retinoblastoma binding protein 4 (RBBP4), mRNA 


NM 005732 


Homo sapiens RAD50 homolog (S. cerevisiae) (RAD50), mRNA 


NM 005591 


Homo sapiens MRE1 1 meiotic recombination 1 1 homolog A (S. cerevisiae) 
(MRE1 1 A), mRNA 
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NM 005590 


Homo sapiens MRE11 meiotic recombination 11 homolog A (S. cerevisiae) 
(MRE1 1 A), mRNA 


NM_005585 


Homo sapiens MAD, mothers against decapentaplegic homolog 6 (Drosophila) 
(MADH6), mRNA 


NM 005584 


Homo sapiens mab-21-like 1 (C. elegans)J[MAB21Ll), mRNA 


NM_005582 


Homo sapiens lymphocyte antigen 64 homolog, radioprotective 105kD (mouse) 
(LY64), mRNA 


NM 005667 


Homo sapiens zinc finger protein 103 homolog (mouse) (ZFP103), mRNA 


NM 005886 


Homo sapiens katanin p80 (WD40-containing) subunit B 1 (KATNB1), mRNA 


NM 005860 


Homo sapiens follistatin-like 3 (secreted glycoprotein) (FSTL3), mRNA 


NM 005758 


Homo sapiens heterogeneous nuclear ribonucleoprotein A3 (HNRPA3), mRNA 


NM_005510 


Homo sapiens dom-3 homolog Z (C. elegans) (DOM3Z), transcript variant 2, 
mRNA 


NM_005766 


Homo sapiens FERM, RhoGEF (ARHGEF) and pleckstrin domain protein 1 
(chondrocyte-derived) (FARP1), mRNA 


NM 005722 


Homo sapiens ARP2 actin-related protein 2 homolog (yeast) (ACTR2), mRNA 


NM 005750 


Homo sapiens chromosome 4 open reading frame 6 (C4orf6), mRNA 


NM 005170 


Homo sapiens achaete-scute complex-like 2 (Drosophila) (ASCL2), mRNA 


NM 005426 


Homo sapiens tumor protein p53 binding protein, 2 (TP53BP2), mRNA 


NM 005486 


Homo sapiens target of mybl-like 1 (chicken) (TOM1L1), mRNA 


NM 005488 


Homo sapiens target of mybl (chicken) (TOM1), mRNA 


NM_005417 


Homo sapiens v-src sarcoma (Schmidt-Ruppin A-2) viral oncogene homolog 
(avian) (SRC), mRNA 


NM 005413 


Homo sapiens sine oculis homeobox homolog 3 (Drosophila) (SDG), mRNA 


NM_005444 


Homo sapiens RCD1 required for cell differentiation 1 homolog (S. pombe) 
(RQCD1), mRNA 


NM_005378 


Homo sapiens v-myc myelocytomatosis viral related oncogene, neuroblastoma 
derived (avian) (MYCN), mRNA 


NM_005377 


Homo sapiens v-myc myelocytomatosis viral oncogene homolog 2 (avian) 
(MYCL2), mRNA 


NM_005375 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian) (MYB), 
mRNA 


NM_005359 


Homo sapiens MAD, mothers against decapentaplegic homolog 4 (Drosophila) 
(MADH4), mRNA 


NM 005340 


Homo sapiens histidine triad nucleotide binding protein (HINT), mRNA 


NM_005307 


Homo sapiens G protein-coupled receptor kinase 2-like (Drosophila) (GPRK2L), 
mRNA 


NM_005262 


Homo sapiens growth factor, augmenter of liver regeneration (ER.V1 homolog, 
S. cerevisiae) (GFER), mRNA 


NM_005261 


Homo sapiens GTP binding protein overexpressed in skeletal muscle (GEM), 
mRNA 


NM 005257 


Homo sapiens GATA binding protein 6 (GATA6), mRNA 


NM 005245 


Homo sapiens FAT tumor suppressor homolog 1 (Drosophila) (FAT), mRNA 


NM 005244 


Homo sapiens eyes absent homolog 2 (Drosophila) (EYA2), mRNA 


NM_005239 


Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 2 (avian) 
(ETS2), mRNA 


NM_005235 


Homo sapiens v-erb-a erythroblastic leukemia viral oncogene homolog 4 (avian) 
(ERBB4), mRNA 


NM_005228 


Homo sapiens epidermal growth factor receptor (erythroblastic leukemia viral (v- 
erb-b) oncogene homolog, avian) (EGFR), mRNA 


NM 005224 


Homo sapiens dead ringer-like 1 (Drosophila) (DRIL1), mRNA 


NM 005219 


Homo sapiens diaphanous homolog 1 (Drosophila) (DIAPH1), mRNA 
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NM_005207 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian)-like 
(CRKL), mRNA 


MM 005197 


Homo sapiens checkpoint suppressor 1 (CHES1), mRNA 


NM 005454 


Homo sapiens cerberus 1 homolog, cysteine knot superfamily (Xenopus laevis) 
(CER1), mRNA 


NM_005496 


Homo sapiens SMC4 structural maintenance of chromosomes 4-like 1 (yeast) 
(SMC4L1), mRNA 


NM 005169 


Homo sapiens anstaless homeobox (Drosophila) (ARIX), mRNA 


NM 005078 


Homo sapiens transducin-like enhancer of split 3 (E(spl) homolog, Drosophila) 
(TLE3), mRNA 


NM 005077 


Homo sapiens transducin-hke enhancer of split 1 (E(spl) homolog, Drosophila) 
(TLE1), mRNA 


NM 005068 


Homo sapiens single-minded homolog 1 (Drosophila) (SIM1), mRNA 


NM 005067 


Homo sapiens seven in absentia homolog 2 (Drosophila) (SIAH2), mRNA 


NM_005138 


Homo sapiens SCO cytochrome oxidase deficient homolog 2 (yeast) (SC02), 

<• 1* *a1J*1 i TJ\T A 

nuclear gene encodmg mitochondnal protem, mRNA 


NM 005156 


Homo sapiens ROD1 regulator of differentiation 1 (S. pombe) (ROD1), mRNA 


NM_005133 


Homo sapiens RCE1 homolog, prenyl protem protease (S. cerevisiae) (RCE1), 
mRNA 


NM 005057 


Homo sapiens retinoblastoma binding protem 5 (RBBP5), mRNA 


NM 005056 


Homo sapiens retinoblastoma binding protem 2 (RBBP2), mRNA 


NM 005053 


Homo sapiens RAD23 homolog A (S. cerevisiae) (RAD23 A), mRNA 


NM_005049 


Homo sapiens PWP2 periodic tryptophan protein homolog (yeast) (PWP2H), 
mRNA 


NM_005008 


Homo sapiens NHP2 non-histone chromosome protein 2-like 1 (S. cerevisiae) 
(NHP2L1), mRNA 


NM 004997 


Homo sapiens myosin binding protein H (MYBPH), mRNA 


NM 004677 


Homo sapiens Testis-specific XK-related protem on Y (XKRY), mRNA 


NM_004788 


Homo sapiens ubiquitination factor E4A (UFD2 homolog, yeast) (UBE4A), 
mRNA 


NM 004617 


Homo sapiens transmembrane 4 superfamily member 4 (TM4SF4), mRNA 


NM 004607 


Homo sapiens tubulin-specific chaperone a (TBCA), mRNA 


NM_004602 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant T4, mRNA 


NM 004653 


Homo sapiens Smcy homolog, Y chromosome (mouse) (SMCY), mRNA I 


NM 004787 


Homo sapiens slit homolog 2 (Drosophila) (SL1T2), mRNA 


NM_004593 


Homo sapiens splicing factor, arginine/serine-rich 10 (transformer 2 homolog, 
Drosophila) (SFRS10), mRNA 


NM 004206 


Homo sapiens vesicle trafficking protein (SEC22C), transcript variant 2, mRNA 


NM_004657 


Homo sapiens serum deprivation response (phosphatidylserine binding protein) 
(SDPR), mRNA 


NM_004589 


Homo sapiens SCO cytochrome oxidase deficient homolog 1 (yeast) (SCOl), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_004587 


Homo sapiens nbosome bmdmg protem 1 homolog 180kD (dog) (RRBrl), 
mRNA 


NM 004164 


Homo sapiens retmol binding protem z, cellular (jK±>rzj> iiixun/v 


NM 004584 


Homo sapiens RAD9 homolog (S. pombe) (RAD9), mRNA 


NM 004794 


Homo sapiens RAB33A, member RAS oncogene family (RAB33A), mRNA 


NMJ)04813 


Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant I, 
mRNA 


NM 004564 


Homo sapiens PET1 12-like (yeast) (PET1 12L\ mRNA 


NM 004643 


Homo sapiens poly(A) binding protein, nuclear 1 (PABPN1), mRNA 
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NM_004561 


Homo sapiens ovo-like l(Drosophila) (OVOL1), mRNA 


NM_004153 


Homo sapiens origin recognition complex, subumt 1-hke (yeast) (ORC1L), 
mRNA 


NM 004557 


Homo sapiens Notch homolog 4 (Drosophila) (NOTCH4), mRNA 


NM 004808 


Homo sapiens N-myristoyltransferase 2 (NMT2), mRNA 


NM 004210 


Homo sapiens neurahzed-like (Drosophila) (NEURL), mRNA 


NM_004147 


Homo sapiens developmentally regulated GTP binding protein 1 (DRG1), 
mRNA 


NM 004851 


Homo sapiens pronapsin A (NAP1), mRNA 


NM 004533 


Homo sapiens myosin binding protein C, fast type (MYBPC2), mRNA 


NM_004529 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 3 (MLLT3), mRNA 


NM 004668 


Homo sapiens maltase-glucoamylase (alpha-glucosidase) (MGAM), mRNA 


NM 004526 


Homo sapiens MCM2 minichromosome maintenance deficient 2, mitotin (S. 
cerevisiae) (MCM2), mRNA 


NMJ)04829 


Homo sapiens lymphocyte antigen 94 homolog, activating NK-receptor; NK- 
p46, (mouse) (LY94), mRNA 


NM_004744 


Homo sapiens lecithin retmol acyltransferase (phosphatidylcholme-retinol O- 
acyltransferase) (LRAT), mRNA 


NM 004524 


Homo sapiens lethal giant larvae homolog 2 (Drosophila) (LLGL2), mRNA 


NM 004140 


Homo sapiens lethal giant larvae homolog 1 (Drosophila) (LLGL1), mRNA 


NM_004922 


Homo sapiens SEC24 related gene family, member C (S. cerevisiae) (SEC24C), 
mRNA 


NM 004508 


Homo sapiens isopentenyl-diphosphate delta isomerase (IDI1), mRNA 


NM 004507 


Homo sapiens HUSl checkpoint homolog (S. pombe) (HUSl), mRNA 


NM 004262 


Homo sapiens airway trypsin-hke protease (HAT), mRNA 


NM 004752 


Homo sapiens glial cells missing homolog b (Drosophila) (GCMB), mRNA 


NM 004477 


Homo sapiens FSHD region gene 1 (FRG1), mRNA 


NM 004463 


Homo sapiens faciogenital dysplasia (Aarskog-Scott syndrome) (FGD1), mRNA 


NM_004106 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; gamma 
polypeptide (FCER1G), mRNA 


NM 004456 


Homo sapiens enhancer of zeste homolog 2 (Drosophila) (EZH2), mRNA 


NM 004100 


Homo sapiens eyes absent homolog 4 (Drosophila) (EYA4), mRNA 


NM 004450 


Homo sapiens enhancer of rudimentary homolog (Drosophila) (ERH), mRNA 


NM_004448 


Homo sapiens v-erb-b2 erythroblastic leukemia viral oncogene homolog 2, 
neuro/glioblastoma derived oncogene homolog (avian) (ERBB2), mRNA 


NM 004445 


Homo sapiens EphB6 (EPHB6), mRNA 


NM 004436 


Homo sapiens endosulfine alpha (ENSA), mRNA 


NM_004432 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 2 (Hu 
antigen B) (ELAVL2), mRNA 


NM_004230 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 5 (EDG5), mRNA 


NM 004421 


W • 4*4 44 4 4 4 4 4 -4 X4T^ 1 * 1 \ /T\T FT 4 \ TX *V T* A 

Homo sapiens dishevelled, dsh homolog 1 (Drosophila) (DVL1), mRNA 


NM_004399 


■v-r ■ ■•^.■■-1 A i-v tr-T * m. 4 5 A ftT" N 1 1 » * J 1 1 //HTTT 1 1*1- _ 

Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 1 (CHLl-like 
hehcase homolog, S. cerevisiae) (DDX1 1), transcnpt vanant 2, mRNA 


JNfVL UU43/8 


xiomo sapiens cenuiarreunoic acia oinamg proiem 1 ^ixArsrij, ttuvln/\ 


NM 004898 


Homo sapiens clock homolog (mouse) (CLOCK), mRNA 


NM 004669 


Homo sapiens chloride intracellular channel 3 (CLIC3), mRNA 


NM 004066 


Homo sapiens centrin, EF-hand protein, 1 (CETN1), mRNA 


NM 004354 


Homo sapiens cyclin G2 (CCNG2), mRNA 


NM 004352 


Homo sapiens cerebellin 1 precursor (CBLN1), mRNA 


NM 004057 


Homo sapiens calbindin 3, (vitamin D-dependent calcium binding protein) 
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(CALB3), mRNA ! 


NM 004338 


Homo sapiens chromosome 18 open reading frame 1 (C18orfl), mRNA 


NM 004725 


Homo sapiens BUB3 budding uninhibited by benzimidazoles 3 homolog (yeast) 
(BUB3), mRNA 


NM_004336 


Homo sapiens BUB1 buddmg uninhibited by benzimidazoles 1 homolog (yeast) 
(BUB 1), mRNA 


NM_004331 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 3-hke (BNIP3L), 
mRNA 


NM_004328 


Homo sapiens BCSl-like (yeast) (BCS1L), mRNA 


NM 004045 


Homo sapiens ATX1 antioxidant protein 1 homolog (yeast) (ATOX1), mRNA 


NM 004849 


Homo sapiens APG5 autophagy 5 -like (S. cerevisiae) (APG5L), mRNA 


NM_004674 


Homo sapiens ash2 (absent, small, or homeotic)-like (Drosophila) (ASH2L), 
mRNA 


NM 004316 


Homo sapiens achaete-scute complex-like 1 (Drosophila) (ASCL1), mRNA 


NM 004707 


Homo sapiens APG12 autophagy 12-like (S. cerevisiae) (APG12L), mRNA 


NM_004641 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 10 (MLLT10), mRNA 


NM 004301 


Homo sapiens BAF53 (BAF53A), mRNA 


NM 001129 


Homo sapiens AE binding protein 1 (AEBP1), mRNA 


NM 003656 


Homo sapiens calcium/calmodulin-dependent protein kinase I (CAMK1), mRNA 


NM 000239 


Homo sapiens lysozyme (renal amyloidosis) (LYZ), mRNA 


NM_000456 


Homo sapiens sulfite oxidase (SUOX), nuclear gene encoding mitochondrial 
protein, mRNA 


NM_000435 


Homo sapiens Notch homolog 3 (Drosophila) (NOTCH3), mRNA 


NM_000251 


Homo sapiens mutS homolog 2, colon cancer, nonpolyposis type 1 (E. coli) 
(MSH2), mRNA 


NM_000249 


Homo sapiens mutL homolog 1, colon cancer, nonpolyposis type 2 (E. coli) 
(MLH1), mRNA 


NM 000210 


Homo sapiens integrin, alpha 6 (TTGA6), mRNA 


NM 001537 


Homo sapiens heat shock factor binding protein 1 (HSBP1), mRNA 


NM 001499 


Homo sapiens GLE1 RNA export mediator-like (yeast) (GLE1L), mRNA 


NM 001458 


Homo sapiens filamin C, gamma (actin binding protein 280) (FLNC), mRNA 


NM_001444 


Homo sapiens fatty acid binding protein 5 (psoriasis-associated) (FABP5), 
mRNA 


NM 001432 


Homo sapiens epiregulin (EREG), mRNA 


NM_001388 


Homo sapiens developmentally regulated GTP binding protein 2 (DRG2), 
mRNA 


NM_001340 


Homo sapiens cylicin, basic protein of sperm head cytoskeleton 2 (CYLC2), 
mRNA 


NM_001326 


Homo sapiens cleavage stimulation factor, 3' pre-RNA, subunit 3, 77kD 
(CSTF3), mRNA 


NM 001325 


Homo sapiens cleavage stimulation factor, 3* pre-RNA, subunit 2, 64kD 
(CSTF2), mRNA 


NM.001324 


Homo sapiens cleavage stimulation factor, 3 f pre-RNA, subunit 1, 50kD 
(CSTF1), mRNA 


NM_001255 


Homo sapiens CDC20 cell division cycle 20 homolog (S. cerevisiae) (CDC20), 
mRNA 


NM 001122 


Homo sapiens adipose differentiation-related protein (ADFP), mRNA 


NM_003413 


Homo sapiens Zic family member 3 heterotaxy 1 (odd-paired homolog, 
Drosophila) (ZIC3), mRNA 


NM_003412 


Homo sapiens Zic family member 1 (odd-paired homolog, Drosophila) (ZIC1), 
mRNA 
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NM 003408 


xiuiiiu &apiciu> zono unger proicm j / nomolog imouse J (Z*rJr j / ), niKN A 


NM 003409 


Homo sapiens zinc finger protein 161 homolog (mouse) (ZFP161), mRNA 


NM 003680 


xxuhiu bdpicnb lyroay 1-ixsj.n j\ syntn.cia.se ( i Axvo ), mKJN A 


NM 003390 


Homo sapiens WEE1+ homolog (S. pombe) fWEEl), mRNA 


XNXVJL UUjJUJ 


nomo sapiens uncoi-iiKe Kinase 1 (C. elegans) (ULKl), mRNA 


NM_003345 


Homo sapiens ubiquitin-conjugating enzyme E2I (UBC9 homolog, yeast) 


NM 003344 


Homo sapiens ubiquitin-conjugating enzyme E2H (UBC8 homolog, yeast) 

^UJoJDZii), mKJN A 


NM_003343 


Homo sapiens ubiquitin-conjugating enzyme E2G 2 (UBC7 homolog, yeast) 
(UJDhzCjz), mRNA 




Homo sapiens ubiquitin-conjugating enzyme E2D 3 (UBC4/5 homolog, yeast) 

VUx3JqzJJjJ, mKiNA 


NM_003338 


Homo sapiens ubiquitin-conjugating enzyme E2D 1 (UBC4/5 homolog, yeast) 

^UdUzUI J, mKJN A 


x\xYJL__U Uj 5? Do 


Homo sapiens ubiquitin-activating enzyme E1C (UBA3 homolog, yeast) 
(UBE1C), mRNA 


.TNxYl UVJJjZU 


Homo sapiens tubby homolog (mouse) (TUB), mRNA 


NM 003278 


Homo sapiens tetranectin (plasminogen binding protein) (TNA), mRNA 


xNlVl v/lOZOl/ 


Homo sapiens transducin-like enhancer of split 2 (E(spl) homolog, Drosophila) 
(TLE2), mRNA 




Homo sapiens timeless homolog (Drosophila) (TIMELESS), mRNA 


NM_003251 


Homo sapiens thyroid hormone responsive (SPOT14 homolog, rat) (THRSP), 
mRNA 


NM_003250 


Homo sapiens thyroid hormone receptor, alpha (erythroblastic leukemia viral (v- 
ero-a; oncogene nomolog, avian) (THRA), mRNA 


NM 003223 


Homo sapiens transcription factor AP-4 (activating enhanper binding protein 4) 

^Ir Ar4), mKJN A 


NM_003222 


Homo sapiens transcription factor AP-2 gamma (activating enhancer binding 
protein / gamma) (TFAP2C), mRNA 


rNivi__uujzzi 


Homo sapiens transcription factor AP-2 beta (activating enhancer binding protein 
2 beta) (TFAP2B), mRNA 


IN IV1_U U J ZZU 


Homo sapiens transcription factor AP-2 alpha (activating enhancer binding 
protein I alpha) ( IrAPzA), mRNA 


IN xYl_Ul/U*t J o 


Homo sapiens transcription factor 2, hepatic; LF-B3; variant hepatic nuclear 
iactor ^l^rzj, transcript variant a, mRNA 


NM 003181 

X^XVX UVJlOl 


nomo sapiens i , Dracnyury nomolog (mouse) (T), mRNA 


NM 003173 


nomo sapiens suppressor 01 variegation 3-9 nomolog 1 (Drosophila) 
(SUV39H1), mRNA 


NM 003171 


nomo sapiens suppressor 01 varl, 3-hke 1 (S. cerevisiae) (SUPV3L1), mRNA 


NM 003169 


Homo sapiens suppressor of Ty 5 homolog (S. cerevisiae) (SUPT5H), mRNA 


NM 003168 


nomo sapiens suppressor ot Ty 4 homolog 1 (S. cerevisiae) (SUPT4H1), mRNA 


NM 003SQQ 


Homo sapiens suppressor of Ty 3 homolog (S. cerevisiae) (SUPT3H), mRNA 


NM 003162 


nomo sapiens stnatin, calmodulin binding protem (STRN), mRNA 


NM 003134 


Homo sapiens signal recognition particle 14kD (homologous Alu RNA binding 
protein) (SRP14), mRNA 


NM 003088 


Homo sapiens singed-like (fascin homolog, sea urchin) (Drosophila) (SNL), 
mRNA 


NM_003061 


Homo sapiens slit homolog 1 (Drosophila) (SL1T1), mRNA 


MM 003036 


Homo sapiens v-ski sarcoma viral oncogene homolog (avian) (SKI), mRNA 


NM 003031 


Homo sapiens seven in absentia homolog 1 (Drosophila) (SIAH1), mRNA 


NM 000193 


Homo sapiens sonic hedgehog homolog (Drosophila) (SHH), mRNA 1 



267 



WO 03/074654 



PCT/US03/05028 



NM 003003 


Homo sapiens SEC14-hke l (S. cerevisiae) (SEC14L1), tnRNA 


NM 002983 


Homo sapiens small inducible cytokine A3 (SCYA3), mRNA 


NMJ)02982 


Homo sapiens small inducible cytokine A2 (monocyte chemotactic protein 1) 
(SCYA2), mRNA 


NM 002981 


Homo sapiens small inducible cytokine Al, I-JOy (SCYA1), mRNA 


NM 003864 


Homo sapiens sin3-associated polypeptide, 30kD (SAP30), mRNA 


NM 002962 


Homo sapiens SI 00 calcium binding protein A5 (S100A5), mRNA 


NM 002960 


Homo sapiens S100 calcium binding protein A3 (S100A3), mRNA 


NM_002966 


Homo sapiens S100 calcium binding protein A10 (annexin II ligand, calpactin I, 
light polypeptide (pi 1)) (S100A10), mRNA 


NM 003707 


Homo sapiens RuvB-like 1 (E. coli) (RUVBL1), mRNA 


NM_002944 


Homo sapiens v-ros UR2 sarcoma virus oncogene homolog 1 (avian) (ROS1), 
mRNA 


NM_002941 


Homo sapiens roundabout, axon guidance receptor, homolog 1 (Drosophila) 
(ROBOl), mRNA 


NM 000326 


Homo sapiens retinaldehyde binding protein 1 (RLBP1), mRNA 


NM 002930 


Homo sapiens Ric-like, expressed in neurons (Drosophila) (RIN), mRNA 


NM 003961 


Homo sapiens rhomboid, veinlet-like 1 (Drosophila) (RHBDL), mRNA 


NM_002912 


Homo sapiens REV3-like, catalytic subunit of DNA polymerase zeta (yeast) 
(REV3L), mRNA 


NM 002900 


Homo sapiens retinol binding protein 3, interstitial (RBP3), mRNA 


NM 002894 


Homo sapiens retinoblastoma binding protein 8 (RBBP8), mRNA 


NM_002888 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 1 
(RARRES1), mRNA 


NM 002879 


T T ' T"» A T*V C ^ 1 1 /CI • • \ /T*» A T^f>\ T\\T A 

Homo sapiens RAD52 homolog (S. cerevisiae) (RAD52), mRNA 


NM 002878 


XT ' t"> A T^v C l 1 "1 O /O * * \ /ft A T^V C IT 1\ *p« XT A 

Homo sapiens RAD5l-hke 3 (S. cerevisiae) (RAD51L3), mRNA 


NM_002875 


Homo sapiens RAD51 homolog (RecA homolog, E. coh) (S. cerevisiae) 
(RAD511,mRNA 


NM 002874 


Homo sapiens RAD23 homolog B (S. cerevisiae) (RAD23B), mRNA 


NM 002853 


Homo sapiens RAD1 homolog (S. pombe) (RAD1), mRNA 


NM 002873 


Homo sapiens RAD17 homolog (S. pombe) (RAD 17), mRNA 


NM 000264 


Homo sapiens patched homolog (Drosophila) (PTCH), mRNA 


NM 003738 


Homo sapiens patched homolog 2 (Drosophila) (PTCH2), mRNA 


NM 002616 


Homo sapiens period homolog 1 (Drosophila) (PERI), mRNA 


NM_002600 


Homo sapiens phosphodiesterase 4B, cAMP-specific (phosphodiesterase E4 
dunce homolog, Drosophila) (PDE4B), mRNA 


NM 002568 


Homo sapiens poly(A) binding protein, cytoplasmic 1 (PABPC1), mRNA 


NMJ)03932 


Homo sapiens suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 ; 
interacting protein) (ST13), mRNA 


NM 003715 


Homo sapiens vesicle docking protein pi 15 (PI 15) ? mRNA 


NM_002553 


Homo sapiens origin recognition complex, subunit 5-like (yeast) (ORC5L), 
mRNA 


NM_002552 


Homo sapiens origin recognition complex, subunit 4-like (yeast) (ORC4L), 
mRNA 


NM 003634 


Homo sapiens nipsnap homolog 1 (C. elegans) (NIPSNAP1), mRNA 


NM 002499 


Homo sapiens neogenm homolog 1 (chicken) (NEOl), mRNA 


NM_002484 


Homo sapiens nucleotide binding protein 1 (MinD homolog, E. coli) (NUBP1), 
mRNA 


NM_003827 


Homo sapiens N-ethylmaleimide-sensitive factor attachment protein, alpha 
(NAPA), mRNA 


NM_002466 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian)-like 2 
(MYBL2), mRNA 
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NM 002448 


Homo sapiens msh homeo box homologj (Drosophila) (MSX1), mRNA 


NM_003576 


Homo sapiens serine/threonine kinase 24 (STE20 homolog, yeast) (STK24), 
mRNA 


NM 002442 


Homo sapiens musashi homolog 1 (Drosophila) (MSI1), mRNA 


NM 002441 


Homo sapiens mutS homolog 5 (E. coll) (MSH5), mRNA 


NM 002440 


Homo sapiens mutS homolog 4 (E. coli) (MSH4), mRNA 


NM 002439 


Homo sapiens mutS homolog 3 (E. coli) (MSH3), mRNA 


NM 002405 


Homo sapiens manic fringe homolog (Drosophila) (MFNG), mRNA 


NM 002402 


Homo sapiens mesoderm specific transcript homolog (mouse) (MEST), mRNA 


NM_002398 


Homo sapiens Meisl, myeloid ecotropic viral integration site 1 homolog (mouse) 
(MEIS1), mRNA 


NM_002393 


Homo sapiens Mdm4, transformed 3T3 cell double minute 4, p53 binding protein 
(mouse) (MDM4), mRNA 


NM_002392 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2, mRNA 


NM_003906 


Homo sapiens MCM3 minichromosome maintenance deficient 3 (S. cerevisiae) 
associated protein (MCM3AP), mRNA 


NM_002360 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog K 
(avian) (MAFK), mRNA 


NM_002359 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog G 
(avian) (MAFG), mRNA 


NM 003550 


Homo sapiens MAD1 mitotic arrest deficient-like 1 (yeast) (MAD1L1), mRNA 


NM 003937 


Homo sapiens kynureninase (L-kynurenine hydrolase) (KYNU), mRNA 


NM 002269 


Homo sapiens karyopherin alpha 5 (importin alpha 6) (KPNA5), mRNA 


NM 003772 


Homo sapiens jerky homolog-like (mouse) (JRKL), mRNA 


NM_002202 


Homo sapiens ISL1 transcription factor, LIM/homeodomain, (islet-1) (ISL1), 
mRNA 


NM 003604 


Homo sapiens insulin receptor substrate 4 (IRS4), mRNA 


NM 001570 


Homo sapiens interleukin-1 receptor-associated kinase 2 (IRAK2), mRNA 


NM_003866 


Homo sapiens inositol polyphosphate-4-phosphatase, type II, 105kD (INPP4B), 
mRNA 


NM_001536 


Homo sapiens HMT1 hnRNP methyltransferase-like 2 (S. cerevisiae) 
(HRMT1L2), mRNA 


NM_001535 


Homo sapiens HMT1 hnRNP methyltransferase-like 1 (S. cerevisiae) 
(HRMT1L1), mRNA 


NM_003806 


Homo sapiens harakiri, BCL2 interacting protein (contains only BH3 domain) 
(HRK), mRNA 


NM 002152 


Homo sapiens histidine rich calcium binding protein (HRC), mRNA 


NM_002114 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 1 
(HIVEP1), mRNA 


NM 003710 


Homo sapiens serine protease inhibitor, Kunitz type 1 (SPINT1), mRNA 


NM 000179 


Homo sapiens mutS homolog 6 (E. coli) (MSH6), mRNA 


NM 000839 


Homo sapiens glutamate receptor, metabotropic 2 (GRM2), mRNA 


NM 002077 


Homo sapiens golgi autoantigen, golgin subfamily a, 1 (GOLGA1), mRNA 


NM_003878 


Homo sapiens gamma-glutamyl hydrolase (conjugase, folylpolygammaglutamyl 
hydrolase) (GGH), mRNA 


NM_001488 


Homo sapiens transcriptional adaptor 2 (ADA2 homolog, yeast)-like (TADA2L), 
mRNA 


NM_001487 


Homo sapiens GCN5 general control of amino-acid synthesis 5-like 1 (yeast) 
(GCN5L1), mRNA 


NM 003643 


Homo sapiens glial cells missing homolog a (Drosophila) (GCMA), mRNA 


NM 002052 


Homo sapiens GATA binding protein 4 (GATA4), mRNA 
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NM 002051 


Homo sapiens GATA binding protein 3 (GATA3), mRNA 


NM_002050 


Homo sapiens GATA binding protein 2 (GATA2), mRNA 1 


NM_002049 


Homo sapiens GATA binding protein 1 (globin transcription factor 1) (GATA1), 
mRNA 


NM_002040 


Homo sapiens GA binding protein transcription factor, alpha subunit (60kD) 
(GABPA), mRNA 


NM 002039 


Homo sapiens GRB2-associated binding protein 1 (GAB1), mRNA 


NM 003508 


Homo sapiens frizzled homolog 9 (Drosophila) (FZD9), mRNA 


NM 003507 


Homo sapiens frizzled homolog 7 (Drosophila) (FZD7), mRNA 


NM 003506 


Homo sapiens frizzled homolog 6 (Drosophila) (FZD6), mRNA 


NM 003468 


Homo sapiens frizzled homolog 5 (Drosophila) (FZD5), mRNA 


NM 003505 


Homo sapiens frizzled homolog 1 (Drosophila) (FZD1), mRNA 


NM 001465 


Homo sapiens FYN binding protein (FYB-120/130) (FYB), mRNA 


NM_002031 


Homo sapiens fyn-related kinase (FRK), mRNA 


NM 003717 


Homo sapiens neuropeptide FF-amide peptide precursor (NPFF), mRNA 


NM 001457 


Homo sapiens filamin B, beta (actin binding protein 278) (FLNB), mRNA 


NM 001456 


Homo sapiens filamin A, alpha (actin binding protein 280) (FLNA), mRNA 


NM 002018 


Homo sapiens flightless I homolog (Drosophila) (FLII), mRNA 


NM 001991 


Homo sapiens enhancer of zeste homolog 1 (Drosophila) (EZH1), mRNA 


NM 001990 


Homo sapiens eyes absent homolog 3 (Drosophila) (EYA3), mRNA 


NM 000503 


Homo sapiens eyes absent homolog 1 (Drosophila) (EYA1), mRNA 


NM_001989 


Homo sapiens eve, even-skipped homeo box homolog 1 (Drosophila) (EVX1), 
mRNA 


NM_001982 


Homo sapiens v-erb-b2 erythroblastic leukemia viral oncogene homolog 3 
(avian) (ERBB3), mRNA 


NM_003584 


Homo sapiens dual specificity phosphatase 1 1 (RNA/RNP complex 1- ! 
interacting) (DUSP1 1), mRNA 


NM_003859 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 1, catalytic 
subunit (DPMI), mRNA 


NM 001928 


Homo sapiens D component of complement (adipsin) (DF), mRNA 


NM 003649 


Homo sapiens D-aspartate oxidase (DDO), transcript variant 1, mRNA 


NM_001343 


Homo sapiens disabled homolog 2, mitogen-responsive phosphoprotein 
(Drosophila) (DAB2), mRNA 


NM_001913 


Homo sapiens cut-like 1, CCAAT displacement protein (Drosophila) (CUTL1), 
mRNA 


NM 001316 


Homo sapiens CSE1 chromosome segregation 1-like (yeast) (CSE1L), mRNA 


NM 003652 


Homo sapiens carboxypeptidase Z (CPZ), mRNA 


NM 003909 


Homo sapiens copine HI (CPNE3), mRNA 


NM 003915 


Homo sapiens copine I (CPNE1), mRNA 


NM 001308 


Homo sapiens carboxypeptidase N, polypeptide 1, 50kD (CPN1), mRNA 


NM 001841 


Homo sapiens cannabinoid receptor 2 (macrophage) (CNR2), mRNA 


NM 001280 


Homo sapiens cold inducible RNA binding protein (CIRBP), mRNA 


NM 001274 


Homo sapiens CHK1 checkpoint homolog (S. pombe) (CHEK1), mRNA 


NM_001806 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), gamma (CEBPG), 
mRNA 


NM_003655 


Homo sapiens chromobox homolog 4 (Pc class homolog, Drosophila) (CBX4), 
mRNA 


NM 001749 


Homo sapiens calpain, small subunit 1 (CAPNS1), mRNA 


NM 000716 


Homo sapiens complement component 4 binding protein, beta (C4BPB), mRNA 


NM_000715 


Homo sapiens complement component 4 binding protein, alpha (C4BPA), 
mRNA 


NM 001726 


Homo sapiens bromodomain, testis-specific (BRDT), mRNA 
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NM_001205 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 1 (BNIP1), 
transcript variant BNIP1, mRNA 


NM 001714 


Homo sapiens Bicaudal D homolog 1 (Drosophila) (BICD1), mRNA 


NM.003766 


Homo sapiens beclin 1 (coiled-coil, myosin-like BCL2 interacting protein) 
(BECN1), mRNA 


NM 003567 


Homo sapiens breast cancer anti-estrogen resistance 3 (BCAR3), mRNA 


NM 001189 


Homo sapiens bagpipe homeobox homolog 1 (Drosophila) (BAPX1), mRNA 


NM_001698 


Homo sapiens AU RNA binding protein/enoyl-Coenzyme A hydratase (AUH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_001672 


Homo sapiens agouti signaling protein, nonagouti homolog (mouse) (ASIP), 
mRNA 


NM 001638 


Homo sapiens apolipoprotein F (APOF), mRNA 


NM 003977 


Homo sapiens aryl hydrocarbon receptor interacting protein (AIP), mRNA 


NM_001138 


Homo sapiens agouti related protein homolog (mouse) (AGRP), transcript 
variant l,mRNA 


NM_058246 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 6 (DNAJB6), 
mRNA 


NM 025225 


Homo sapiens hypothetical protein dJ796I17.1 (DJ796I17.1), mRNA 


NM 058165 


Homo sapiens diacylglycerol acyltransferase 2-like (DGAT2-like), mRNA 


NM_001861 


Homo sapiens cytochrome c oxidase subunit IV isoform 1 (COX4I1), nuclear i 
gene encoding mitochondrial protein, mRNA 


NM 014491 


Homo sapiens forkhead box P2 (FOXP2), mRNA 


NM_054110 


Homo sapiens UDP-N-acetyl-alpha-D--galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 7 (GALNT7), mRNA 


NM 006726 


Homo sapiens vesicle trafficking, beach and anchor containing (LRBA), mRNA 


NM 020663 


Homo sapiens TClO-like Rho GTPase (TCL), mRNA 


NM 020919 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) (ALS2), mRNA 


NM 052852 


Homo sapiens hypothetical zinc finger protein MGC2396 (MGC2396), mRNA 


NM 053043 


Homo sapiens hypothetical protein MGC20460 (MGC20460), mRNA 


NM 053017 


Homo sapiens ADP-ribosyltransferase 5 (ART5), mRNA 


NM 052999 


Homo sapiens chemokine-like factor-like protein CKLFH1 (CKLFH1), mRNA 


NM_052881 


Homo sapiens hypothetical protein dJ734P14.5 (novel C2H2 type zinc finger 
protein) (MGC20504), mRNA 


NM 052968 


Homo sapiens apolipoprotein A-V (APOA5), mRNA 


NM 052960 


Homo sapiens retinoid binding protein 7 (RBP7), mRNA 


NM 052959 


Homo sapiens pannexin 3 (PANX3), mRNA 


NM 052948 


Homo sapiens sorting nexin 26 (SNX26), mRNA 


NM 052947 


Homo sapiens heart alpha-kinase (HAK), mRNA 


NM 052946 


Homo sapiens hypothetical protein MGC20702 (MGC20702), mRNA 


NM 052943 


Homo sapiens hypothetical protein MGC16491 (MGC16491), mRNA 


NM 052941 


Homo sapiens guanylate binding protein 4 (GBP4), mRNA 


NM 052935 


Homo sapiens hypothetical protein MGC20781 (MGC20781), mRNA 


NM 052890 


Homo sapiens peptidoglycan recognition protein L precursor (PGLYRP), mRNA 


NM_052885 


Homo sapiens solute earner family 2 (facilitated glucose transporter), member 13 
(SLC2A13), mRNA 


NM 052884 


Homo sapiens sialic acid binding Ig-hke lectm 1 1 (MuJUbul i), mKJNA 


NM 052877 


Homo sapiens similar to hypothetical protein MNCb-2386 (MGC17544), mRNA 


NM 052876 


Homo sapiens transcriptional repressor NAC1 (NAC1), mRNA 


NM_052873 


Homo sapiens MGC16028 similar to RIKEN cDNA 1700019E19 gene 
(MGC16028),mRNA 


NM 052871 


Homo sapiens hypothetical protein MGC4677 (MGC4677), mRNA 


NM 052870 


Homo sapiens sorting nexin 18 (SNX18), mRNA 
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NM.052859 


Homo sapiens putative endoplasmic reticulum multispan transmembrane protein 
(RFT1), mRNA 


NM 052858 


Homo sapiens similar to RIKJEN cDNA 1810006A16 gene (LOC91862), mRNA 


NM 052855 


Homo sapiens hypothetical protein MGC15396 (MGC15396), mRNA 


NM 052854 


Homo sapiens old astrocyte specifically induced substance (OASIS), mRNA 


NM 052844 


Homo sapiens hypothetical protein MGC20486 (MGC20486), mRNA 


NM 052839 


Homo sapiens pannexin 2 (PANX2), mRNA 


NM 033551 


Homo sapiens hypothetical protein MGC 19556 (MGC19556), mRNA 


NM 033549 


Homo sapiens hypothetical gene MGC1 127 (MGC1 127), mRNA 


NM 033546 


Homo sapiens myosin regulatory light chain (MLC-B), mRNA 


NM_033544 


Homo sapiens similar to cyclin-E binding protein 1 (H. sapiens) (MGC 143 86), 
mRNA 


NM 033515 


Homo sapiens MacGAP protein (MacGAP), mRNA 


NM 033519 


Homo sapiens olfactory receptor sdolf (sdolf), mRNA 


NM 033516 


Homo sapiens protein kinase NYD-SP25 (NYD-SP25), mRNA 


NM 032231 


Homo sapiens hypothetical protein FU22875 (FLJ22875), mRNA 


NM 018437 


Homo sapiens hypothetical protein EDAG-1 (EDAG-1), mRNA 


NM 033378 


Homo sapiens chorionic gonadotropin, beta polypeptide 2 (CGB2), mRNA 


NM 033377 


Homo sapiens chorionic gonadotropin, beta polypeptide 1 (CGB1), mRNA 


NM 033448 


Homo sapiens keratin 6 irs (KRT6IRS), mRNA 


NM_033424 


Homo sapiens similar to MYOSIN HEAVY CHAIN, CARDIAC MUSCLE 
ALPHA ISOFORM (MYHC -ALPHA) (M. musculus) (LOC92771), mRNA 


NM_033445 


Homo sapiens similar to H2A histone family, member A (H. sapiens) 
(MGC3165),mRNA 


NM 033439 


Homo sapiens DVS27-related protein (DVS27), mRNA 


NM 033440 


Homo sapiens elastase 2A (ELA2A), mRNA 


NM 033438 


Homo sapiens CD84-H1 precursor (CD84-H1), mRNA 


NM_033423 


Homo sapiens similar to granzyme B (granzyme 2, cytotoxic T-lymphocyte- 
associated serine esterase 1) (H. sapiens) (CTLA1), mRNA 


NM 033411 


Homo sapiens hypothetical protein MGC13523 (MGC13523), mRNA 


NM_033416 


Homo sapiens similar to HYPOTHETICAL 34.0 KDA PROTEIN ZK795.3 IN 
CHROMOSOME IV (MGC 19606), mRNA i 


NM 033413 


Homo sapiens hypothetical gene MGC16309 (MGC16309), mRNA 


NM 033410 


Homo sapiens hypothetical protein MGC13138 (MGC13138), mRNA 


NM 033419 


Homo sapiens hypothetical gene MGC9753 (MGC9753), mRNA 


NM 014083 


Homo sapiens PRO0767 protein (PRO0767), mRNA 


NM 033043 


Homo sapiens chorionic gonadotropin, beta polypeptide 5 (CGB5), mRNA 


NM_031451 


Homo sapiens hypothetical protein MGC4766 similar to testis specific protein 
TES101RP (MGC4766), mRNA 


NM_033183 


Homo sapiens chorionic gonadotropin, beta polypeptide 8 (CGB8), mRNA 


NM 020443 


Homo sapiens hypothetical protein MGC14961 (MGC14961), mRNA 


NM 033343 


Homo sapiens LIM homeobox protein 4 (LHX4), mRNA 


NM 033318 


Homo sapiens hypothetical gene supported by AL449243 (LOC91689), mRNA 


NM 033328 


Homo sapiens capping protein alpha 3 (CAPPA3), mRNA 


NM_033315 


Homo sapiens ras-like protein VTS58635 (VTS58635), mRNA 


NM 033309 


Homo sapiens hypothetical protein MGC4655 (MGC4655), mRNA 


NM 033296 


Homo sapiens T-cell activation protein (PGR1), mRNA 


NM 033297 


Homo sapiens leucine-rich-repeat protein (RN02), mRNA 


NM 033280 


Homo sapiens similar to signal peptidase complex (18kD) (LOC90701), mRNA 


NM_033196 


Homo sapiens similar to ZINC FINGER PROTEIN 85 (ZINC FINGER 
PROTEIN HPF4) (HTF1) (H. sapiens) (LOC91 120), mRNA 


NM 033272 


Homo sapiens potassium channel subunit HERG-3 (HERG-3), mRNA 
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NM 033261 


Homo sapiens diphosphate dimethylallyl diphosphate isomerase 2 (IDE), mRNA 


NM 033254 


Homo sapiens brother of CDO (BOC), mRNA 


NM 033204 


Homo sapiens hypothetical gene DKFZp570I0164 (DKFZp570I0164), mRNA 


NM 033259 


Homo sapiens CaM-KH inhibitory protein (CAM-KEN), mRNA 


NM 032597 


Homo sapiens testes development-related NYD-SP21 (NYD-SP21), mRNA 


NM_033212 


Homo sapiens hypothetical gene supported by BC004307; BC008285 
(MGC1 0992), mRNA 


NM 033208 


Homo sapiens similar to jerky (mouse) homolog-like (LOC91 151), mRNA 


NM 033195 


Homo sapiens lactate dehydrogenase A -like (LDHL), mRNA 


NM 015643 


Homo sapiens DKFZP434F122 protein (DKFZP434F122), mRNA 


NM 032604 


Homo sapiens lung alpha/beta hydrolase 1 (LABH1), mRNA 


NMJ)32133 


Homo sapiens hypothetical protein DKFZp434N1415 (DKFZP434N1415), 
mRNA 


NM 030803 


Homo sapiens hypothetical protein FLJ10035 (FLJ10035), mRNA 


NM 024062 


Homo sapiens hypothetical protein MGC5338 (MGC5338), mRNA 


NM 024059 


Homo sapiens hypothetical protein MGC5356 (MGC5356), mRNA 


NM 016542 


Homo sapiens serine/threonine protein kinase MASK (MST4), mRNA 


NM 033127 


Homo sapiens regucalcin gene promotor region related protein (RGPR), mRNA 


NM 033128 


Homo sapiens scinderin (SCIN), mRNA 


NM 033058 


Homo sapiens ring finger protein 29 (RNF29), mRNA 


NM 033116 


Homo sapiens hypothetical protein MGC16714 (MGC16714), mRNA 


NM 033123 


Homo sapiens testis-development related NYD-SP27 (NYD-SP27), mRNA 


NM 033126 


Homo sapiens serine/threonine kinase PSKH2 (PSKH2), mRNA 


NM 033124 


Homo sapiens NYD-SP28 protein (NYD-SP28), mRNA 


NM 033122 


Homo sapiens testis development protein NYD-SP26 (NYD-SP26), mRNA 


NM 033114 


Homo sapiens MADP-1 protein (MADP-1), mRNA 


NM 033083 


Homo sapiens EAF1 protein (EAF1), mRNA 


NM 033087 


Homo sapiens hypothetical protein FLJ1451 1 (FLJ1451 1), mRNA 


NM 024512 


Homo sapiens leucine-rich repeat-containing 2 (LRRC2), mRNA 


NM 006029 


Homo sapiens paraneoplastic antigen MAI (PNMA1), mRNA 


NM 033025 


Homo sapiens hypothetical protein FIJI 351 1 (7h3), mRNA 


NM_015169 


Homo sapiens homolog of yeast ribosome biogenesis regulatory protein RRS1 
(RRS1), mRNA 


NM 015129 


Homo sapiens septin 6 (SEP2), mRNA 


NM 032838 


Homo sapiens hypothetical protein FLJ14779 (FLJ14779), mRNA 


NM 032206 


Homo sapiens hypothetical protein FU21709 (FLJ21709), mRNA 


NM 032797 


Homo sapiens hypothetical protein FLJ14497 (FLJ14497), mRNA 


NM 032472 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 3 (PPIL3), mRNA 


NM 032936 


Homo sapiens DC32 (DC32), mRNA 


NMJ)32577 


Homo sapiens melanoma-associated chondroitin sulfate proteoglycan-like 
(LOC84664), mRNA 


NM 032933 


Homo sapiens hypothetical protein MGC1 1386 (MGC1 1386), mRNA 


NM 032929 


Homo sapiens hypothetical protein MGC14793 (MGC14793), mRNA 


NM 032928 


Homo sapiens hypothetical protein MGC14141 (MGC14141), mRNA 


NM 032927 


Homo sapiens hypothetical protein MGC13159 (MGC13159), mRNA 


NM 032926 


Homo sapiens hypothetical protein MGC15737 (MGC15737), mRNA 


NM 032921 


Homo sapiens hypothetical protein MGC15875 (MGC15875), mRNA 


NM 032909 


Homo sapiens hypothetical protein MGC14139 (MGC14139), mRNA 


NM 032908 


Homo sapiens hypothetical protein MGC14407 (MGC14407), mRNA 


NM 032906 


Homo sapiens hypothetical protein MGC14156 (MGC14156), mRNA 


NM 032905 


Homo sapiens hypothetical protein MGC14439 (MGC14439), mRNA 


NM 032903 


Homo sapiens hypothetical protein MGC14425 (MGC14425), mRNA 
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XTTV if ni^rtfto 

NM_032902 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 16A 

/T)DD 1 TO 1/TA\ -.TJVTA 

(rrr lKloAJ, niKJNA 


XTTV If AlOfiftl 

NM 0329U1 


Homo sapiens nypotnetical protein MUC 14288 (MOO 1 428 o), mRNA 


xttv if nioonn 
NM 032899 


iiomo sapiens nypotnetical protein MG014128 (MOO 14128), mRNA 


XTTV If A110AO 

NM 032898 


Homo sapiens Hypothetical protein MGC14126 (MOO 14 126), mRNA 


xttv if nnom 

NM 032897 


Homo sapiens nypotnetical protein MGC14436 (M0014436), mRNA 


XTTVjf AT>On^ 

NM 032896 


TTn .it n * ln mn it. n ^ AA 1 MM _ TViT/^/^1 i«nfl /x nr^f^y A T o 0\ XT A 

Homo sapiens nypotnetical protein MGC14388 (MGC14388), mRNA 


XTTV Jf AO O Of\0 

NM 032892 


TT— ,n I-, ■■ n .-.' f , — TL« r-_ xt- -^aJ _ _1 i -, * , x Kf^/~y\ A 1 Z" 1 /X K 1 >1 1 /T1 \ T*XT A 

Homo sapiens nypotnetical protein MGC14161 (MG014161), mRNA 


NM 032891 


Homo sapiens hypothetical protein MGC12928 (MGC12928), mRNA 


XTTV If AO^OAA 

NM 032890 


Homo sapiens hypothetical protem MGC13130 (MGC13130), mRNA 


XT* iff AI^OOT 

NM 032887 


Homo sapiens hypothetical protem MGC16037 (MGC16037), mRNA 


XTX Jf MOOOC 

NM 032885 


Homo sapiens hypothetical protem MGC 15906 (MGC15906), mRNA 


NM 032882 


Homo sapiens hypothetical protem MGC15827 (MGC15827), mRNA 


NM 032881 


Homo sapiens U7 snRNP-specinc Sm-like protem LSM10 (LSM10), mRNA 


NM 032880 


Homo sapiens hypothetical protem MGC15730 (MGC15730), mRNA 


NM 032878 


Homo sapiens hypothetical protem MGC15677 (MGC15677), mRNA 


XTTV If AO^OTTi 

NM 032873 


Homo sapiens hypothetical protem MGC15437 (MGC15437), mRNA j 


XTTV If ATIO^H 

NM 032867 


Homo sapiens hypothetical protem FU14966 (FLJ14966), mRNA 


xtx/T Aino/rr 

NM 032865 


Homo sapiens hypothetical protem FLJ 14950 (FLJ14950), mRNA 


XTTV If A^IO/CI 

NM 032861 


TT _ * TL- _.A.1_ __1 A_ ' T>T T 1 A f\ 1 T / 1 '1 T1 ilA1 ^\ T»XT A 

Homo sapiens hypothetical protem FU14917 (FLJ14917), mRNA 


x tx k miocn 
NM 032859 


Homo sapiens hypothetical protem FLJ14906 (FLJ14906), mRNA 


NM 032856 


Homo sapiens hypothetical protein F1J14888 (FLJ14888), mRNA 


XTX AT AO OOCf 

NM 032855 


Homo sapiens hematopoietic SH2 protem (HSH2), mRNA 


XTTA if AO^OCyl 

NM 032854 


Homo sapiens hypothetical protem FU14871 (FLJ14871), mRNA 


XTX if niOOCA 

NM 032850 


Homo sapiens hypothetical protem FU14840 (FLJ14840), mRNA 


XTX iT AT^O/IA 

NM 032849 


Homo sapiens hypothetical protem FU14834 (FU14834), mRNA 


XTX K ATTO/tT 

NM 032847 


Homo sapiens hypothetical protem FU14825 (FLJ14825), mRNA 


XTTVitf AITOyl^ 

NM 032846 


Homo sapiens hypothetical protem FU14824 (FLJ14824), mRNA 


XTTV/T AOOO/lil 

NM 032844 


Homo sapiens hypothetical protein FU14813 (FU14813), mRNA 


XTTVjT ATTO/O 

NM 032843 


Homo sapiens hypothetical protein FU14810 (FU14810), mRNA 


NM 032842 


Homo sapiens hypothetical protein FU14803 (FU14803), mRNA 


XIX JT AT 'SO it 

NM 032840 


Homo sapiens hypothetical protein FU14800 (FU14800), mRNA 


NM 032839 


Homo sapiens hypothetical protein FLJ14784 (FLJ14784), mRNA 


NM 032837 


Homo sapiens hypothetical protein FLJ14775 (FLJ14775), mRNA 


NM 032836 


Homo sapiens hypothetical protein FLJ14768 (FLJ14768), mRNA 


x ix iT /v^^oo /i 

NM 032834 


Homo sapiens hypothetical protein FLJ14751 (FLJ14751), mRNA 


NM_032833 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 15B 

/TVfvr\ mi fTl\ T*XT A 

(PPP1R15B), mRNA 


NM UJ2832 


T T * "1 a i a w i a • x~*x x -1 A *n *^ r /i'<T x "1 A nn ^ \ x^ "v t * 

Homo sapiens hypothetical protem FU14735 (FLJ14735), mRNA 


XTX if AOOOOl 

NM_032831 


Homo sapiens CAP-binding protein complex interacting protein 2 (CBCJDP2), 

x> XT A 

mRNA 


JNM 032830 


TT ^ a _ * m ^ ii 1 a • T^T T 1 a4 rt ^T^T T1 /I 0\ r\\t A 

Homo sapiens hypothetical protem FU14728 (FLJ 14728), mRNA 


XTX /f A1TOOA 

JNM 032829 


TT t_ _ _aJ a " 1 , • TPT T-I A '1*1 1 /l <T T 1 A *1 \ T^-VTA 

Homo sapiens hypothetical protem FU14721 (FLJ14721), mRNA 


XTX f AOOOOO 

NM 032828 


Homo sapiens ubiquitin UBF-fl (UBF-fl), mRNA 


XTTV >f ATTOT? 

NM 032827 


Homo sapiens hypothetical protem FO14708 (FLJ14708), mRNA 


NM 032826 

A^ATA \J +J \JA*\J 


Wnmn QflnifTiQ livnrvtVi^Tincil T»i-rvti»in T7T T1a1£Q*7 /T7T T1a1^Q7\ ml? XT A 


NM 032825 


Homo sapiens hypothetical protein FLJ14686 (FLJ14686), mRNA 


NM 032821 


Homo sapiens hypothetical protein FU14665 (FU14665), mRNA 


NM 032817 


Homo sapiens hypothetical protein FU14641 (FLJ14641), mRNA 


NM 032816 


Homo sapiens hypothetical protein FLJ14640 (FLJ14640), mRNA 


NM 032814 


Homo sapiens hypothetical protein FU14627 (FU14627), mRNA 


NM 032811 


Homo sapiens hypothetical protein FLT14621 (FLJ14621), mRNA 
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NM 032810 


Homo sapiens hypothetical protein FLJ14600 (FLF14600), mRNA 


NM 032809 


Homo sapiens hypothetical protein FU14596 (FLJ14596), mRNA 


NM 032808 ! 


Homo sapiens hypothetical protein FU14594 (FLJ14594), mRNA 


NM 032807 


Homo sapiens hypothetical protein FLJ14590 (FU14590), mRNA 


NM 032806 


Homo sapiens hypothetical protein FLJ14566 (FU14566), mRNA 


NM 032805 


Homo sapiens hypothetical protein FLJ14549 (FLJ14549), mRNA 


NM 032802 


Homo sapiens hypothetical protein FLJ14540 (FLJ14540), mRNA 


NM 032799 


Homo sapiens hypothetical protein FLJ14524 (FU14524), mRNA 


NM 032796 


Homo sapiens reserved (SYAP1), mRNA 


NMJ)32792 


Homo sapiens hypothetical protein FU14486 (FLJ14486), mRNA 


NM 032790 


Homo sapiens hypothetical protein FLJ14466 (FLJ14466), mRNA 


NM 032788 


Homo sapiens hypothetical protein FU14457 (FU14457), mRNA 


NM 032787 


Homo sapiens hypothetical protein FLJ14454 (FLJ14454), mRNA 


NM 032786 


Homo sapiens hypothetical protein FLJ14451 (FLJ14451), mRNA 


NM 032785 


Homo sapiens hypothetical protein FLJ14442 (FU14442), mRNA 


NM_032781 


Homo sapiens hypothetical protein FLJ14427 (FU14427), mRNA 


NM 032780 


Homo sapiens hypothetical protein FU14399 (FLJ14399), mRNA 


NM 032779 


Homo sapiens hypothetical protein FU14397 (FLJ14397), mRNA 


NM 032778 


Homo sapiens hypothetical protein FU14393 (FLJ14393), mRNA 


NM 032775 


Homo sapiens hypothetical protein FLJ14360 (FLJ14360), mRNA 


NM 032773 


Homo sapiens hypothetical protein MGC4126 (MGC4126), mRNA 


NM 032772 


Homo sapiens hypothetical protein MGC2555 (MGC2555), mRNA 


NM 032771 


Homo sapiens hypothetical protein MGC12217 (MGC12217), mRNA 


NM 032770 


Homo sapiens hypothetical protein MGC16291 (MGC16291), mRNA 


NM 032765 


Homo sapiens hypothetical protein MGC16175 (MGC16175), mRNA 


NM 032764 


Homo sapiens hypothetical protein MGC16153 (MGC16153), mRNA 


NM 032762 


Homo sapiens hypothetical protein MGC16121 (MGC16121), mRNA 


NM 032761 


Homo sapiens hypothetical protein MGC 16075 (MGC16075), mRNA 


NM 032759 


Homo sapiens hypothetical protein FIJI 1328 (FU1 1328), mRNA 


NM 032758 


Homo sapiens hypothetical protein MGC1346 (MGC1346), mRNA 


NM 032757 


Homo sapiens hypothetical protein MGC15705 (MGC15705), mRNA 


NM 032755 


Homo sapiens hypothetical protein MGC15634 (MGC15634), mRNA 


NM 032751 


Homo sapiens hypothetical protein MGC15504 (MGC15504), mRNA 


NM 032750 


Homo sapiens hypothetical protein MGC15429 (MGC15429), mRNA j 


NM 032747 


Homo sapiens hypothetical protein MGC14697 (MGC14697), mRNA 


NM 032746 


Homo sapiens hypothetical protein MGC12538 (MGC12538), mRNA 


NM 032740 


Homo sapiens hypothetical protein MGC5391 (MGC5391), mRNA 


NM 032739 


Homo sapiens hypothetical protein MGC5370 (MGC5370), mRNA 


NM 032735 


Homo sapiens hypothetical protein MGC13168 (MGC13168), mRNA 


NM 032733 


Homo sapiens hypothetical protein MGC12679 (MGC12679), mRNA 


NM 032732 


Homo sapiens hypothetical protein MGC10763 (MGC10763), mRNA 


NM 032731 


Homo sapiens hypothetical protein MGC 14353 (MGC14353), mRNA 


NM 032730 


Homo sapiens NOGO-interacting mitochondrial protein (NIMP), mRNA 


NM_032727 


Homo sapiens internexin neuronal intermediate filament protein, alpha (INA), 

T>XT A 

mRNA 


NM 032726 


Homo sapiens hypothetical protein MGC12837 (MGC12837), mRNA 


NM 032725 


Homo sapiens hypothetical protein MGC13 125 (MGC13125), mRNA 


NM 032724 


Homo sapiens hypothetical protein MGC13269 (MGC13269), mRNA 


NM 032722 


Homo sapiens hypothetical protein MGC13275 (MGC13275), mRNA 


NM 032721 


Homo sapiens hypothetical protein MGC1 13 14 (MGC1 13 14), mRNA 


NM 032718 


Homo sapiens hypothetical protein MGC1 1332 (MGC1 1332), mRNA 
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NM 032717 


Homo sapiens hypothetical protein MGC1 1324 (MGC1 1324), mRJNA 


NM 032714 


Homo sapiens hypothetical protein MGC13251 (MGC13251), mRNA 


NM 032710 


Homo sapiens hypothetical protein MGC13053 (MGC13053), mRNA 


NM 032709 


Homo sapiens hypothetical protein MGC13047 (MGC13047), mRNA 


NM 032701 


Homo sapiens hypothetical protein MGC2705 (MGC2705), mRNA 


NM 032691 


Homo sapiens hypothetical protein MGC1 1082 (MGC1 1082), mRNA 


NM 032690 


Homo sapiens hypothetical protein MGC13 198 (MGC13 198), mRNA 


NM 032687 


Homo sapiens hypothetical protein MGC13010 (MGC13010), mRNA 


NM 032683 


Homo sapiens hypothetical protein MGC12972 (MGC12972), mRNA 


NM 032680 


Homo sapiens hypothetical protem MGC4266 (MGC4266), mRNA 


NM 032679 


Homo sapiens hypothetical protein MGC4400 (MGC4400), mRNA 


NM 032676 


Homo sapiens hypothetical protein MGC10955 (MGC10955), mRNA 


NM 032673 


Homo sapiens hypothetical protem MGC10882 (MGC10882), mRNA 


NM 032671 


Homo sapiens hypothetical protem MGC10814 (MGC10814), mRNA 


NM 032664 


Homo sapiens hypothetical protein MGC1 1 141 (MGC1 1 141), mRNA 


NM 032663 


Homo sapiens hypothetical protem MGC10702 (MGC10702), mRNA 


NM 032658 


Homo sapiens hypothetical protem MGC10701 (MGC10701), mRNA 


NM 032654 


Homo sapiens hypothetical protem MGC10981 (MGC10981), mRNA 


NM 032653 


Homo sapiens hypothetical protem MGC10960 (MGC10960), mRNA 


NM 032648 


Homo sapiens hypothetical protein MGC10820 (MGC10820), mRNA 


NM 032647 


Homo sapiens hypothetical protein MGC10561 (MGC10561), mRNA 


NM 032644 


Homo sapiens hypothetical protein MGC2452 (MGC2452), mRNA 


NM 032641 


Homo sapiens hypothetical protein MGC2519 (MGC25 19), mRNA 


NM 032638 


Homo sapiens hypothetical protein MGC2306 (MGC2306), mRNA 


NM 032633 


Homo sapiens hypothetical protein MGC5457 (MGC5457), mRNA 


NM 032632 


Homo sapiens hypothetical protein MGC5378 (MGC5378), mRNA 


NMJ)32630 


Homo sapiens HeLa cyclin-dependent kinase 2 interacting protein (CINP), 
mRNA 


NM 032627 


Homo sapiens hypothetical protein MGC3181 (MGC3181), mRNA 


NM 032626 


Homo sapiens hypothetical brain protein my038 (MY038), mRNA 


NM 032624 


Homo sapiens hypothetical brain protein my050 (MY050), mRNA 


NM 032623 


Homo sapiens ovary-specific acidic protein (OSAP), mRNA 


NM 032622 


Homo sapiens multi-PDZ-domam-containing protein (LNX), mRNA 


NM 032620 


Homo sapiens mitochondrial GTP binding protein (GTPBG3), mRNA 


NM 018622 


Homo sapiens presenilins associated rhomboid-like protein (PARL), mRNA 


NM 032498 


Homo sapiens homeobox protein from AL590526 (LOC84528), mRNA 


NM 032600 


Homo sapiens testes development-related NYD-SP17 (NYD-SP17), mRNA 


NM 032599 


Homo sapiens testes development-related NYD-SP18 (NYD-SP18), mRNA 


NM 032594 


Homo sapiens insulinoma-associated protein IA-6 (INSM2), mRNA 


NM 032585 


Homo sapiens testis-specific transcript, Y-linked 6 (TTTY6), mRNA 


NM 032575 


Homo sapiens Kruppel-like zinc finger protein GLIS2 (GLIS2), mRNA 


NM 032573 


Homo sapiens testis-specific protein TSP-NY (TSP-NY), mRNA 


NM 032572 


Homo sapiens ribonuclease 7 (RNASE7), mRNA 


NM_032568 


Homo sapiens GAB A(A) receptors associated protein like 3 (GABARAPL3), 
mRNA 


NM 


Jtiomo sapiens testis-specinc protein iN YD- 1 or 1 (JN x IJ-X or i) 9 mKJN A 


NM 032566 


Homo sapiens esophagus cancer-related gene-2 (ECG2), mRNA 


NM 032562 


Homo sapiens group X1H secreted phosphohpase A2 (PLA2G13), mRNA 


NM 032547 


Homo sapiens short coiled-coil protein (HRIHFB2072), mRNA 


NM 032546 


Homo sapiens ring finger protein 30 (RNF30), mRNA 


NM 032519 


Homo sapiens hypothetical protein HT023 (HT023), mRNA 


NM 032513 


Homo sapiens hypothetical protein MGC1 1303 similar to Zink transporter 2 
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(IVIGV^I 1J03J, itikjna 


JNM U3Z4yO 


TT._. A nn«ia«nD\TAC 1 07 wrA+ain /TJX T A C 1 T7\ .r.r.T>XT A 

Homo sapiens rJNAo-u/ protein (JrNAo-127), mKNA 




Homo sapiens protein related with psoriasis (LOC84518), mRNA 


MM_032471 


Homo sapiens protein kinase (cAMP-dependent, catalytic) inhibitor beta (PKIB), 

TYlPXTA 

nUKJNA 


vnv/T 017707 


Homo sapiens nypotnetical protein r UZU2U3 (rU20zU3), mKNA 


XTAvf 0177<1 
JNJVL UjZZDj 


Homo sapiens nypotnetical protem DKrZp434B227 (DKFZp434B227), mRNA 


XffV/T 01 <I1 "70 
INlvl Uljl /o 


Homo sapiens JvlAAU / i / protem (K1AA0717), mRNA 


NM 032410 


Homo sapiens hook3 protein (HOOK3), mRNA 


XTX X AO 

NM_032108 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domam, (semaphoring 6B (SEMA6B), mRNA 


XTA x m C £ 

NM 015636 


Homo sapiens DKFZP586J01 19 protein (DKFZP586J01 19), mRNA 


NM 015701 


Homo sapiens hypothetical protein (CL25084), mRNA 


NM 015224 


Homo sapiens KIAA1105 protem (RAP140), mRNA 


NM_0323?0 


Homo sapiens nucleolar protein interacting with the FHA domain of pKi-67 
(NirKJ, mKNA 


XTKyf O1710Q 
1NJYL UjZJoo 


Homo sapiens nasopharyngeal carcinoma-related protein (NPCR), mRNA 


Xj\/r 017181 
INIVI UJZjoJ 


Homo sapiens Hermansky-Pudlak syndrome 3 (HPS3), mRNA 


"MA/T 01717B 
1NIV1 UjZj/o 


Homo sapiens nypotnetical protein JrUzUoy / (rLJ20897), mRNA 


XTN/T 01717^ 


Homo sapiens nypotnetical protem MCjC425 1 (MGC425 1), mRNA 


TvFN/T 01717^ 


Homo sapiens nypotnetical protein M(jC2ood (MCjC2865), mRNA 


INIVI UJZj /O 


Homo sapiens nypotnetical protein MGC 16202 (MGC 16202), mRNA 


xTN/f 017170 


Homo sapiens nypotnetical protein Mud 57 16 (MGC 157 16), mRNA 


"MM" 0171£Q 


Homo sapiens nypotnetical protem MGC15oly (MGC15619), mRNA 


MM" 0171A8 


Homo sapiens nypotnetical protem MOC1543o (MGC 15436), mRNA 


XTN/f 01717A 


Homo sapiens nypotnetical protein MGC2562 (MGC2562), mRNA 


"NTN/f 0171AA 


Homo sapiens nypotnetical protein MGCl4/zo (MGC 14726), mRNA 


KTN/f 0171/^7 
INIVI UjZjOZ 


Homo sapiens HhM ,1 protem (Jnhll A ), mKNA 


XTK/f 017K1 


Homo sapiens nypotnetical protem MGC5469 (MGC5469), mRNA 


TSjXyf 017K0 


Homo sapiens nypotnetical protem MGC2404 (MGC2404), mRNA 


XTA/f niT3?0 

NM UiZJjy 


Homo sapiens hypothetical protem MGC4308 (MGC4308), mRNA 


NM U3Z35b 


Homo sapiens hypothetical protem MGC13183 (MGC13183), mRNA 


NM UJZ35/ 


Homo sapiens hypothetical protein MGC12981 (MGC1298D, mRNA 


INM UJZojd 


Homo sapiens nypotnetical protein MGC14151 (MGC14151), mRNA 


JNivl UJZjjj 


Homo sapiens nypotnetical protein MGC13272 (MGC13272), mRNA 


XTN/T 0.171^1 
INIVI UJZJjZ 


Homo sapiens nypotnetical protem MGC 1 1 296 (MGC1 1296), mRNA 


XTK/T ni7icn 


Homo sapiens nypotnetical protein MGC 1 1257 (MGC1 1257), mRNA 


XTA/f 017140 
INIVI yjj^JHy 


Homo sapiens nypotnetical protem MGC 1 1275 (MGC1 1275), mRNA 


XTX/f 0171AK 
INIVI UJZJ'fo 


Homo sapiens hypothetical protein MGC3047 (MGC3047), mRNA 


XTK/f 01714A 
INIVI ujZj*tO 


Homo sapiens nypotnetical protem MGC 13096 (MGC 13096), mRNA 


XTAyf 0171/1^ 

INIVI UjZj^O 


Homo sapiens nypotnetical protein MGC 13 064 (MGC 13064), mRNA 


XJTV/f 0171A1 
INiVI UjZo4j 


Homo sapiens nypotnetical protem MGC 13016 (MGC 13016), mRNA 


XJlV/f 0171A1 
INIVI U JZ 1 


Homo sapiens nypotnetical protem MGC 14844 (MGC 14844), mRNA 


XJAyf 017110 


Homo sapiens nypotnetical protem MGC 1 4832 (MGC 1 4832), mRNA 


"MM 01711/; 
INIVI UjZOOO 


Homo sapiens nypotnetical protem MGC 14799 (MGC14799), mRNA 


NM 032334 


Homo saniens hvoothetical nmtein CbAOkCX&W^ mPNA 


NM 032332 


Homo sapiens hypothetical protein MGC4238 (MGC4238), mRNA 


NM 032331 


Homo sapiens hypothetical protein MGC2408 (MGC2408), mRNA 


NM 032328 


Homo sapiens hypothetical protein MGC12458 (MGC12458), mRNA 


NM 032322 


Homo sapiens hypothetical protein MGC13061 (MGC13061), mRNA 


NM_032321 


Homo sapiens hypothetical protein MGC13057 (MGC13057), mRNA 


NM 032319 


Homo sapiens chromosome 2 open reading frame 7 (C2orf7), mRNA 
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NM 032315 


Homo sapiens hypothetical protein MGC4399 (MGC4399), mRNA 


NM 032314 


Homo sapiens hypothetical protem MGC4767 (MGC4767), mRNA 


NM 032313 


Homo sapiens hypothetical protein MGC3232 (MGC3232), mRNA 


NM 032312 1 


Homo sapiens hypothetical protein MGC1 1061 (MGC1 1061), mRNA 


NM 032310 


Homo sapiens hypothetical protein MGC1 1115 (MGC1 1115), mRNA 


NM 032307 


Homo sapiens hypothetical protein MGC10999 (MGC10999), mRNA 


NM 032303 


Homo sapiens hypothetical protein MGC10940 (MGC10940), mRNA 


NM 032302 


Homo sapiens hypothetical protein MGC1091 1 (MGC1091 1), mRNA 


NM 032301 


Homo sapiens hypothetical protein MGC10870 (MGC10870), mRNA 


NM 032300 


Homo sapiens hypothetical protein MGC10854 (MGC10854), mRNA 


NM 032298 


Homo sapiens hypothetical protein DKFZp7610132 (DKFZp7610132), mRNA 


NM 032297 


Homo sapiens hypothetical protein DKFZp761D112 (DKFZp761D112), mRNA 


NM 032296 


Homo sapiens hypothetical protein DKFZp761A132 (DKFZp761A132), mRNA 


NMJ)32295 


Homo sapiens hypothetical protein DKFZp761N0624 (DKFZp761N0624), 
mRNA 


NM_032294 


Homo sapiens hypothetical protein DKFZp761M0423 (DKFZp761M0423), 
mRNA 


NM 032289 


Homo sapiens hypothetical protein DKFZp761B0514 (DKFZp761B0514), 
mRNA 


NM_032287 


Homo sapiens hypothetical protein DKFZp761017121 (DKFZp761017121), 
mRNA 


NM 032280 


Homo sapiens hypothetical protein DKFZp761J139 (DKFZp761J139), mRNA 


NM 032278 


Homo sapiens hypothetical protein DKFZp547P082 (DKFZp547P082), mRNA 


NM 032274 


Homo sapiens hypothetical protein DKFZp547F072 (DKFZp547F072), mRNA 


NM 032271 


Homo sapiens hypothetical protein DKFZp586I021 (DKFZp586I021), mRNA 


NM 032270 


Homo sapiens hypothetical protein DKFZp586Jl 1 19 (DKFZp586Jl 119), mRNA 


NM 032269 


Homo sapiens hypothetical protein DKFZp434I099 (DKFZp434I099), mRNA 


NM 032266 


Homo sapiens hypothetical protein DKFZp434Gl 18 (DKFZp434G118), mRNA 


NM 032265 


Homo sapiens hypothetical protein DKFZp434N127 (DKFZp434N127), mRNA 


NM 032262 


Homo sapiens hypothetical protein DKFZp434N035 (DKFZp434N035), mRNA 


NMJB2257 


Homo sapiens hypothetical protein DKFZp434N2435 (DKFZp434N2435), 
mRNA 


NM_032256 


Homo sapiens hypothetical protein DKFZp434K2435 (DKFZp434K2435), 
mRNA 


NM 032255 


Homo sapiens hypothetical protein DKFZp434I1930 (DKFZp434I1930), mRNA 


NM 032254 


Homo sapiens hypothetical protein DKFZp434F142 (DKFZp434F142), mRNA 


NMJB2247 


Homo sapiens hypothetical protein DKFZp434E0519 (DKFZp434E0519), 
mRNA 


NM 032242 


Homo sapiens hypothetical protein DKFZp564A176 (DKFZp564A176), mRNA 


NM 032238 


Homo sapiens hypothetical protein FLJ23416 (FU23416), mRNA 


NM 032235 


Homo sapiens hypothetical protein FU23138 (FU23138), mRNA 


NM 032234 


Homo sapiens hypothetical protein FU23059 (FLJ23059), mRNA 


NM 032233 


Homo sapiens hypothetical protein FLJ23027 (FLJ23027), mRNA 


NM 032229 


Homo sapiens hypothetical protein FLJ22774 (FLJ22774), mRNA 


NM 032221 


Homo sapiens hypothetical protein FLJ22369 (FLJ22369), mRNA 


NM 032213 


Homo sapiens hypothetical protein FLJ21977 (FLJ21977), mRNA 


NM_032212 


Homo sapiens similar to DNA-directed RNA polymerase I (135 kDa) (Rpol-2), 
mRNA 


NM 032207 


Homo sapiens hypothetical protein FLJ21742 (FU21742), mRNA 


NM 032205 


Homo sapiens hypothetical protein FLJ21615 (FU21615), mRNA 


NM 032196 


Homo sapiens hypothetical protein KIAA1259 (KIAA1259), mRNA 


NM 032192 


Homo sapiens hypothetical protein FU20940 (FLJ20940), mRNA 
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NM 032191 


Homo sapiens hypothetical protein FLJ14326 (FLJ14326), mRNA 


NM 032187 


Homo sapiens hypothetical protein FU14026 (FU14026), mRNA 


NM 032186 


Homo sapiens hypothetical protein FLJ13964 (FLJ13964), mRNA 


NM 032181 


Homo sapiens hypothetical protein FLJ13391 (FIJ13391), mRNA 


NM 032179 


Homo sapiens hypothetical protein FLJ20542 (FLJ20542), mRNA 


NM 032178 


Homo sapiens hypothetical protein FLJ13291 (FLJ13291), mRNA 


NM 032175 


Homo sapiens hypothetical protein FLJ12787 (FLJ12787), mRNA 


NM 032174 


Homo sapiens hypothetical protein FLJ12770 (FLJ12770), mRNA 


NM 032169 


Homo sapiens hypothetical protein FLJ12592 (FLJ12592), mRNA 


NM 032164 


Homo sapiens hypothetical protein FLJ12298 (FLJ12298), mRNA 


NM 032162 


Homo sapiens hypothetical protein FIJI 1952 (FIJI 1952), mRNA 


NM 032155 


Homo sapiens hypothetical protein DKFZp547I094 (DKFZp547I094), mRNA 


NM 032152 


Homo sapiens PRAM-1 protein (PRAM-1), mRNA 


NM 032149 


Homo sapiens hypothetical protein DKFZp434G072 (DKFZP434G072), mRNA 


NM_032147 


Homo sapiens hypothetical protein DKFZp434D0127 (DKFZP434D0127), 
mRNA 


NM_032146 


Homo sapiens hypothetical protein DKFZp434L1123 similar to mouse Arl6 
(DKFZP434L1 123), mRNA 


NM_032143 


Homo sapiens hypothetical protein DKFZp434B1727 (DKFZP434B1727), 
mRNA 


NM 032142 


Homo sapiens hypothetical protein FLJ10352 (FLJ10352), mRNA 


NM_032141 


Homo sapiens hypothetical protein DKFZp434K1421 (DKFZP434K1421), 
mRNA 


NM_032140 


Homo sapiens hypothetical protein DKFZp434A1319 (DKFZP434A1319), 
mRNA 


NM_032135 


Homo sapiens hypothetical protein DKFZp434F1017 (DKFZP434F1017), 
mRNA 


NM_032134 


Homo sapiens hypothetical protein DKFZp434P0316 (DKFZP434P0316), 
mRNA 


NM_032131 


Homo sapiens hypothetical protein DKFZp434P0714 (DKFZP434P0714), 
mRNA 


NM 032130 


Homo sapiens hypothetical protein DKFZp434J01 13 (DKFZP434J01 13), mRNA 


NM_032129 


Homo sapiens hypothetical protein DKFZp434H2010 (DKFZP434H2010), 
mRNA 


NM 032128 


Homo sapiens hypothetical protein DKFZp566Ml 14 (DKFZP566M1 14), mRNA 


NM_032127 


Homo sapiens hypothetical protein DKFZp566M1046 (DKFZP566M1046), 
mRNA 


NM 032126 


Homo sapiens hypothetical protein DKFZp564J047 (DKFZP564J047), mRNA 


NM_032124 


Homo sapiens hypothetical protein DKFZp564D1378 (DKFZP564D1378), 
mRNA 


NM_032121 


Homo sapiens hypothetical protein DKFZp564K142 similar to implantation- 
associated protein (DKFZp564K142), mRNA 


NM_032118 


Homo sapiens hypothetical protein FLJ12953 similar to Mus musculus D3Mm3e 
(FIJI 2953), mRNA 


NM 032117 


Homo sapiens GAT protein (GAJ), mRNA 


NM_032116 


Homo sapiens hypothetical protein MGC2599 similar to katanin p60 subunit A 1 
2599 (MGC2599), mRNA 


NM 032112 


Homo sapiens mitochondrial ribosomal protein L43 (MRPL43), mRNA 


NM 020898 


Homo sapiens KIAA1536 protein (KIAM536), mRNA 


NM 020726 


Homo sapiens neurolysin (metallopeptidase M3 family) (NLN), mRNA 


NM 020707 


Homo sapiens KIAA1 173 protein (KIAA1 173), mRNA 


NM 018670 


Homo sapiens hypothetical protein (IR1899308), mRNA 
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NM 018385 


Homo sapiens hypothetical protein FUl 1301 (FIJI 1301), mRNA 


NM 018064 


Homo sapiens hypothetical protein FLJ10342 (FLJ10342), mRNA i 


NMJ) 17607 


Homo sapiens protem phosphatase 1, regulatory (inhibitor) subunit 12C 
(PPP1R12Q, mRNA 


NM 015645 


Homo sapiens DKFZP586B0621 protein (CTRP5), mRNA 


NM 015528 


Homo sapiens DKFZP566H073 protein (DKFZP566H073), mRNA 


NM 015512 


Homo sapiens DKFZP434A236 protem (DKFZP434A236), mRNA 


NM 015426 


Homo sapiens DKFZP434C245 protein (DKFZP434C245), mRNA 


NM 015292 


Homo sapiens KIAA0747 protem (KIAA0747), mRNA 


NMJH5236 


Homo sapiens KIAA0768 protein (LEC3), mRNA 


NM 015196 


Homo sapiens KIAA0922 protein (KIAA0922), mRNA 


NM 015112 


Homo sapiens KIAA0807 protein (MAST205), mRNA 


NM 015070 


Homo sapiens KIAA0853 protein (KIAA0853), mRNA 


NM 032308 


Homo sapiens hypothetical protein MGC4189 (MGC4189), mRNA 


NM 004801 


Homo sapiens neurexin 1 (NRXN1), mRNA 


NM 001221 


Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) II 
delta (CAMK2D), mRNA 


NM_0 15208 


Homo sapiens KIAA0874 protein (KIAA0874), mRNA 


NM 032043 


Homo sapiens BRCA1 -interacting protein 1 (BRJP1), mRNA 


NM_032040 


Homo sapiens hypothetical protein DKFZp564K0322 (DKFZP564K0322), 
mRNA 


NM 032037 


Homo sapiens senne/threomne protem kinase SSTK (SSTK), mRNA 


NM 032033 


Homo sapiens FKSG43 (FKSG43), mRNA 


NM 032032 


Homo sapiens FKSG42 (FKSG42), mRNA 


NM 032031 


Homo sapiens FKSG17 (FKSG17), mRNA 


NM 032029 


Homo sapiens FKSG87 protem (FKSG87), mRNA 


NM 032026 


Homo sapiens CDA1 1 protein (CDA1 1), mRNA 


NM 032024 


Homo sapiens CDA017 protem (CDA017), mRNA 


NM 032023 


Homo sapiens AD037 protein (AD037), mRNA 


NM 032022 


Homo sapiens AD036 protein (AD036), mRNA 


NM 031956 


Homo sapiens NYD-SP14 protein (NYD-SP14), mRNA 


NM 031954 


Homo sapiens MSTP028 protein (MSTP028), mRNA 


NM 031953 


Homo sapiens MSTP043 protein (MSTP043), mRNA 


NM 031936 


Homo sapiens G protein-coupled receptor 61 (GPR61), mRNA 


NM 031934 


Homo sapiens RAB34, member RAS oncogene family (RAB34), mRNA 


NM_031933 


Homo sapiens wingless-type MMTV integration site family, member 8A 
(WNT8A), transcript variant 1, mRNA 


NM 031932 


Homo sapiens testis transcript Y 14 (TTY14), mRNA 


NM 031931 


Homo sapiens testis transcript Y 13 (TTY13), mRNA 


NM 031930 


Homo sapiens testis transcript Y 12 (TTY12), mRNA 


NM 031929 


Homo sapiens testis transcript Y 1 1 (TTY1 1), mRNA 


NM 031927 


Homo sapiens testis transcript Y 9 (TTY9), mRNA 


NM 031926 


Homo sapiens testis transcript Y 7 (TTY7), mRNA 


NM_031925 


Homo sapiens transmembrane protein induced by tumor necrosis factor alpha 
(TMP1T), mRNA 


JNM UJiyz4 


Homo sapiens radial spoke protein 3 (RSP3), mRNA 


NM 031917 


Homo sapiens angiopoietin-related protein 5 (ARP5), mRNA 


NM 031948 


Homo sapiens marapsin (MPN), mRNA 


NM_031908 


Homo sapiens complement-clq tumor necrosis factor-related protein 2 (CTRP2), 
mRNA 


NM 031905 


Homo sapiens hypothetical protein MGC3195 (MGC3195), mRNA 


NM 031889 


Homo sapiens enamelin (ENAM), mRNA 
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NM 022447 


Homo sapiens topoisomerase-related function protein 4-2 (TRF4-2), mRNA 


NM 031485 


Homo sapiens glutamate rich WD repeat protein GRWD (GRWD), mRNA 


NM 031484 


Homo sapiens hypothetical protein MGC4415 (MGC4415), mRNA 


NM 031479 


Homo sapiens hypothetical protein MGC4638 (MGC4638), mRNA 


NM_031474 


Homo sapiens hypothetical protein DKFZp761G1913 (DKFZP761G1913), 
mRNA 


NM 031466 


Homo sapiens KIAA1882 protein (MGC4737), mRNA 


NM 031465 


Homo sapiens hypothetical protein MGC13204 (MGC13204), mRNA 


NMJ)31464 


Homo sapiens hypothetical protein MGC1 1287 similar to ribosomal protein S6 
kinase , (MGC1 1287), mRNA 


NM 031459 


Homo sapiens sestrin 2 (SES2), mRNA 


NM 031455 


Homo sapiens hypothetical protein DKFZp761F241 (DKFZP761F241), mRNA 


NM 031453 


Homo sapiens hypothetical protein MGC1 1034 (MGC1 1034), mRNA 


NM 031452 


Homo sapiens hypothetical protein MGC2560 (MGC2560), mRNA 


NM 031449 


Homo sapiens KIAA1886 protein (DKFZP761I2123), mRNA 


NM 031447 


Homo sapiens hypothetical protein MGC13033 (MGC13033), mRNA 


NM 031446 


Homo sapiens hypothetical protein PNAS-1 31 (PNAS-131), mRNA 


NM 031437 


Homo sapiens hypothetical protein MGC10823 (MGC10823), mRNA 


NM 031436 I 


Homo sapiens hypothetical protein MGC10612 (MGC10612), mRNA 


NM 031435 


Homo sapiens hypothetical protein DKFZp564I0422 (DKFZP564I0422), mRNA 


NM 031430 


Homo sapiens rab interacting lysosomal protein (RILP), mRNA 


NM 031425 


Homo sapiens hypothetical protein MGC 108 12 (MGC10812), mRNA 


NM 031423 


Homo sapiens hypothetical protein NUF2R (NUF2R), mRNA 


NM_031421 


Homo sapiens hypothetical protein DKFZp434H01 15 (DKFZP434H0115), 
mRNA 


NM_031412 


Homo sapiens GABA(A) receptor-associated protein like 1 (GABARAPL1), 
mRNA 


NM 004637 


Homo sapiens RAB7, member RAS oncogene family (RAB7), mRNA 


NM 031283 


Homo sapiens HMG-box transcription factor TCF-3 (TCF-3), mRNA 


NM 031307 


Homo sapiens hypothetical protein FKSG32 (FKSG32), mRNA 


NM 031305 


Homo sapiens hypothetical protein DKFZp564Bl 162 (DKFZP564B1 162), 
mRNA 


NM 031301 


Homo sapiens hypothetical protein DKFZp564D0372 (DKFZP564D0372), 
mRNA 


NM 031298 


Homo sapiens hypothetical protein MGC2963 (MGC2963), mRNA 


NM 031293 


Homo sapiens hypothetical protein DKFZp434G131 (DKFZP434G131), mRNA 


NMJ)31292 


Homo sapiens hypothetical protein DKFZp434G1415 (DKFZP434G1415), 
mRNA 


NM 031288 


Homo sapiens PAP-1 binding protein (PAPA-1), mRNA 


NM 031284 


Homo sapiens hypothetical protein DKFZp434B195 (DKFZP434B195), mRNA 


NM 030972 


Homo sapiens hypothetical protein MGC5384 (MGC5384), mRNA 


NM_030901 


Homo sapiens olfactory receptor, family 7, subfamily A, member 17 (OR7A17), 
mRNA 


NM 017990 


Homo sapiens hypothetical protein FU10079 (FLJ10079), mRNA 


NM 031219 


Homo sapiens hypothetical protein MGC12904 (MGC12904), mRNA 


NM 031218 


Homo sapiens hypothetical protein FU12488 (FLJ12488), mRNA 


NM 031214 


Homo sapiens hypothetical protein AF31 1304 (AF3 1 1304), mRNA 


NM 031210 


Homo sapiens hypothetical protein DC50 (DC50), mRNA 


NM 031207 


Homo sapiens hypothetical protein HT036 (HT036), mRNA 


NM 007013 


Homo sapiens WW domain-containing protein 1 (WWP1), mRNA 


NM 030897 


Homo sapiens hypothetical protein FLJ21617 (FLJ21617), mRNA 


NM 030978 


Homo sapiens hypothetical protein similar to actin related protein 2/3 complex, 
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subunit 5 (MGC3038), mRNA 


NM 030971 


Homo sapiens similar to rat tricarboxylate carrier-like protein (BA108L7.2), 
mRNA 


NM_030965 


Homo sapiens similar to sialyltransferase 7 ((alpha-N-acetylneuraminyl 2,3- 
betagalactosyl-l,3)-N-acetyl galactosaminide alpha-2,6-sialyltransferase) E 
(MGC3184), mRNA 


NM 030960 


Homo sapiens sperm acrosome associated 1 (SPACA1), mRNA 


NM_030958 


Homo sapiens organic anion transporter polypeptide-related protein 4 
(OATPRP4), mRNA 


NM 030952 


Homo sapiens hypothetical protein DKFZp434J037 (DKFZP434J037), mRNA 


NM_030940 


Homo sapiens hypothetical protein MGC4276 similar to CG8198 (MGC4276), 
mRNA 


NM 030937 


Homo sapiens hypothetical protein hCLA-iso (HCLA-ISO), mRNA 


NM 030929 


Homo sapiens hypothetical protein FKSG28 (FKSG28), mRNA 


NM 030921 


Homo sapiens hypothetical protein DC42 (DC42), mRNA 


NM_030917 


Homo sapiens hypothetical protein DKFZp586K0717 (DKFZP586K0717), 
mRNA 


NM 030915 


Homo sapiens hypothetical protein DKFZp566J091 (DKFZP566J091), mRNA 


NM 030914 


Homo sapiens hypothetical protein MGC2668 (MGC2668), mRNA 


NM 030907 


Homo sapiens hypothetical protein MGC10731 (MGC10731), mRNA 


NM 030895 


Homo sapiens hypothetical protein FLJ14129 (FLJ14129), mRNA 


NM 030891 


Homo sapiens leucine-rich repeat-containing 3 (LRRC3), mRNA 


NM 030755 


Homo sapiens thioredoxin domain-containing (TXNDC), mRNA 


NM 030819 


Homo sapiens hypothetical protein MGC1 1335 (MGC1 1335), mRNA 


NM 030814 


Homo sapiens hypothetical protein GL012 (GL012), mRNA 


NM 030810 


Homo sapiens hypothetical protein MGC3178 (MGC3178), mRNA 


NM_030804 


Homo sapiens hypothetical protein DKFZp434E2135 (DKFZP434E2135), 
mRNA 


NM 030794 


Homo sapiens hypothetical protein FLJ21007 (FLJ21007), mRNA 


NM 030759 


Homo sapiens nuclear receptor binding factor-2 (NRBF-2), mRNA 


NM 030795 


Homo sapiens stathmin-like 4 (STMN4), mRNA 


NM 020909 


Homo sapiens KIAA1548 protein (KIAA1548), mRNA 


NM 018023 


Homo sapiens hypothetical protein FLJ10201 (FIJI 0201), mRNA 


NM_023009 


Homo sapiens macrophage myristoylated alanine-rich C kinase substrate 
(MACMARCKS), mRNA 


NM 025230 


Homo sapiens hypthetical protein PR02389 (PR02389), mRNA 


NM 025222 


Homo sapiens hypothetical protein PRO2730 (PRO2730), mRNA 


NM 025170 


Homo sapiens hypothetical protein FU12987 (FU12987), mRNA 


NM 024681 


Homo sapiens hypothetical protein FIJI 2242 (FIJI 2242), mRNA 


NM 024928 


Homo sapiens hypothetical protein FLJ22559 (FLJ22559), mRNA 


NM_0 17578 


Homo sapiens AKAP-binding sperm protein ropporin (DKPZp434B1222), 
mRNA 


NM 030642 


Homo sapiens apolipoprotein L, 5 (APOL5), mRNA 


NM 024513 


Homo sapiens FYVE and coiled-coil domain containing 1 (FYCOl), mRNA 


NM 030621 


Homo sapiens helicase-moi (KIAA0928), mRNA 


NM 030641 


Homo sapiens apolipoprotein L, 6 (APOL6), mRNA 


NM 025190 


Homo sapiens KIAA1641 protein (KIAA1641), mRNA 


NM 025040 


Homo sapiens hypothetical protein FU21941 (FLJ21941), mRNA 


NM 030613 


Homo sapiens hypothetical protein FU21628 (FLJ21628), mRNA 


NM 024820 


Homo sapiens KIAA1608 protein (KIAA1608), mRNA 


NM 018015 


Homo sapiens hypothetical protein FU10178 (FIJ10178), mRNA 


NM 024762 


Homo sapiens hypothetical protein FLJ21603 (FU21603), mRNA 
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NM 024329 


Homo sapiens hypothetical protein MGC4342 (MGC4342), mRNA 


NM 024087 


Homo sapiens DKFZP564L0862 protein (DKFZP564L0862), mRNA 


NM_030594 


Homo sapiens cytoplasmic polyadenylation element binding protem (CPEB1), 
mRNA 


NM 025084 


Homo sapiens hypotheticaljprotein FLJ22795 (FLJ22795), mRNA 


NM 025090 


Homo sapiens KIAA1453 protein (KIAA1453), mRNA 


NM 024939 


Homo sapiens hypothetical protem FU21918 (FU21918), mRNA 


NM 024903 


Homo sapiens hypothetical protein FLJ14297 (FLJ14297), mRNA 


NM 024793 


Homo sapiens KIAA0643 protein (KIAA0643), mRNA 


NM 024718 


Homo sapiens hypothetical protein FLJ10101 (FLJ10101), mRNA 


NM 015652 


Homo sapiens DKFZP564P1916 protein (DKFZP564P1916), mRNA 


NM 025189 


Homo sapiens hypothetical protein FLJ13659 (FU13659), mRNA 


NM 025021 


Homo sapiens KIAA0616 protein (KIAA0616), mRNA 


NM 025010 


Homo sapiens KIAA0795 protein (KIAA0795), mRNA 


NM 024894 


Homo sapiens hypothetical protein FLJ14075 (FLJ14075), mRNA 


NM_024840 


Homo sapiens hypothetical protein FLJ13590 (FLJ13590), mRNA 


NM 022782 


Homo sapiens M-phase phosphoprotein 9 (MPHOSPH9), mRNA 


NM_017558 


Homo sapiens hypothetical protein DKFZp434L0850 (DKFZp434L0850), 
mRNA 


NM 030580 


Homo sapiens hypothetical protein MGC10520 (MGC10520), mRNA 


NM 025195 


Homo sapiens phosphoprotein regulated by mitogenic pathways (C8FW), mRNA 


NM 030581 


Homo sapiens hypothetical protein FLJ12270 (FLJ12270), mRNA 


NM 030577 


Homo sapiens hypothetical protem MGC10993 (MGC10993), mRNA 


NM 030576 


Homo sapiens hypothetical protein MGC10986 (MGC10986), mRNA 


NM 030575 


Homo sapiens hypothetical protein MGC10334 (MGC10334), mRNA 


NM 030572 


Homo sapiens hypothetical protein MGC10946 (MGC10946), mRNA 


NM_030571 


Homo sapiens hypothetical protein MGC10924 similar to Nedd4 WW-binding 
protein 5 (MGC10924), mRNA 


NM 030569 


Homo sapiens hypothetical protein MGC10848 (MGC10848), mRNA 


NM 030568 


Homo sapiens hypothetical protein MGC10818 (MGC10818), mRNA 


NM 030567 


Homo sapiens hypothetical protem MGC10772 (MGC10772), mRNA 


NM 025164 


Homo sapiens KIAA0999 protein (KIAA0999), mRNA 


NM 025132 


Homo sapiens KIAA1638 protein (KIAA1638), mRNA 


NM 024668 


Homo sapiens hypothetical protein FLJ20288 (FU20288), mRNA 


NM 024547 


Homo sapiens KIAA0467 protein (KIAA0467), mRNA 


NM 018418 


Homo sapiens hypothetical protein (HSD-3.1), mRNA 


NM 025182 


Homo sapiens hypothetical protein FIJI 1560 (FLJ11560), mRNA 


NM_025168 


Homo sapiens LAP (leucine-rich repeats and PDZ) and no PDZ protein (LANO), 
mRNA 


NM 025081 


Homo sapiens KIAA1305 protein (KIAA1305), mRNA 


NM 024750 


Homo sapiens leucine-rich repeat-containing 2 (LRRC2), mRNA 


NM 025266 


Homo sapiens hypothetical protein MGC2780 (MGC2780), mRNA 


NM 025265 


Homo sapiens hypothetical protein MGC2776 (MGC2776), mRNA 


NM 025264 


Homo sapiens hypothetical protein MGC2454 (MGC2454), mRNA 


NM 025247 


Homo sapiens hypothetical protein MGC5601 (MGC5601), mRNA 


NM 025246 


Homo sapiens hypothetical protein MGC3295 (MGC3295), mRNA 


NM 025234 


Homo sapiens recombination protein REC14 (REC14), mRNA 


NM 025221 


Homo sapiens calsenilin-like protein (CALP), mRNA 


NM 025207 


Homo sapiens hypothetical protein PP591 (PP591), mRNA 


NM 025204 


Homo sapiens hypothetical protein PP2447 (PP2447), mRNA 


NM 025203 


Homo sapiens hypothetical protein FLJ21945 (FU21945), mRNA 


NM 025199 


Homo sapiens hypothetical protein FU20886 (FLJ20886), mRNA 
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NM_025197 


Homo sapiens hypothetical protein FLJ13660 similar to CDK5 activator-binding 
protein C53 (FLJ13660), mRNA 


NM 025187 


Homo sapiens hypothetical protein FLJ12076 (FLJ12076), mRNA 


NM 025184 


Homo sapiens hypothetical protein FLJ22843 (FLJ22843), mRNA 


NM 025181 


Homo sapiens hypothetical protem FLJ22004 (FLJ22004), mRNA 


NM 025163 


Homo sapiens hypothetical protem FLJ12768 (FLJ12768), mRNA 


NM 025159 


Homo sapiens hypothetical protein FIJI 1577 (FIJI 1577), mRNA 


NM 025157 


Homo sapiens hypothetical protein FLJ23042 (FLJ23042), mRNA 


NM 025155 


Homo sapiens hypothetical protem FIJI 1 848 (FUl 1848), mRNA 


NM 025152 


Homo sapiens hypothetical protem FLJ12660 (FLJ12660), mRNA 


NM 025150 


Homo sapiens hypothetical protein FLJ12528 (FLJ12528), mRNA 


NM 025147 


Homo sapiens hypothetical protem FIJI 3448 (FIJI 3448), mRNA 


NM 025146 


Homo sapiens hypothetical protein FLJ13194 (FU13194), mRNA 


NM 025145 


Homo sapiens hypothetical protein FLJ22944 (FU22944), mRNA 


NM 025143 


Homo sapiens hypothetical protein FLJ20856 (FLJ20856), mRNA 


NM 025140 


Homo sapiens hypothetical protein FLJ22471 (FLJ22471), mRNA 


NM 025139 


Homo sapiens hypothetical protem FIJ12584 (FLJ12584), mRNA 


NM 025134 


Homo sapiens hypothetical protein FLJ12178 (FLJ12178), mRNA 


NM 025133 


Homo sapiens hypothetical protem FIJ12673 (FLJ12673), mRNA 


NM 025130 


Homo sapiens hypothetical protein FLJ22761 (FLJ22761), mRNA 


NM 025129 


Homo sapiens hypothetical protein FIJ22688 (FLJ22688), mRNA 


NM 025118 


Homo sapiens hypothetical protein FLJ133 10 (FLJ133 10), mRNA 


NM 025115 


Homo sapiens hypothetical protein FLJ23263 (FLJ23263), mRNA 


NM_025113 


Homo sapiens hypothetical protein FU21562 (FLJ21562), mRNA 


NM 025112 


Homo sapiens hypothetical protein MGC1 1349 (MGC1 1349), mRNA 


NM_025108 


Homo sapiens hypothetical protein FLJ13909 (FLJ13909), mRNA 


NM 025107 


Homo sapiens hypothetical protein FU21269 (FIJ21269), mRNA 


NM 025105 


Homo sapiens hypothetical protein FLJ12409 (FLJ12409), mRNA 


NM 025104 


Homo sapiens hypothetical protein FU13087 (FLJ13087), mRNA 


NM 025103 


Homo sapiens capillary morphogenesis protem l (CMGl), mRNA 


NM 025100 


Homo sapiens hypothetical protein FLJ12294 (FLJ12294), mRNA 


NM 025093 


Homo sapiens hypothetical protein FIJI 1 827 (FIJI 1 827), mRNA 


NM 025092 


Homo sapiens hypothetical protein FLJ22635 (FIJ22635), mRNA 


NM 025088 


Homo sapiens hypothetical protein FLJ13241 (FLJ13241), mRNA 


NM 025087 


Homo sapiens hypothetical protein FLJ215H (FLJ215H), mRNA 


NM 025082 


Homo sapiens hypothetical protein FU13 111 (FIJI 3 1 1 1), mRNA 


NM 025075 


Homo sapiens hypothetical protein FU23445 (FLJ23445), mRNA 


NM 025074 


Homo sapiens hypothetical protein FLJ22031 (FLJ22031), mRNA 


NM 025073 


tt • Y . i * tir 4 i >» r\ ahy t/* 4 y y* r\X tty "VTA 

Homo sapiens hypothetical protein FLJ21 168 (FLJ21 168), mRNA 


NM 025071 


Homo sapiens hypothetical protem FLJ12190 (FU12190), mRNA 


NM 025069 


Homo sapiens hypothetical protem FLJ14299 (FLJ14299), mRNA 


NM 025067 


Homo sapiens hypothetical protein FLJ14106 (FU14106), mRNA 


NM 025064 


Homo sapiens hypothetical protein FIJ23604 (FLJ23604), mRNA 


NM 025063 


Homo sapiens hypothetical protein FLJ23550 (FLJ23550), mRNA 


NM 025059 


Homo sapiens hypothetical protem FU23305 (fcU233U5), mRNA 


NM 025057 


Homo sapiens hypothetical protein FLJ23189 (FLJ23189), mRNA 


NM 025056 


Homo sapiens hypothetical protein FLJ23185 (FLJ23185), mRNA 


NM 025052 


Homo sapiens hypothetical protein FLJ23074 (FLJ23074), mRNA 


NM 025049 


Homo sapiens hypothetical protein FLJ22692 (FLJ22692), mRNA 


NM 025048 


Homo sapiens hypothetical protein FLJ22684 (FLJ22684), mRNA 


NM 025047 


Homo sapiens hypothetical protein FLF22595 (FLJ22595), mRNA 
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\TH M AA^A ill* 

NM 025045 


TT - — U«p««tViafi'nn1 nrA+oin TJT TOO^ftO /'TIT TOO SO^ ml? XT A 

Homo sapiens hypothetical protein ruzzjoz (ruzzjoz), itikjna 


NM 025031 


Homo sapiens nypotneticai protein rLJZiu/j (rjuziu/jj, itijkjna 


NM 025030 


tt — — UtmnfVtafi'nol /t+oiit T?T TO H 000 A?T TOf lQOO t ml? AT A 

Homo sapiens nypotneticai protein ruzuy/z (ruzu:/ /zj, itikjna 


NM 025026 


Homo sapiens nypotneticai protein run iu/ {ruiHiu/j, itlkina 


NM 025025 


Homo sapiens hypothetical protein ru 141UU (flJ 141UU), nuuNA 


NM 025024 


Homo sapiens hypothetical protein ru 14UoZ (ru i4Uoz j, iiikjna 


NM 025023 


Homo sapiens hypothetical protein FU14U69 (rJU I40oy), ixikjna 


NM 025019 


Homo sapiens likely ortholog 01 mouse tubulin alpha 4 (rLJ l jy4U), mKlSA 


NM_ 025012 


Homo sapiens hypothetical protein rLJ 13769 (rlJ137oy;, mKJNA 


NM 025009 


tt - L.-.-i1.«^»-1 "CT T1 0 /C0 1 /XT Til /CO 1 \ _-T>XT A 

Homo sapiens hypothetical protein FLJ13621 (FJLJ 13621), mKJNA 


NM 025008 


Homo sapiens hypothetical protein FLJ13544 (FLJ13544), mRNA 


NM 025006 


Homo sapiens hypothetical protein FLJ13373 (F1J13373), mRNA 


NM 025004 


Homo sapiens hypothetical protein FLJ13215 (rU13215), mKJNA 


NM 025003 


w-r • * -i , • 1 _ A _ • T7T T1 O 1 ^"/T /TfT T1T 1 _-T>XT A 

Homo sapiens hypothetical protem FIJI 3 166 (FU13166), mKJNA 


NM 025002 


tt • 1 . i , • i i • i »i' Tl O 1 /T?T Tl O 1 _.T)\TA 

Homo sapiens hypothetical protem FLJ13162 (FLJ13162), mRJNA 


NM 025001 


t-t • 1 ■ i i * -t i • i' <r T1 O 1 AC /T?T Tl O 1 AC\ _.T)\T A 

Homo sapiens hypothetical protem FLJ 13 105 (FU 13 105), mRNA 


NM 025000 


tt ' 1 jJt^ t a. ' TTT T1 O AAZT /T7T Tl T AA^\ ->.T)\TA 

Homo sapiens hypothetical protem FLJ13096 (FLJ 13096), mKJNA 


NM 024997 


Homo sapiens hypothetical protein FLJ12668 (FLJ1266o), mRNA 


NM 024993 


Homo sapiens hypothetical protem FLJ12568 (FLJ12568), mRNA 


NM 024992 


tt 1 it i • i . t^T TlOf /n /T7T T1 O C /I — -T>XT A 

Homo sapiens hypothehcal protem FLJ12547 (FU 12547), mRNA 


NM 024989 


tt * t_ _ t x_ ' TTT T1 T5 ^7*7 /TTT T1 11\ —^.T) XT A 

Homo sapiens hypothetical protem FLJ 12377 (FLJ 1237 /), mRNA 


NM 024988 


Homo sapiens hypothetical protem FLJ12355 (FLJ12355), mRNA 


NM 024986 


*« i . i , ■ 1 . t^T T1H11 /T?T T1 OTT 1\ T>\T A 

Homo sapiens hypothetical protem FLJ12331 (FLJ12331), mRNA 


NM_024980 


Homo sapiens hypothetical protem FU 12132 (FU12132), mRNA 


NM 024979 


Homo sapiens hypothetical protem FU12122 (FU12122), mRNA 


NM 024978 


tt * 1 il j ' 1 j. t*T Tl 1111 /CT Tl 1 1 1 1 \ .,.„f> VT A 

Homo sapiens hypothetical protem FU12121 (FU12121), mRNA 


NM 024971 


tt * 1_ . • 1 a • TTT T1 1*71^ /TTT T1 1 Tl /T\ — —T>XTA 

Homo sapiens hypothetical protem FU1 1726 (FU1 1726), mRNA 


^ TTfc *■ /-\ ^ A r\ *y dfx 

NM 024970 


tt i xi_ jj 1 _ A * TTT ti 1*711 /ct ti 1 rrii\ __t>xt a 

Homo sapiens hypothetical protem FU1 1722 (FU1 1722), mRNA 


NM 024969 


tt • 1 x1_ J.' 1 a * T'T T1 nrtl /TTT T1 nA"3\ „T)\T A 

Homo sapiens hypothetical protem FU1 1703 (FU1 1703), mRNA 


NM 024966 


tt • 1 ,t ■ ' i . * t"«t T1 1 f HO /TTT Tl 1 CAO\ --. ,-. T> > T A 

Homo sapiens hypothetical protem FUl 1598 (FUl 1598), mRNA 


NM 024961 


tt • 1 .i , • i , • t*»T T1 1 THfl /T^T T1 1T7rt\ TI\T A 

Homo sapiens hypothetical protem FUl 1 370 (FUl 1 370), mRNA 


NM 024959 


tt • 1 . 1 , ■ -t , T^T TIIIOI /T~»T T1inl\ T> \T A 

Homo sapiens hypothetical protem FU22233 (FU22233), mRNA 


NM 024957 


tt • 1 ,i . • « , t*«t TH^O^ /T*»T TH /" O /T \ Ti XT A 

Homo sapiens hypothetical protem FU22686 (FU22686), mRNA 


NM 024955 


TT * 1 ,i . • -1 i | ■»¥ TMMAAA /TPT Tl 1111\ T> X T A 

Homo sapiens hypothetical protem FU23322 (FU23322), mRNA 


NM 024954 


tt • 1 a* 1 « T^T Tl 1 OAH /T^T Tl 1 OAT\ „-.T> "XT A 

Homo sapiens hypothetical protem FUl 1 807 (FIJI 1807), mRNA 


NM 024952 


TT * 1_ .1 . • i j * TTT T1AACA /TTT Tl f\f\C f\\ n T> \T A 

Homo sapiens hypothetical protem FU20950 (FU20950), mRNA 


NM 024950 


TT * t a1_ a* 1 j * TTT TTlOrtl /TTT Tl 10A1\ . , . T> XT A 

Homo sapiens hypothetical protem FU12891 (FU12891), mRNA 


NM 024949 


TT * 1 .1 j - 1 T^T TIIAArt /T?T T11A1A\ — TlXTA 

Homo sapiens hypothehcal protem FU22029 (FU22029), mRNA 


NM 024948 


TT ^ i_ , < - _ 1 _ . _ ■ TTT T1 11A1 /TTT T1 "I *3 riT\ mDXTA 

Homo sapiens hypothetical protein FU13397 (FU 1339 /), mRNA 


NM 024946 


TT t_ .1 « • 1 a ' TTT Tl 1 1AA /TTT Tl 1 r 7Afl\ *wDM A 

Homo sapiens hypothetical protein FU21799 (FU21799), mKJNA 


NM 024945 


tt * * ii .» i . • Tii ti 'SfinO /TTT T11000\ ~ TJXTA 

Homo sapiens hypothetical protein FU12888 (FU12888), mRNA 


NM 024943 


TT • 1 . -I , • 1 , • ttT T1111f /TTT T^IOI f N ___T>XT A 

Homo sapiens hypothetical protem FU23235 (FU23235), mRNA 


NM 024940 


TT • 1_ j * 1 . • TTT TIIAIvl /TTT Tl 1 A*3 /1\ «<mDXT A 

Homo sapiens hypothetical protem FLJ21034 (FU21034), mRNA 


NM 024937 


TT ^ V _ , i j ' 1 . _ • TTT T1 1A1A /TTT Tl lA1fl\ ««t) \T A 

Homo sapiens hypothetical protem FU12929 (FU12929), mRNA 


xj\>r ho/iok 
JNiYl uz**yjo 


riomo sapiens nypotneticai protem rjuzjuz** ^rLJZjuz-H^, ihtuna 


NM 024929 


Homo sapiens hypothetical protein FU23 1 12 (FU23 1 12), mRNA 


NM 024927 


Homo sapiens hypothetical protein FU21019 (FU21019), mRNA 


NM 024926 


Homo sapiens hypothetical protein FU12571 (FU12571), mRNA 


NM 024923 


Homo sapiens hypothetical protein FU22389 (FU22389), mRNA 


NM 024922 


Homo sapiens hypotheticalj^rotein FU21736 (FU21736), mRNA 


NM 024921 


Homo sapiens hypothetical protein FU22792 (FU22792), mRNA 
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NM 024916 


Homo sanien*; hvnothetical orotein FLJ22814 fFT T7?R1i1A mPXJA 


NM 024915 

x^ixyx \j j x +j 


Homo ^anipnQ hvnnthetical orotein FLJ1 378? fFT T1 ^78^ mP xja 

xxvaaiw oauicilo ixy puuivuvox jja \jix-xax x x^j u / OA ^X I_»J l j / OZ J, IxaJvLNA 


NM 024913 


Homo sarrien*; hvnothetical Drotein FLJ21986 rPT T91 QflfTi m'DXTA 

AAVlllV QALVlWAXO lAJrpi/UlWUVHA pi VlvlAA X A>MA> AyUU \ * *if fc- 1 OU y 7 aIxTvaN/x 


NM 024912 


Homo Qflnipnc hvnnthptiral nrntpin FT 114397 fFT T1A'}77 , \ m'DXTA 
xxvjihu oapiciio xxy uuuxdxt/cu Lyxuicixx x xwJ i*t»?z. / yr i -i i*f j£ / inJtvLNA, 


NM 024910 


Homo <5flnipnc hvnnthptiral nrntpin FT T19700 fFT T177niY\ tviDMA 
xxwiiiv/ oopicixo ixyuuixiciivai pxuiciii rtJix/uu ^17 1 -.1 \.£*/\J\) lxllvLNA 


NM 024902 


Homo saniens hvnnthptiral nrntpin FT T1 393^ fFT Tl mPXTA 

xxvaiiv otxiyidlo Llj JJULLACUUa.1 piUlCIII X JL*J 1 JZ>JU ^TX-«J ijZjQ J, IlTxvLNA 


NM 024901 


Homo sanipnc hvnnthptiral nrntpin FT T99AS7 fFT T77/1<T\ m'DXTA 
ixuuiu oauicixb ixy uuixicuval UIUIC111 xajJZZHJ / yV LJZZ^J / y, llix\J.N/V 


NM 024899 


Homo saoien*; hvnnthptiral nrntpin FT Tl 9S49 fFT T1 0^A1\ mPWA 

AAViAiu otApiv^ilo ixjf LXwlXXt/lXl/CXX LJIUICIXX X x_»J Ix.Jt^ ^X7JL*J LZ..J't4l,J s IxLlVxi/V 


NM 024895 


Homn Qanipnc hvnnthptipal nrntpin PT 19^1900 /T7T T0^7OO^ rwDXTA 


NM 024892 


Homn Qa^nipTic h\mntViptir»a1 nrntmn T*T Tl 1 700 H7T T1 1 700\ t«DMA 


NM 024891 

X lXYX vi< lUy X 


Homn ^5»*niPTic hvnAthpfirjil nrntpin 17T Tl 1 7R^ rPT T1 1 7fi'3 , \ wkX>XTA 
xxuiiiu aapiciib xiypuuiCUUal piUlClxx rU 11/ OJ ^Jrl^J 11/ oj J, lxlKINA 


NM 024888 

X^lXVX VtrtOOO 


xiuiuu bapicns nypoincucai proicni rLJ l ldod [tlj 1 1 j j 3 J, mKINA 


NM 024887 

X^IXYX VXi^OO / 


TlAmn Qnnipnc h-vrmthpfinnl rtrnt^in T7T T1^109 /T7T T1'3107^ *v»T>XTA 
xxuiiiu oapicixo nypuiucuAyai pro lc ill ru ij luz ^Fl-faP 1 j 1UZ J, IxTKiNA 


NM 024884 


xxuxiiu oapicxio uypoLiicucai pruiciii x^l^J IZOl o ^1?JLJ IZOlo ) t TT1JKJNA 


NM 024883 


Homn QanipnQ hvnnthpfiral nrntpin T7T T99909 /TTT T77707^ mO\TA 


NM 024881 


Homo SflnipnQ hvnnthpfiral nrntpin T7T T 149^1 /T7T T1/17^1% rrt"DKTA 
i-ivniiu oopiciia xljrpuuiCU^al piULCilx IHZj 1 \x L*J l*tZ J 1 J, ljllxlNrV 


NM 024876 


Homo QnnipriQ hvnothpfirnl nrntpin FT T1 9990. H7T Tl 777QN mDXTA 


NM 024875 


Homo sanien^ hvnofhptirnl -nrntpin PT T19Q91 rF»T T19Q91^ mPMA 

xx\JAllu oapx^llo IXjrpLrLLi^ll^aX pivHvXXX XLfJlfa7fal ^rU 1 J, II11\jLN/\ 


NM 024872 


Homn Qnm'pnc hvnnthptinal nrntpin TTT T77^70 /T7T T77 < \70^ -m"DXTA 
xrxuixxu bdpiciib iiypuuiCUUai pxUlCxu ri^JZZj l\) \T Jl^j ZZJ /U^, iTlxvi.>/\ 


NM 024871 


Homo Qanipnsi hvnnthptiral nrntpin FT T1 01ASI A7T T1 77,4^ W P\TA 
-txuxiiu oapicilo iiypuuicui/d.1 pruicxii rLJ X.Z. /*+□ ^1/JLrJ 1Z /Ho ) f lllx\iN/\. 


NM 024869 


Homo ^aniens hvnnthptiral nrntpin FT TIZlO^O fFT T^xl^^^^ mPXTA 
-•■•'-^-'■i*^ oapxt/iio xxjrpvJUidii/ai piv/LClxx JTx^J l*tVJU ^x/JUJ 1*t\/JU J } IllJ\J.N/\. 


NM 024868 

A 'ill \J \J\J \J 


TTnmn canipnc hi/nnrhptir»ai nrotpin FT T1/117/1 fT7T T1/110/1\ *viD\T A 

numu bapicnb nypuixicixcai proicin rJLJi*tiz £ f ^jtjlj miAn), llxxxiNA 


NM 024866 


Homn Qanipnc hvnnthptipal nrntpin FT T91 1 3*1 /T7T T71 1 •m'DXTA 

xiuiuu ddpiciio nypotiiCLicai proicin. pjljzi ljo {tjljzi i j, itikjna 


NM 024865 


Homn cnnipnc h\/nnthptip!i1 nrntpin FT T17^R1 /FT T17^Q^ ♦v^'DVTA 

xiuiuu bapicub nypoincucai proicin ri-J izjo 1 ^Jrl^J IZjoI ), inivlNA 


NM 024863 


Homo ^anipnc hvnnthptiral nrntpin FT T9 1 1 7A fFT T7 1 1 7/1^ tyi"DXT A 

axuiiiu oapiciib iiypuLiicucai pruicm ri^jzi i /*t ^ri^jzi i /H), niKiNA 


NM 024862 


Homo ^anipn^ hvnnthptiral nrntpin FT II'XQ&O fFT Tt1OA0\ -mUXTA 
xxuiiiu oapiciid nypuLxicuial piuicin rLJ 1 Oj/OZ ^rJLJ 13?OZ ^, nixVLN A 


NM 024860 


Homo QanipriQ hvnnthptiral nrntpin FT T9t 1AQ fFT T71 mPMA 
xxuiiiu dapicixo IiypULilCLlOal proicin ri^JZl l*to V^F-LJZl l^O ITIInJNA 


NM 024857 


Homo Qflnipnc hvnnthptiral nrntpin FT T197^^> fFT ^77*?^ tv»T?XTA 
x^luxxiu oapiciia liypuuiCLltal proiCUl PJUJ 1Z/ jj ^rU IZ/jj^, ITIKJNA 


NM 024855 


Homn Qanipnc hvnnthptiral nrntpin FT T1778 4 ? fFT T177C^^ mDXTA 

xxuiiiu bapicns nypoincLicai proicin rJLJ iz/oj ^rLJ 1Z /oj nii\JN A 


NM 024854 


Homn Qam'pnc hvnnthptiral T^rrvti^i -n FT T7707C fFT TOO/iT8\ -m'DXTA 

nuiiiu bd.piciis> nypouicuCai proicin ri^jzzuzo v.rl^JZZUZo}, niKINA 


NM 024852 


TTnmn canipnc riimntV»i»tino1 T\rnt*i-ri TTT T117/C^ fTTT T*IO*7/CC\ mDXTA 

xiumu bdpicub nypoinciicai proicin rJLJ iz /03 ^rLJ lZ/oD ) 9 niisJNA 


NM 024850 

A ~ A»X UL^OJ V/ 


Homn Qanipnc hvnnthptiral nrnt*»i« FT T71A^C fFT T0 1 A^Q\ -m'DXTA 

xxuiiiu bdpiciib nypoixiciicai proicin ri^jzi*f jo {rLrJZlHjo), rnxvIN A 


NM 024849 

A 1 AtX VAiTO^/ 


Homo canipnc hvnnthptiral nrntpin T7T T1 41 7 A fTTT Tl A 1 0/C\ -m'DXTA 
xxuiiiu adpiciib nypouiciicai proicin ri-J Ih IZO ^fLJ 141Z0J, ITIKJNA 


NM 024846 


Homo canipnc hvnnthptiral TArntf^in FT Tl 1 710 fFT T1 1710\ «mD\TA 
xxuiiiu bdpicxib iiypoincLii/di proicin ri>J 1 1 / lu ^ri-J 1 1 / lu^, lTlKINA 


NM 024845 


Homo Qanipnc hvnnthptiral nrnt#»in FT T1 A\ fTTT Tl A 1 ^A\ m D\TA 

xxuiiiu aapiciib iiypuLacQLdi proicin ru l*f l j^f ^xl^J 14 1D4J, nLKlN A 


NM 024844 


Homo ^flniPTlQ hvnnthptiral nrntpin FT T17^AQ fFT T17^/tO\ «wD\TA 
xxuiiiu aapiciib iiypuuicuLdi proicin rJLJ lZj*f5/ ^rl^J IZDhV J, ITIKJNA 


NM 024843 


Homo sanieTK HnnHpnal rvtnrhrnmp n fFT T9^A^\9^ -mT?XT A 
Axviiiu oapiuiD ixLxuucixax \*y luoxxxuilic U iri_JZj*tu/. 1, TUxviNA 


NM 024838 


Homo RflniPnQ hvnnthptiral nrntpin FT T77007 fFT T770/l7^ m'DXTA 

xxuiiiu ^apiciib iiypuuicLLcai proicin ri_jzzuuz ^pjljzzuuzj, niKJNA 


NM 024834 


Homo saoieiT? hvnothpHral nrotpin FT TnnRl fFT TI^OR^ mT?XTA 
lAVAAAu oajji^xxo ixjrpuuxcLXi/ai piULCJLU xbJ ljUOl \V 1_^J lOl/Ol ) ) TTlxvLN A 


NM 024833 


Homo sanipnQ hvnothptiral nrntpin FT T7*^^0^ fFT T7KO/C\ m'DXTA 
aavaiiu oapiciid iiypuuiCuLrdl pruicin ri^jZjj\JO ^PJLJZjjUOJ, niKJNA 


NM 024830 


Homo Sariipn«i hvnnthptiral nrntpin FT IIOAAI fFT Tl 7/1/1^ m'DXTA 
xx^xiiu oapiciib iiypuuicilOal proiclxl rLJ IZ'rtJ ^JTl_J 1Z*Wo ), niKJNA 


NM 024829 


Homo RflmPnc hvnnthptiral nrntpin FT T77/^A7 fFT T77^<0\ m'DXTA 
xxuiiiu aapiciib iiypuulcLll/ai proicin JrJLJZZOOZ ^rlvJZZOOZj, niKJNA 


NM 024828 


Homo <?anipnQ hvnnthptiral nrntpin FT Tl 3 A^7 fTTT T1 1/C^*7\ mDXT A 
xxvxxiu ^apiciib iiypumcucai proicin rLJ IjOD I ^xJLJ 1 Joj f) 9 ITIKJNA 


NM 024827 


Homo RanipnQ hvnnthptiral nrntpin FT T777^7 fFT T77TJ'7\ m'DXTA 
AAV/A11V ' a«*picxxa ixy puuicuudl pro IC 111 rLJ££Z.j 1 \TLJAAAo 1 ) y mKJNA 


NM 024826 


Homo sapiens hypothetical protein FU21 159 (FLJ21 159) mRNA 


NM 024825 


Homo sapiens hypothetical protein FUF23447 (FLJ23447), mRNA 


NM 024824 


Homo sapiens hypothetical protein FIJI 1806 (FLJ1 1 806), mRNA 


NM 024823 


Homo sapiens hypothetical protein FLJ21596 (FU21596), mRNA 


NM 024821 


Homo sapiens hypothetical protein FLJ22349 (FLJ22349), mRNA 


NM 024818 


Homo sapiens hypothetical protein FU2325 1 (FLJ2325 1), mRNA 


NM 024817 


Homo sapiens hypothetical protein FLJ13710 (FLJ13710), mRNA 
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NM 024814 


Homo sapiens hypothetical protein FLJ23 109 (FLJ23 109), mRNA 


NM 024802 


Homo sapiens hypothetical protein FLJ21369 (FLJ21369), mRNA 


NM 024801 


Homo sapiens hypothetical protein FU21551 (FU21551), mRNA 


NM 024800 
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Homo sapiens hypothetical protein FLJ23495 (FLJ23495), mRNA 


NM 024798 


Homo sapiens hypothetical protein FLT13952 (FLJ13952), mRNA 


NM 024794 


Homo sapiens hypothetical protein FLJ22408 (FLJ22408), mRNA 


NM 024792 


Homo sapiens hypothetical protein FU22282 (FU22282), mRNA 


NM 024791 


Homo sapiens hypothetical protein FLJ22756 (FU22756), mRNA 


NM 024790 


Homo sapiens hypothetical protein FU22490 (FLJ22490), mRNA 


NM 024788 


Homo sapiens hypothetical protein FU21062 (FLJ21062), mRNA 


NM 024787 


Homo sapiens hypothetical protein FLJ12526 (FLJ12526), mRNA 


NM_024786 


Homo sapiens hypothetical protein FU13153 (FLJ13153), mRNA 


NM 024785 


Homo sapiens hypothetical protein FLJ22746 (FLJ22746), mRNA 


NM 024783 


Homo sapiens hypothetical protein FLJ23598 (FU23598), mRNA 


NM 024782 


Homo sapiens hypothetical protein FLJ12610 (FIJ12610), mRNA 


NM 024781 


Homo sapiens hypothetical protein FLJ23594 (FLJ23594), mRNA 


NM 024779 


Homo sapiens hypothetical protein FU22055 (FU22055), mRNA 


NM 024778 


Homo sapiens hypothetical protein FLJ22612 (FU22612), mRNA 


NM 024776 


Homo sapiens hypothetical protein FLJ21 140 (FLJ21 140), mRNA 


NM 024774 


Homo sapiens hypothetical protein FLJ21924 (FU21924), mRNA 


NM 024770 


Homo sapiens hypothetical protein FLJ13984 (FIJI 3984), mRNA 


NM 024768 


Homo sapiens hypothetical protein FIJI 2057 (FLJ12057), mRNA 


NM 024766 


Homo sapiens hypothetical protein FU23451 (FLJ23451), mRNA 


NM 024765 


Homo sapiens hypothetical protein FLJ12401 (FLJ12401), mRNA 


NM 024764 


Homo sapiens hypothetical protein FLJ14298 (FLJ14298), mRNA 


NM 024761 


Homo sapiens hypothetical protein FU13204 (FLJ13204), mRNA 


NM 024759 


Homo sapiens hypothetical protein FLJ13955 (FLJ13955), mRNA 


NM 024757 


Homo sapiens hypothetical protein FU12879 (FLJ12879), mRNA 


NM 024756 


Homo sapiens hypothetical protein FLJ13465 (FIJ13465), mRNA 


NM 024755 


Homo sapiens hypothetical protein FLJ13213 (FLJ13213), mRNA 


NM 024753 


Homo sapiens hypothetical protein FIJI 1457 (FIJI 1457), mRNA 


NM 024751 


Homo sapiens hypothetical protein FIJI 3273 (FIJI 3273), mRNA 


NM 024748 


Homo sapiens hypothetical protein FUl 1539 (FIJI 1539), mRNA 


NM 024747 


Homo sapiens hypothetical protein FU22501 (FU22501), mRNA 


NM 024745 


Homo sapiens hypothetical protein FU22009 (FU22009), mRNA 


NM 024743 


Homo sapiens hypothetical protein FU21934 (FLJ21934), mRNA 


NM 024738 


Homo sapiens hypothetical protein FLJ21415 (FLJ21415), mRNA 


NM 024736 


Homo sapiens hypothetical protein FU12150 (FLJ12150), mRNA 


NM 024735 


Homo sapiens hypothetical protein FLJ22477 (FLJ22477), mRNA 


NM 024734 


Homo sapiens calponin like transmembrane domain protein (calmin), mRNA 


NM 024733 


Homo sapiens hypothetical protein FLJ14345 (FU14345), mRNA 


NM 024730 


Homo sapiens hypothetical protein FLJ22655 (FLJ22655), mRNA 


NM 024729 


Homo sapiens hypothetical protein FLJ13881 (FLJ13881), mRNA 


NM 024728 


Homo sapiens hypothetical protein FUl 1808 (FIJI 1808), mRNA 


NM 024725 


Homo sapiens hypothetical protein FU23518 (FLJ23518), mRNA 


NM 024724 


Homo sapiens hypothetical protein FLJ22332 (FLJ22332), mRNA 


NM_024721 


Homo sapiens likely ortholog of mouse zinc finger homeodomain 4 (FLJ20980), 
mRNA 


NM 024713 


Homo sapiens hypothetical protein FLJ22557 (FLJ22557), mRNA 


NM_024712 


Homo sapiens engulfment and cell motility 3 (ced-12 homolog, C. elegans) 
(ELM03), mRNA 


NM_024711 


Homo sapiens hypothetical protein FLJ22690 (FLJ22690), mRNA 
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NM 024710 


Homo sapiens hypothetical protein FLJ23469 (FLJ23469), mRNA 


NM 024708 


Homo sapiens hypothetical protein FLJ22551 (FLJ22551), mRNA 


MM 024707 


Homo sapiens hypothetical protein FLJ13956 (FLJ13956), mRNA 


NM 024706 


Homo sapiens hypothetical protein FLJ13479 (FLJ13479), mRNA 


NM 024704 


Homo sapiens hypothetical protein FLJ23045 (FLJ23045), mRNA 


NM 024702 


Homo sapiens hypothetical protein FLJ13841 (FU13841), mRNA 


NM 024699 


Homo sapiens hypothetical protein FLJ14007 (FU14007), mRNA 


NM 024697 


Homo sapiens hypothetical protein FLJ22419 (FLJ22419), mRNA 


NM 024696 


Homo sapiens hypothetical protein FLJ23058 (FLJ23058), mRNA 


NM_024694 


Homo sapiens hypothetical protein FLJ23121 (FU23121), mRNA 


NM 024691 


Homo sapiens hypothetical protein FLJ23233 (FLJ23233), mRNA 


NM 024685 


Homo sapiens hypothetical protein FLJ23560 (FLJ23560), mRNA 


NM 024682 


Homo sapiens hypothetical protein FLJ12168 (FLJ12168), mRNA 


NM 024680 


Homo sapiens hypothetical protein FLJ2331 1 (FU2331 1), mRNA 


NM 024679 


Homo sapiens hypothetical protein FIJI 1939 (FIJI 1939), mRNA 


NM 024677 


Homo sapiens hypothetical protein FLJ14001 (FLJ14001), mRNA 


NM 024676 


Homo sapiens hypothetical protein FLJ22938 (FLJ22938), mRNA 


NM 024674 


Homo sapiens hypothetical protein FIJI 2457 (FIJI 2457), mRNA 


NM 024671 


Homo sapiens hypothetical protein FIJ23436 (FU23436), mRNA 


NM 024669 


Homo sapiens hypothetical protein FIJI 1795 (FIJI 1795), mRNA 


NM 024667 


Homo sapiens hypothetical protein FIJI 2750 (FIJI 2750), mRNA 


NMJ)24665 


Homo sapiens nuclear receptor co-repressor/HDAC3 complex subunit 
(EU12894), mRNA 


NM 024664 


Homo sapiens hypothetical protein FIJI 1838 (FIJI 1838), mRNA 


NM 024661 


Homo sapiens hypothetical protein FLJ12436 (FLJ12436), mRNA 


NM_024660 


Homo sapiens hypothetical protein FLJ22573 (FLJ22573), mRNA 


NM 024659 


Homo sapiens hypothetical protein FIJI 1753 (FIJI 1753), mRNA 


NM 024658 


Homo sapiens hypothetical protein FLJ23338 (FU23338), mRNA 


NM 024657 


Homo sapiens hypothetical protein FLJ1 1565 (FIJI 1565), mRNA 


NM 024656 


Homo sapiens hypothetical protein FLJ22329 (FLT22329), mRNA 


NM 024653 


Homo sapiens hypothetical protein FLJ13902 (FLJ13902), mRNA 


NM 024652 


Homo sapiens hypothetical protein FLJ231 19 (FLJ23119), mRNA 


NM 024645 


Homo sapiens hypothetical protein FLJ13842 (FU13842), mRNA 


NM 024644 


Homo sapiens hypothetical protein FLJ21802 (FU21802), mRNA 


NM 024643 


Homo sapiens hypothetical protein FLJ23093 (FLJ23093), mRNA 


NM 024642 


Homo sapiens hypothetical protein FLJ21212 (F3J21212), mRNA 


NM 024639 


Homo sapiens hypothetical protein FLJ23393 (FLJ23393), mRNA 


NM_024638 


Homo sapiens hypothetical protein FLJ12960 (FLJ12960), mRNA 


NM 024635 


Homo sapiens hypothetical protein FLJ22643 (FU22643), mRNA 


NM 024633 


Homo sapiens hypothetical protein FU21276 (FLJ21276), mRNA 


NM 024632 


Homo sapiens hypothetical protein FIJI 1526 (FIJI 1526), mRNA 


NM 024631 


Homo sapiens hypothetical protein FLJ23342 (FLJ23342), mRNA 


NM 024630 


Homo sapiens hypothetical protein FLJ20984 (FU20984), mRNA 


NM 024629 


Homo sapiens hypothetical protein FLJ23468 (FLJ23468), mRNA 




Homo sapiens hypothetical protein FLJ13491 (FU13491), mRNA 


NM 024620 


Homo sapiens hypothetical protein FLJ12586 (FLJ12586), mRNA 


NM 024619 


Homo sapiens hypothetical protein FLJ12171 (FU12171), mRNA 


NM 024618 


Homo sapiens hypothetical protein FLJ21478 (FU21478), mRNA 


NM 024614 


Homo sapiens hypothetical protein FLJ13197 (FU13197), mRNA 


NM 024612 


Homo sapiens hypothetical protein FLJ22060 (FU22060), mRNA 


NM 024608 


Homo sapiens hypothetical protein FLJ22402 (FU22402), mRNA 
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NMJ)24607 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3B 
(PPP1R3B), mRNA 


NM 024604 
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Homo sapiens hypothetical protein FLJ2190o (JFU21908), mRNA 


NM 024603 


Homo sapiens hypothetical protein rLJl 158s (FIJI 1588), mRNA 


NM 024599 


Homo sapiens hypothetical protein FLJ22341 (FLJ22341), mRNA 


NM 024598 
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Homo sapiens hypotheticalprotein FLJ13154 (FLJ13154), mRNA 


NM 024597 


Homo sapiens hypothetical protein FLJ12649 (FLJ12649), mRNA 


NM 024596 
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Homo sapiens hypothetical protein FLJ12847 (FLJ12847), mRNA 


NM 024594 


Homo sapiens hypothetical protein FU12899 (FU12899), mRNA 


NM 024593 


Homo sapiens hypothetical protein FIJI 1767 (FIJI 1767), mRNA 


NM 024592 


Homo sapiens hypothetical protein FLJ13352 (FLJ13352), mRNA 


NM 024590 


Homo sapiens hypothetical protein FIJ23548 (FIJ23548), mRNA 


NM 024589 


Homo sapiens hypothetical protein FLJ22386 (FLJ22386), mRNA 


NM 024588 


Homo sapiens hypothetical protein FLJ23584 (FU23584), mRNA 


NM 024587 


Homo sapiens hypothetical protein FLJ22353 (FLJ22353), mRNA 


NM 024583 


Homo sapiens hypothetical protein FLJ23 142 (FLJ23 142), mRNA 


NM 024582 


Homo sapiens hypothetical protein FU23056 (FU23056), mRNA 


NM 024581 


Homo sapiens hypothetical protein FLJ13942 (FU13942), mRNA 


NM 024579 


Homo sapiens hypothetical protein FLJ23221 (FU23221), mRNA 


NM 024578 


Homo sapiens hypothetical protein FU22709 (FLJ22709), mRNA 


NM 024577 


Homo sapiens hypothetical protein FU13605 (FU13605), mRNA 


NM 024576 


Homo sapiens hypothetical protein FLJ21079 (FU21079), mRNA 


NM 024575 


Homo sapiens hypothetical protein FU23467 (FLJ23467), mRNA 


NM 024574 


Homo sapiens hypothetical protein FU23191 (FU23191), mRNA 


NM 024573 


Homo sapiens hypothetical protein FLJ12910 (FLJ12910), mRNA 


NM 024572 
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Homo sapiens hypothetical protein FIJ12691 (FLJ12691), mRNA 


NM 024569 


Homo sapiens hypothetical protein FLJ2 1 047 (FLJ2 1047), mRNA 


NM 024567 


Homo sapiens hypothetical protein FU21616 (FLJ21616), mRNA 


NM 024564 


Homo sapiens hypothetical protein FUl 1715 (FU11715), mRNA 


NM 024563 


Homo sapiens hypothetical protein FLJ14054 (FLJ14054), mRNA 


NM 024560 


Homo sapiens hypothetical protein FU21963 (FLJ21963), mRNA 


NM 024558 


Homo sapiens hypothetical protein FLJ13920 (FLJ13920), mRNA 


NM 024557 


Homo sapiens hypothetical protein FIJI 1608 (FIJI 1608), mRNA 


NM 024554 


Homo sapiens hypothetical protein FIJI 1413 (FIJI 1413), mRNA 


NM 024548 


Homo sapiens hypothetical protein FLJ23047 (FLJ23047), mRNA 


NM 024545 


Homo sapiens hypothetical protein FLJ12761 (FLJ12761), mRNA 


NM 024544 


Homo sapiens hypothetical protein FIJ12875 (FLJ12875), mRNA 


NM 024541 


Homo sapiens hypothetical protein FU13 1 14 (FLJ13 1 14), mRNA 


NM 024539 


Homo sapiens hypothetical protein FIJ23516 (FLJ23516), mRNA 


NM 024537 


Homo sapiens hypothetical protein FLJ121 18 (FIJ121 18), mRNA 


•V T"Il r f\r\ A t? f 

NM 024536 


Homo sapiens hypothetical protein FLJ22678 (FU22678), mRNA 


NM 024535 


Homo sapiens hypothetical protein FIJ22021 (FLJ22021), mRNA 


NM 024533 


Homo sapiens hypothetical protein FU22167 (FU22167), mRNA 


NM 024531 


Homo sapiens hypothetical protein FIJI 1 856 (FIJI 1 856), mRNA 


1N1V1 V/ZhDjU 


xiomo sapiens nypotnetical protein rUZi JUo ^rUziiUo), mKJNA 


NM 024528 


Homo sapiens hypothetical protein FU22626 (FLJ22626), mRNA 


NM 024527 


Homo sapiens hypothetical protein FUl 1743 (FUl 1743), mRNA 


NM 024525 


Homo sapiens hypothetical protein FU22584 (FU22584), mRNA 


NM 024524 


Homo sapiens hypothetical protein FU20986 (FU20986), mRNA 


NM_024521 


Homo sapiens hypothetical protein FU21459 (FU21459), mRNA 


NM 024520 


Homo sapiens hypothetical protein FU22555 (FU22555), mRNA 
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NM 024519 


Homo sapiens hypothetical protein FLJ13725 (rJUlii mKNA 


NM 024509 


Homo sapiens hypothetical protein MGC2656 (MGC2656), mRNA 


NM 024506 


Homo sapiens hypothetical protein MGC10771 (MCjCIO/ /l), mKlNA 


NMJ)22893 


Homo sapiens B-cell CLL/lymphoma 1 1 A (zinc finger protein) (BCL1 1 A), 
mRNA 


NM 015113 
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Homo sapiens KIAA0399 protein (KIAA0399), mRNA 


NM 015545 


Homo sapiens KIAA0632 protein (KIAA0632), mRNA ' 


NMJ)20299 


Homo sapiens aldo-keto reductase family 1, member B10 (aldose reductase) 
(AKR1B10), mRNA 


NM 003308 
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Homo sapiens testis specific protein, Y-linked (TSPY), iriRNA 


NM 024339 


Homo sapiens hypothetical protem MGC2655 (MGC2655), mRNA 


NM 024334 


Homo sapiens hypothetical protem MGC3222 (MGC3222), mRNA 


NM 024328 


Homo sapiens hypothetical protem MGC2652 (MGC2652), mRNA 


NM 024327 


Homo sapiens hypothetical protem MGC2508 (MGC2508), mRNA 


NM 024323 


Homo sapiens hypothetical protem MGC1 1271 (MGC1 1271), mRNA 


NM 024322 


Homo sapiens hypothetical protem MGC1 1266 (MGC1 1266), mRNA 


NM 024320 


Homo sapiens hypothetical protem MGC1 1242 (MGC1 1242), mRNA 


NM 024319 


Homo sapiens hypothetical protem MGC4174 (MGC4174), mRNA 


NM 024314 


Homo sapiens hypothetical protem MGC4294 (MGC4294), mRNA 


NM 024313 


Homo sapiens hypothetical protein MGC373 1 (MGC373 1), mRNA 


NM 024310 


Homo sapiens hypothetical protem MGC4090 (MGC4090), mRNA 


NM 024303 


Homo sapiens hypothetical protem MGC4161 (MGC4161), mRNA 


NM 024297 


Homo sapiens hypothetical protem MGC2941 (MGC2941), mRNA 


NM 024293 


Homo sapiens hypothetical protem MGC3035 (MGC3035), mRNA 


\n # aaiaao 

NM 023003 


Homo sapiens transmembrane 6 superfamily member 1 (TM6SF1), mRNA 


"K. TTl jT /\ 1 ^ A 

NM 015254 


Homo sapiens kmesin family member 13B (KIF13B), mRNA 


NM 015127 


Homo sapiens Mid-l-related chlonde channel l (KIAA0761), mRNA 


NM 024033 


Homo sapiens hypothetical protein MGC5242 (MGC5242), mRNA 


NM 024122 


Homo sapiens hypothetical protem MGC4825 (MGC4825), mRNA 


NM 024121 


Homo sapiens hypothetical protem FU20979 (FLJ20979), mRNA 


NM 024119 


Homo sapiens hypothetical protem FIJI 1354 (FLJl 1354), mRNA 


NM 024117 


Homo sapiens hypothetical protem MGC2745 (MGC2745), mRNA 


NM 024H5 
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Homo sapiens hypothetical protem MGC4309 (MGC4309), mRNA 


NM 0241H 


Homo sapiens hypothetical protein MGC4504 (MGC4504), mRNA 


NM 024109 


Homo sapiens hypothetical protein MGC2654 (MGC2654), mRNA 


NM 024108 


Homo sapiens hypothetical protein MGC2650 (MGC2650), mRNA 


NM 024107 


Homo sapiens hypothetical protein MGC3123 (MGC3123), mRNA 


NM 024106 
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Homo sapiens hypothetical protem MGC2663 (MGC2663), mRNA 


-v TA A~ AO A 1 A A 

NM 024104 


Homo sapiens hypothetical protem MGC2747 (MGC2747), mRNA 


\T» g t\f^ A 1 A*% 

NM 024102 


Homo sapiens hypothetical protem MGC2722 (MGC2722), mRNA 


NM 024097 


Homo sapiens hypothetical protein MGC95 5 (MGC955), mRNA 


NM 024094 


Homo sapiens hypothetical protein MGC5528 (MGC5528), mRNA i 


XTTV if AOylAAO 

NM 024093 


Homo sapiens hypothetical protein MGC5509 (MGC5509), mRNA 


XTTV K AO A Aft A 

NM U240y0 


Homo sapiens hypothetical protein MGC5487 (LCE), mKNA 


XTTV AT A1 A A O H 

NM 024086 


Homo sapiens hypothetical protein MGC3329 (MGC3329), mRNA 




FLomo sapiens nypoxneucai protem ruzziov ^iri-j^^ioyj, mi\iN/\ s 


NM 024080 


Homo sapiens hypothetical protein MGC2849 (MGC2849), mRNA 


NM 024076 


Homo sapiens hypothetical protein MGC2628 (MGC2628), mRNA 


NM 024074 


Homo sapiens hypothetical protein MGC3169 (MGC3169), mRNA 


NM 024071 


Homo sapiens hypothetical protein MGC2550 (MGC2550), mRNA 


NM 024070 


Homo sapiens hypothetical protein MGC2463 (MGC2463), mRNA 


NM 024069 


Homo sapiens hypothetical protein MGC2749 (MGC2749), mRNA 
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NM 024068 


Homo sapiens hypothetical protein MuLz / 5 1 (MOOz / J U, mKJNA 


NM 024065 


Homo sapiens hypothetical protein MuuiUoz yvLUt^uoz;, mKJNA 


NM 024061 


Homo sapiens hypothetical protein JVKjCzozi imuujj/i;, mKJNA 


NM 024058 ' 


Homo sapiens hypothetical protein MoOd^u (MuLo:>yuj, mKJNA 


NM 024057 


Homo sapiens hypothetical protein MCjOdo!) (MUC:>:>o:>), mKJNA 


NM 024053 1 


Homo sapiens hypothetical protein MGC861 (MGC861), mKNA 


NM 024050 


tt • 1 a1 a* 1 x * ■» £/~y /~\s> f A/1 /Ik JT/^S^IC (\A\ T>\T A 1 

Homo sapiens hypothetical protein MGC2594 (MGC2594), mRNA 


NM 024049 


Homo sapiens hypothetical protein MGC5566 (MGC5566), mRNA 


NM 024048 


Homo sapiens hypothetical protein MGC3020 (MGC3020), mRNA 


NM 024046 


Homo sapiens hypothetical protem MGC8407 (MGC8407), mRNA 


NM 024045 


Homo sapiens nucleolar protein GU2 (GU2), mRNA 


NM 024041 


Homo sapiens hypothetical protein MGC3 1 80 (MGC3 1 80), mRNA 


NM 024039 


Homo sapiens hypothetical protem MGC2488 (MGC2488), mRNA 


NMJ)24038 


Homo sapiens hypothetical protein MGC2803 (MGC2803), mRNA 


NM 024037 


Homo sapiens hypothetical protein MGC2603 (MGC2603), mRNA 


NM 024032 


Homo sapiens hypothetical protein MGC3130 (MGC3130), mRNA 


NM 024031 


Homo sapiens hypothetical protein MGC3121 (MGC3121), mRNA 


NM 024028 


Homo sapiens hypothetical protein MGC3265 (MGC3265), mRNA 


NMJ)24027 


Homo sapiens hypothetical protein MGC3279 similar to collectins (MGC3279), 
mRNA 


NM_024025 


Homo sapiens hypotheticalprotem MGC1136 (MGC1 136), mRNA 


NM 024006 


Homo sapiens hypothetical protein IMAGE3455200 (IMAGE3455200), inRJNA 


NM_015653 


Homo sapiens DKFZP566F0546 protein (DKFZP566F0546), mRNA 


NM 015147 


Homo sapiens KIAA0582 protein (KIAA0582), mRNA 


NM 016481 


Homo sapiens hypothetical protem (HSPC219), mRNA 


NM 023940 


Homo sapiens hypothetical protem MGC2827 (MGC2827), mRNA 


NM 023938 


Homo sapiens hypothetical protein MGC2742 (MGC2742), mRNA 


NM 023931 


Homo sapiens hypothetical protein MGC2474 (MGC2474), mRNA 


NM_015517 


Homo sapiens MBD2 (methyl-CpG-binding protein)-interacting zinc finger 
protein (MIZF), mRNA 


NM 015540 


Homo sapiens DKFZP727M1 1 1 protein (DKFZP727M1 1 1), mRNA 


NM 015043 


Homo sapiens KIAA0676 protein (KIAA0676), mRNA 


NM 023934 


Homo sapiens hypothetical protein MGC2495 (MGC2495), mRNA 


NMJ)23928 


Homo sapiens hypothetical protein FLJ12389 similar to acetoacetyl-CoA 
synthetase (FU12389), mRNA 


NM 023926 


Homo sapiens hypothetical protein FLJ12895 (FLJ12895), mRNA 


NM 023924 


Homo sapiens hypothetical protein FU13441 (FLJ13441), mRNA 


NM 020239 


Homo sapiens small protein effector 1 of Cdc42 (SPEC1), mRNA 


NMJH2069 


Homo sapiens ATPase, (Na+)/K+ transporting, beta 4 polypeptide (ATP1B4), 
mRNA 


NM 023112 


TT 1 , 1 , ■ -J . T->T T/* 1 m / /TT T^ 1 f> 1 *"\ T> "V T A 

Homo sapiens hypothetical protem FU21916 (FLJ21916), mRNA 


NM 015324 


TT tf T A A f\ A /\f\ x_ J fT^T A A C\ A t\tW T|\T A 

Homo sapiens KIAA0409 protein (KIAA0409), mRNA 


NM 023079 


TT * 1 ,-i . • I i " T?T T1 lOf f /TT^T T1O0Cf\ _T)XT A 

Homo sapiens hypothetical protem FLJ 13 855 (FLJ13855), mRNA 


NM 023077 


Homo sapiens hypothetical protein FLJ12439 (FLJ12439), mRNA 


NM 023075 


Homo sapiens hypothetical protem FIJI 1 585 (FIJI 1585), mRNA 


NM 023074 


Homo sapiens hypothetical protem rU 12644 (rU lzo44), mKJNA 


NM 023073 


Homo sapiens hypothetical protein FLF13231 (FU13231), mRNA 


NM 023071 


Homo sapiens hypothetical protein FLJ131 17 (FLJ131 17), mRNA 


NM 012319 


Homo sapiens LIV-1 protein, estrogen regulated (LIV-1), mRNA 


NM_023012 


Homo sapiens hypothetical protein FIJI 1021 similar to splicing factor, 
arginine/serine-rich 4 (FIJI 1021), mRNA 


NM 023008 


Homo sapiens hypothetical protein FLJ12949 (FU12949), mRNA 
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NM 023007 


Homo sapiens hypothetical protein FLJ12517 (FLJ12517), mRNA 


NM 022918 


Homo sapiens hypothetical protein HJ22104 (FLJ22104), mRNA 


NM 022914 


Homo saoiens hvoothetical nrotein 24432 ^24432^ mRNA 


NM 022912 


Homo saoiens hvoothetical nrotein FLJ1 1110 fFT T11 1 1 0 1 mRM A i 


NM 022907 


Homo saoiens hvoothetical nrotein FT T210S1 fFT T9^0S3 1 nVRNA 


NM 022905 


Homo saniens hvnothetical nrotein FT T1 9S79 fFT T1 9S79 1 mPXTA 


NM 022901 


Homo saniens hvnothetical nrotein FT T91 109 rPT T91 %(YY\ mPXTA 


NM_022898 


Homo Saniens B-Cell (TT,T/1vmn1iOTTiQ 1 IT) fr7inr» f?nownmt*»i«i mPT 1 1TJ\ ' 
A1VUW oayji*,uo u v^Ji V^JUXwr jyiilplUJIila 11X5 ^ZUIC linger piOlClOy ^JD^x_»l 1x3^, 

mRNA 


NM 022841 


Homo saoiens hvoothetical nrotein FT T1 9QQ4 fi?T T1 9QQ4i mRKTA 

iaviuv ou^/iviio u Jr u |/1U twill X J—iti t4<72 i 4 P 1_/J 1 Zryy" 1 j IIUVJ.N/A. 


NM 022840 


Homo saniens Tivnothetieal nrntpin FT T91H17 rPT T9^017^ •mT?'WA 

oapibiio ii^r jju uiv u vai \Jl \J Ivlll rjLJ^JVl / I x^l_<J<£,3V/ 1 / Jy lLlX\XVl\ 


NM 022834 


Homo saniens hvnothetical nrotein FT T9991 S fPT T9991 5 1 nYRXTA 

■••AWiiAv ouyiuiio njr ^/vstiiwuwcu uiutwill x JUJZ>X^.l^ I J7 ivJZZZ 1 J 1 3 II lx\J,\/\ 


NM 022832 


Homo sapiens hypothetical protein FLT12552 (HJ12552), mRNA 


NM 022827 


Homo ^anipn^ Tivnntnpfirnl nrntpin T7T T9 1*3/1/7 n?T T0T3/1^ XT A 


NM 029826 


xxumu oauiciio aAuuupiUIl ^nAvl J, IILCvlN/\ 


NM 022823 


TTomo <J3TvipnQ hvnnthptir*Ql nrntpin PT T99^£0 /T7T TT')'2£''')'\ m D\TA 

xxumu sapiens iiypuiiiCLiOdi protein rjLJZZjOZ f^rLJzZjOZJ, rriKJNA j 


NM 022781 


Homo QanipnQ hvnnfhpfiral -nrntpin T7T TJI'XA'X rt7T TO 1^/1 ^ _,_t>xt a 
xxxjuiKj oapiwxio iiypuuiicu.wd.1 pruicui r L*j/.Lj t tj \irl-tJ£ xjhd mjxIN/v 


NM 022780 


xiuiuu btjpiciit> nypoincucai proiein vlj ijy iu (rivJJljyiUj, mKJNA 


NM 022778 


Homo ^anif*n<; hvnnthp+ipnl nrntpin TWC\^7rkA'XAJ 0117 /T*VT7*7D/11/1T Ol ^'7^ 
liuiiiu oapiv^iio iiypuuiCUl^al piULClil x^xSJTZjpHjHxwV/ 1 1 / \* JN. r/.r^f l^fl^U 1 1 / L 

mRNA 


NM 022777 


Homo saoiens hvoothetical nrotein FT T1 41 17 fFT TM1 17^ mRTsiA 


NM 022771 


Homo saoiens hvnothetical nrotein FT T1908S fFT T190SSI mPT\TA 


NM 022770 


Homo saoiens hvoothetical nrotein FT T1 1019 fFT T1 101 9 1 mPMA 


NM 022769 


Homo saniens hvnothetical nrotein FT T91 RfiR rPT T91 ft^s^ rrVPTJA 


NM 022767 


Homo saoiens hvnothetical nrotein FT T1 94R4 rFT T1 94R4i mPMA 


NM 022766 


Homo saoiens hvnothetical nrotein FT T91910 fFT T9191Q^ mPXTA 

ou.^/i^/xii9 xijr jji/ in will* ai L/iUl&lil x IvJaJZi J7 y^JT JL^J ZtJJLO y j 9 IIlxvLN^\ 


NM 022763 


Homo saoiens hvnothetical nrotein FT T91100 rFT T911Q0i mPMA ! 


NM 022762 


Homo saoiens hvnothetical nrotein FT T9911 R rFT T9911 mPXTA 


NM_022759 


Homo saoiens hvnothetical nrotein FT T91 RfiS HRT T91 R^S^ mP\TA 


NM 022754 


Homo saoiens hvnothetical nrotpin FT T19S7^ (VJ T19R7A^ mPMA 


NM 022752 


Homo saniens hvnofhptirfll nrntpin FT T990^0 fRT T990^0^ r*-»PXTA 


NM 022751 


Homo saoiens hvnothetical nrntpin FT T9 1 (\ 1 0 fFT T91 f%\ 0 1 mPMA 


NM 022750 


Homo saoiens hvnothetical nrntpin FT T99601 rFT T99£Q^ mP"MA 


NM 022747 


Homo sapiens hypothetical protein FLJ22558 (FLJ22558), mRNA 


NM 022744 


TTomo sanipnc nvnntn*»tir , a1 nrnt#»i*« PT T1Q8A6 /T7T T1'^C/CQ^ *«d\t a 
xxuiiiu aapiciid iiypuuicucal proiein rlwJ 1 J 505 ^fLJ 1 ooOo J, mKJNA 


NM 022743 


Homo 9flnipnQ Hvnntnpfinal nrntpin T7T T910CO A7T T0^O9O^ r«t)\T A 


NM 022741 


Homo sapiens hypothetical protein FIJI 1850 (FIJI 1 850), mRNA 


NM 022736 


norao bapiens nypoLnencai protein rJU 141 d d {£ JU 14 153), mRNA 


NM 022734 


TTomo Qflnipnc nvnntni^ti ncil r*t-rk+*»in T7T TOOC<Q /TTT TOOO^Q\ «,dma 
xxumu &<ipicni> njrpoiiieLlcai proiein rLJZvojy \rLJZ\Jojy) 3 mKINA 


NM 022731 


xxuiiiu sapiens biniiidr io rat nucieax udiquilous casein Kinase Z (JNUuivo) 
mRNA 


NM 022727 


HomO Saniens TTnaTT Hnv fraompntc 1nr»ne QC fJA r TUQr r \ t«"DXTA 
1J.VU1V; oauit/iio xxuaxx miy llagulcniS lOCUS "v^ ^xxlF^l^J, mKJNA 


NM012197 


Homo sapiens rab6 GTPase activating protein (GAP and centrosome-associated) 
CGAPCENA^ mRNA 


NM 015136 


Homo sanipnQ liTTA A 094/% nmfAin ^o+*»ki\ -ml? XT A 

xxuiiiu oauicii5 L\jj\f\\j£Ho proiem ^siaoij, mKINA 


NM 022659 


Homo sapiens likely ortholog of mouse early B-cell factor 2 (FIJI 1500) mRNA 


NM 022571 


Homo sapiens putative leukocyte platelet-activating factor receptor 
(HUMNPITY20), mRNA 


NM_021024 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17-like 1 
(HMG17L1), mRNA 


NM_0 19884 


Homo sapiens glycogen synthase kinase 3 alpha (GSK3A), mRNA 


NM 021034 


Homo sapiens interferon induced transmembrane protein 3 (1-8U) (TFITM3) 
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mRNA 


NM 022445 


Homo sapiens thiamin pyrophosphokinase 1 (TPK1), mRNA 


xttv x aa^ a r\c 

NM 022495 


Homo sapiens hypothetical protein FLJ12799 (FLJ12799), mRNA 


NM 022494 


Homo sapiens hypothetical protein FLJ21952 (FLJ21952), mRNA 


JNM 022492 


Homo sapiens hypothetical protein FIJI 2788 (FLJ12788), mRNA 


NM 022488 


Homo sapiens PC3-96 protein (PC3-96), mRNA 


XTTV Jf All A 0/\ 

NM 022480 


Homo sapiens hypothetical protein FLJ12587 (FU12587), mRNA 


\t» jf AA^ A*l A 

NM_022474 


Homo sapiens hypothetical protein FU12615 similar to membrane protein, 
palmitoylated 3 (MAGUK p55 subfamily member 5) (FU12615), mRNA 


NM 022455 


Homo sapiens androgen receptor-associated coregulator 267 (ARA267), mRNA 


NM 022452 


Homo sapiens hypothetical protein FIJI 1618 (FUl I6l 8), mRNA 


NM_022448 


Homo sapiens hypothetical protein FLJ21817 similar to Rhoip2 (FLF21817), 
mRNA 


NM 022373 


Homo sapiens hypothetical protein FLJ22313 (FU22313), mRNA 


NM_022370 


Homo sapiens hypothetical protein FLJ21044 similar to Rbigl (FLJ21044), 
mRNA 


NM 022368 


Homo sapiens praja I (PJAl), mRNA 


NM 022366 


Homo sapiens hypothetical protein FLJ23182 (FLJ23182), mRNA 


NM 022361 


Homo sapiens popeye protein 3 (POP3), mRNA 


XTX iT Aan /T\ 

NM 022360 


Homo sapiens human epididymis-specific 3 beta (HE3-BETA), mRNA 


NM 022342 


Homo sapiens kinesin family member 9 (KIF9), mRNA 


NM 022372 


Homo sapiens G protein beta subunit-like (GBL), mRNA 


NM 022158 


Homo sapiens fhictosamme-3 -kinase (FN3K), mRNA 


NM 022137 


Homo sapiens secreted modular calcium-binding protein I (SMOCl), mRNA 


NM_022118 


Homo sapiens cutaneous T-cell lymphoma tumor antigen se70-2 (SE70-2), 
mRNA 


\TI X AA^ -fix* 

NM 022116 


Homo sapiens fidgetin-like I (FIGNLl), mRNA 


NM 022103 


Homo sapiens hypothetical zinc finger protein FLJ1401 1 (FLJ1401 1), mRNA 


NMJ322070 


Homo sapiens hypothetical protein FLJ22087 (FU22087), mRNA 


NM 022065 


Homo sapiens hypothetical protein FLJ21877 (FU21877), mRNA 


NM_02l970 


Homo sapiens mitogen-activated protein kinase kinase l interacting protein I 
(MAP2KHP1), mRNA 


NM 019081 


Homo sapiens KIAA0430 gene product (KIAA0430), mRNA 


NM 021981 


Homo sapiens pre-T/NK cell associated protein (1D12A), mRNA 


NM__020l2l 


Homo sapiens UDP-glucose ceramide glucosyltransferase-like 2 (UGCGL2), 
mRNA 


NM 006683 


Homo sapiens human epididymis-specific 3 alpha (HE3 -ALPHA), mRNA 


xr\ >r r\r\ r\Ti 

NM 006077 


Homo sapiens calcium binding atopy-related autoantigen l (CBARAl), mRNA 


NM 021934 


Homo sapiens hypothetical protein FLJl 1773 (FIJI 1773), mRNA 


NM 021933 


Homo sapiens hypothetical protein FLJ12438 (FLJ12438), mRNA 


XIX X AO 1 AO A 

NM 021930 


Homo sapiens Rad50-interacting protein I (FIJI 1785), mRNA 


NM_021929 


Homo sapiens hypothetical protein FLJ21613 similar to rat corneal wound 
healing related protein (FU21613), mRNA 


NM U0/272 


Homo sapiens chymotrypsin C (caldecrin) (CTRC), mRNA 


NM U04237 


Homo sapiens thyroid hormone receptor interactor 13 (TRIP 13), mRNA 


NM 003849 ! 


nomo sapiens succinaie-t^OA iigase, OUr-tormmg, alpna suburut (dUCLCjI), 
mRNA 


NM 021648 


Homo sapiens KIAA0721 protein (KIAA0721), mRNA 


NM 021831 


Homo sapiens hypothetical protein FLJ21839 (FLJ21839), mRNA 


NM 021827 


Homo sapiens hypothetical protein FLJ235 14 (FLJ23514), mRNA 


NM 021195 


Homo sapiens claudin 6 (CLDN6), mRNA 


NM 018947 


Homo sapiens cytochrome c (HCS), mRNA J 
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NM 021732 


Homo sapiens hypothetical protein PP5395 (PP5395), mRNA 


NM 021730 


Homo sapiens hypothetical protein PP1044 (PP1044), mRNA 


NM 021643 


Homo sapiens GS3955 protein (GS3955), mRNA 


NM 015180 


Homo sapiens synaptic nuclei expressed gene 2 (SYNE-2), mRNA 


NM 021633 


Homo sapiens kelch-like protein C3DP1 (C3IP1), mRNA 


NM_021629 


Homo sapiens guanine nucleotide binding protein beta subunit 4 (GNB4), 
mRNA 


NM 021627 


Homo sapiens sentrin-specific protease (SENP2), mRNA 


NM_021626 


Homo sapiens likely homolog of rat and mouse retinoid-inducible serine 
carboxypeptidase (RISC), mRNA 


NM_021622 


Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member l (PLEKHAl), mRNA 


NM 012408 


Homo sapiens protein kinase C binding protein l (PRKCBPl), mRNA 


NM 021252 


Homo sapiens RAB18, member RAS oncogene family (RAB18), mRNA 


NM 020806 


Homo sapiens gephyrin (GPHN), mRNA 


NM 021258 


Homo sapiens interleukin 22 receptor (IL22R), mRNA 


NMJ)21235 


Homo sapiens epidermal growth factor receptor substrate EPS15R (EPS15R), 
mRNA 


NMJ)21204 


Homo sapiens E-l enzyme (MAS A), mRNA 


NM 021191 


Homo sapiens neurogenic differentiation 4 (NEUROD4), mRNA 


NM 021178 


Homo sapiens enhancer of invasion 10 (HEIIO), mRNA 


NMJ)2U27 


Homo sapiens phorbol-12-myristate- 1 3 -acetate-induced protein l (PMAIPl), 
mRNA 


NM_021114 


Homo sapiens serine protease inhibitor, Kazal type, 2 (acrosin-trypsin inhibitor) 
(SPINK2), mRNA 


NM 021103 


Homo sapiens thymosin, beta 10 (TMSBIO), mRNA 


NM_006435 


Homo sapiens interferon induced transmembrane protein 2 (1-8D) (IFITM2), 
mRNA 


NM 021073 


Homo sapiens bone morphogenetic protein 5 (BMP5), mRNA 


NM 003142 


Homo sapiens Sjogren syndrome antigen B (autoantigen La) (SSB), mRNA 


NM_003888 


Homo sapiens aldehyde dehydrogenase I family, member A2 (ALDHl A2), 
mRNA ^ 


NM 013234 


Homo sapiens muscle specific gene (M9), mRNA 


NM 021067 


Homo sapiens KIAA0186 gene product (KIAA0186), mRNA 


NM 021020 


Homo sapiens leucine zipper, putative tumor suppressor l (LZTSl), mRNA 


NM 021025 


Homo sapiens homeo box I I -like 2 (HOXl 1L2), mRNA 


NMJ)21003 


Homo sapiens protein phosphatase l A (formerly 2C), magnesium-dependent, 
alpha isoform (PPMl A), mRNA 


NM 020674 


Homo sapiens cytochrome P450 monooxygenase (CYP-M), mRNA 


NM 019612 


Homo sapiens hypothetical protein R30953 I (R30953 l), mRNA 


NMJ)20904 


Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member 4 (PLEKHA4), mRNA 


NM 020686 


Homo sapiens NPD009 protein (NPD009), mRNA 


NM 020684 


Homo sapiens NPD007 protein (NPD007), mRNA 


NM 020683 


Homo sapiens AD026 protein (AD026), mRNA 


jnm uzuo/y 


xiomo sapiens AUUzi protein (ADUzij, mKNA 


NM 020677 


Homo sapiens HSCARG protein (HSCARG), mRNA 


NM 020675 


Homo sapiens AD024 protein (AD024), mRNA 


NM 020673 


Homo sapiens RAB22A, member RAS oncogene family (RAB22A), mRNA 


NM 020660 


Homo sapiens connexin-36 (CX36), mRNA 


NM 019108 


Homo sapiens hypothetical protein FLJ12886 (FLJ12886), mRNA 


NM 018838 


Homo sapiens 13kDa differentiation-associated protein (DAP 13), mRNA 
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NM 018434 


Homo sapiens goliath protein (GP), mRNA 


NM_020437 


Homo sapiens similar to aspartate beta hydroxylase (ASPH) (LOC57168), 
mRNA 


NM 020524 


Homo sapiens hematopoietic PBX-interacting protein (HPIP), mRNA 


NM 018638 


Homo sapiens etnanolamine kinase (EKI1), mRNA 


NM 016326 


Homo sapiens cnemokine-like iactor l (CKLFl), mRNA 


NM 016951 


TT — * — _1 I • 1*1 _ r A. 1 //XT/T T"»1\ T>\T A 

Homo sapiens cnemokme-like iactor l (CKLFl), mRNA 


NM 020143 


Homo sapiens putatative 28 kDa protem (LOC56902), mRNA 


NM 020141 


Homo sapiens protein x 013 (AD-020), mRNA 


NM 020122 


Homo sapiens potassium channel modulatory factor (PCMF), mRNA 


NM 018843 


Homo sapiens mitochondrial carrier family protein (MCFP), mRNA 


NM 018840 


Homo sapiens putative Rab5-interacting protein (RIP5), mRNA 


NM 016303 


Homo sapiens pp21 homolog (LOC51 186), mRNA 


NM_016300 


Homo sapiens cyclic AMP-regulated phosphoprotein, 21 kD (ARPP-21), mRNA 


NM_016299 


Homo sapiens likely ortholog of mouse heat shock protein, 70 kDa 4 
(LOC51 182), mRNA 


NM 013259 


Homo sapiens neuronal protein (NP25), mRNA 


NM_005064 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 23 
(SCYA23), mRNA 


NM 013260 


Homo sapiens transcriptional regulator protein (HCNGP), mRNA 


NM 020433 


Homo sapiens hypothetical protein LOC57158 (LOC57158), mRNA 


NM 020410 


Homo sapiens CGI-152 protein (CGI-152), mRNA 


NM 020401 


Homo sapiens nuclear pore complex protein (NUP107), mRNA 


NMJ)20400 


Homo sapiens G protein-coupled receptor 92 (GPR92), mRNA 


NM 020397 


Homo sapiens CamKI-like protein kinase (LOC571 18), mRNA 


NM 020388 


Homo sapiens CATX-15 protein (CATX-15), mRNA 


NM_020386 


Homo sapiens HRAS-like suppressor (HRASLS), mRNA 


NM 020361 


Homo sapiens carboxypeptidase B precursor (CP AH), mRNA 


NM 020357 


Homo sapiens PEST-containing nuclear protem (pcnp), mRNA 


NM 020345 


Homo sapiens I-kappa-B-interacting Ras-like protein 1 (KBRAS1), mRNA 


NM 020360 


Homo sapiens phospholipid scramblase 3 (PLSCR3), mRNA 


NM 020348 


Homo sapiens cyclin Ml (CNNM1), mRNA 


NM 000888 


Homo sapiens integrin, beta 6 (TTGB6), mRNA 


NM 020181 


Homo sapiens myelin proteolipid protein-like protein (PLPL), mRNA 


NM 020144 


Homo sapiens poly(A) polymerase beta (testis specific) (PAPOLB), mRNA 


NM_020202 


Homo sapiens Nit protein 2 (NTT2), mRNA 


NM 020250 


Homo sapiens MOST2 protein (MOST2), mRNA 


NM 020237 


Homo sapiens MOST-1 protein (MOST-1), mRNA 


NM 020234 


Homo sapiens x 009 protein (MDS009), mRNA 


NM 020128 


Homo sapiens nuclear protein double minute 1 (MDM1), mRNA 


NM 020169 


Homo sapiens latexin protein (LXN), mRNA 


NM_020133 


Homo sapiens lysophosphatidic acid acyltransferase-delta (LPAAT-delta), 
mRNA 


NM_020241 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6B (SEMA6B), mRNA 




Homo sapiens semaphorin sem2 (LOC56920), mRNA 


NM 020199 


Homo sapiens HTGN29 protein (HTGN29), mRNA 


NM 020197 


Homo sapiens HSKM-B protein (HSKM-B), mRNA 


NM 020200 


Homo sapiens HHGP protein (HHGP), mRNA 


NM 020195 


Homo sapiens HCDI protein (HCDI), mRNA 


NM 020198 


Homo sapiens GK00 1 protein (GK00 1 ), mRNA 


NM 020117 


Homo sapiens hypothetical protein FLJ10595 (FLJ10595), mRNA 
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NM 020119 


Homo sapiens hypothetical protein FLB6421 (FLB6421), mRNA 


NM 020162 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 33 (DDX33), 
mRNA 


NM_020215 


Homo sapiens hypothetical protein DKFZp761F2014 (DKFZp761F2014), 
mRNA 


NM 020221 


Homo sapiens hypothetical protein DKFZp547I224 (DKFZp547I224), mRNA 


NM 020217 


Homo sapiens hypothetical protein DKFZp547I014 (DKFZp547I014), mRNA 


NM 020161 


Homo sapiens hypothetical protein DKFZp547H025 (DKFZp547H025), mRNA 


NM 020186 


Homo sapiens DC1 1 protein (DC1 1), mRNA 


NM_020205 


Homo sapiens cellular zinc finger anti-NF-kappaB Cezanne (CEZANNE), 
mRNA 


NM_0 19887 


Homo sapiens second mitochondria-derived activator of caspase (SMAC), 
mRNA 


NM_019892 


Homo sapiens phosphatidylinositol (4,5) bisphosphate 5-phosphatase homolog; 
phosphatidylinositol polyphosphate 5-phosphatase type IV (PPI5PIV), mRNA 


NM_0 19885 


Homo sapiens cytochrome P450 retinoid metabolizing protein (P450RAI-2), 
mRNA 


NM_0 19845 


Homo sapiens candidate mediator of the p53-dependent G2 arrest (REPRIMO), 
mRNA 


NM 019853 


Homo sapiens protein phosphatase 4 regulatory subunit 2 (PPP4R2), mRNA 


NM 013301 


Homo sapiens protein predicted by clone 23882 (HSU79303), mRNA 


NM 013300 


Homo sapiens protein predicted by clone 23733 (HSU79274), mRNA 


NM 013296 


Homo sapiens LGN protein (HSU54999), mRNA 


NM 013293 


Homo sapiens transformer-2 alpha (htra-2 alpha) (HSU53209), mRNA 


NM 013310 


Homo sapiens hypothetical protein (AF038169), mRNA 


NM 018975 


Homo sapiens TRF2-interacting telomeric RAP1 protein (RAP1), mRNA 


NM 019082 


Homo sapiens putative nucleolar RNA helicase (NOH61), mRNA 


NM 019020 


Homo sapiens hypothetical protein (FLJ20748), mRNA 


NM 019058 


Homo sapiens HIF-1 responsive RTP801 (FU20500), mRNA | 


NM 019056 


Homo sapiens neuronal protein 17.3 (P17.3), mRNA 


NM_0 19042 


Homo sapiens hypothetical protein (FLJ20485), mRNA 


NM_019061 


Homo sapiens phosphatidylinositol-3 phosphate 3-phosphatase adaptor subunit 
(3-PAP), mRNA 


NM 018986 


Homo sapiens hypothetical/protein (FLJ20356), mRNA 


NM_0 19034 


Homo sapiens ras homolog gene family, member F (in filopodia) (ARHF), 
mRNA 


NM 019062 


Homo sapiens hypothetical protein (FU20225), mRNA 


NM 019038 


Homo sapiens hypothetical protein (FIJI 1045), mRNA 


NM 019044 


Homo sapiens hypothetical protein (FIJI 0996), mRNA 


NM_018180 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 32 (DDX32), 
mRNA 


NM_019028 


Homo sapiens hypothetical protein similar to ankyrin repeat-containing priotein 
AKR1 (FIJI 0852), mRNA 


NM_019014 


Homo sapiens similar to DNA-directed RNA polymerase I (135 kDa) (Rpol-2), 
mRNA 


INJVL uiyuzj 


Homo sapiens hypothetical protein (FLJ10640), mRNA 


NM 018162 


Homo sapiens hypothetical protein FLJ10633 (FU10633), mRNA 


NM 019067 


Homo sapiens hypothetical protein (FLJ10613), mRNA 


NM 019057 


Homo sapiens hypothetical protein (FU10404), mRNA 


NM 018846 


Homo sapiens SBBI26 protein (SBBI26), mRNA 


NM 016483 


Homo sapiens hypothetical protein (HSPC226), mRNA 


NM 018400 


Homo sapiens voltage-gated sodium channel beta-3 subunit (scn3b gene) 
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<rJ<IA74'?'?96l mRNA 


NM 018700 


Homn QflnieTm trinartite lrirtti'P-pnntai'riiTiO' ^6 /""FP TA/f TV .p\rA 
xav/iihj aajJifciAO ui^aiuic iiiuiii-^uilUluiAllg JO ^IJSJLLYIjOJ, mXvLN/\ 


NM 018547 


J-T inn QflnipTlQ hvnothftiral nrntp-m PP 02064 nyDf\1Q£A\ ~,t>XT A 
xa aiiu 2>api&iAd iijrpuuitiiL'di piuiciii rswjz.yoH \r is\J /.yOH ) y mi\JN A 


NM 018546 


TTnmn ^jmipns hvoothetiral nrotpin PT? 070*1 8 rp"DOOO<o\ »^t>XT a 
aauijiu aapiwiio uy \juiu.^u\*a.i piUlCLH rivWZyjO \JT XS-v/ZSOo), niAvlN A 


NM 018544 


Homo saniens hvnothetical nrnt^in PPO9Q/10 /'P"DfY>0/io'» *tVdxta 

xx\jiii\j oa^iwio aajt pukuvuuai Jjiutdll A R\JZ, yH y yxlSXJjCy^tj/ ) t TTi rS IN /\ 


NM 018634 

A TATA. V/ A i 


Wnmn Lanier)*; hvnofhpfirnl nrntpin PPO7fi0^ n>P/^\7 0oo\ *v»t>xta 
aauaaiu sayitua iijp^uiciit/di protein rA\UZ07J ^XA\.vA£oy.j ), mKJNA 


NM 018543 

A * ATA. V X O *S^T *J 


xiuiAiu dapicAAd iijrpuLncuc-ai protein ri\Uzoj7 ( a xvvJZojy), rnKJN A 


A^IaVA V A O*/*T*0 


nomo bapiciiD nypuineucai protein rxs\Jz.o5 £ \ {rK\JZoj4) 9 IllKiNA 


NM 01853R 


Uftmrt CJlfViPTiC PTVTtVlTYVh iQOT t^»t"»"»1\t*ot"i*> QCOAAinfa/l «vn^A.' M /i7T)T\ X A T»\ y\\t a 

xiuiiiu ^apicuo cxy inruDiast meniDrane-associateu protein (JbRiVLAr), inRNA 


NM 018534 


xiuiuu bcipiciio iiypuuicucai proiem rivuz / ih i x\KvJZ / l*f J, niKlNA 


NM 018530 

AT AY A VlOJJv 


xiuiiiu dapicuo iiypuiiiciiCal protclil r JvL/ZjZI ^xJKvJZjzI), llllvNA 


NM 018627 


TTrkmn cambric 1r\mrvtVip»fir , Ql -rvT-rkT-o-tT-i "DO O AC\Z fTXDr\ r iAt\c\ n\r a 

xiuiuu sdpiciid iiypuuicacai proieiu Jrrv\JZ4UD (r^rvL)Z4Uj), AlilvNA 


NM 018523 

A^IAVA vIOJaJ 


xiomo bapicub nypouicucai proicin rJvUZJZj ^JrJvUZ3z5), nilvNA 


NM 018519 


iiuuiu ^apiciio iiypuuxcLioai piULCin a ivVyZZOO {r XxvyZZOOJ, lTlrCJN A 


NM 018517 


xAumu bdpicii& iiypuuiciiLd.1 protein Aivwzzi'f ^JrlvL/ZZ 14j, niKJNA 


NM 018621 


AAuiiiu bd-piciio iiypuuicuudi proiein axxAJZaSJo ^Axvuziyoj, nixviNA 


NM 018619 

A " ATA V A u \J A ^ 


xiuiiiu bapiciib iiypuLiicaoai proicin rivv/Zl 3d {rj\\j£ljj) 3 niKNA 


NM 018618 

A 1 ATA V 1 Uvl U 


rAUiTio 6<ipicni> nypoineticai protein rxCUZlZl vJrJKUZlzlj, nilvNA 


INaVA VIOUIO 


xiomo sapiens nypoineticai protein rRO2037 (PRO2037), mRNA 


NM 018512 

A 1 * AT A VlUJ A AC 


noino sapiens nypoinencai protein rKUZUlD (rRUz015), mRNA 


NM 018610 

A T ATA V/ IL/VlV/ 


xxuuiu bdpicnb nypvuieucai protein rKUl!/4Z (^JrKUiy4Zy, mRNA 


NM 018510 

A TATA, V A U*S A V 


xxuuiu s>dpicub iiypuinencai protein rivUlooo (rKUlooo), mRNA 


NM 018507 

At ATX V 1 U JU / 


xiuiiiu bdpicnb nypotneucai protein rKUlo4j (r^RUlo43), mRNA 


NM 018606 


xiuiiiu bdpicnb iiypoincncai protein rKUl /o / (^IrRUl /o/), mRNA 


NM 018589 


xauxiiu 5<ipiciib iiyputncucai protein rlvvj Iojd (IrRUloJDJ, mRNA 


NM 018587 

A ^ 1TA Vf 1 U JU / 


xiuiiiu bapicub nypotneucai protein JrlvUlol / ^irRUlol /), mRNA 


NM 018503 


Homo sapiens hypothetical protein PR01598 (PR01598), mRNA 


ANAVA vlOJOU 


xiomo sapiens nypotneticai protein rRUl5o4 (PRO 15 84), mRNA 


"NM 018^02 


xiomo sapiens nypotneticai protein PRO 15 80 (PRO 15 80), mRNA 


NM 018603 


xiomo sapiens nypotneucai protein rRUl4yo (PRO 1 496), itiRNA 


NM 018SR4 


xiomo sapiens nypotneucai protein PRO 1489 (PRO 1489), mRNA 


NM 018S82 

AlAVA uIOJOa> 


xiomo sapiens nypotneucai protein PRO 1 483 (PR01483), mRNA 


NM 018602 

A^tAYA \J 1 OW^ 


xiomo sapiens unaj (Jisp4U) nomolog, subfamily A, member 4 (DNaATA4) 
mRNA 


NM 018578 


Homo sapiens hypothetical protein PR01257 (PR01257), mRNA 


NM 018576 

A T ATA VI / Vy 


xiumu bapiens nypotneucai protein PROl loi (PRO 1 163), mRNA 


NM 018497 

A t AVA \J l 0*T^ / 


xiomo sapiens nypotneucai protein PRO 104 8 (PRO 1048), mRNA 


NM 018565 


Homo sapiens hypothetical protein PRO0899 (PRO0899), mRNA 


NM 018S62 

A^IaVA \j i o«/Ui 


xiomo sapiens nypotneucai protein PRO0386 (PRO0386), mRNA 


NM_0 18590 


Homo sapiens hypothetical protein PRO0082 (PRO0082), mRNA 


TsJM" n 18667 


Homo sapiens sphingomyelin phosphodiesterase 3, neutral membrane (neutral 
sphingomyelinase H) ( SMPD3), mRNA 


AN1V1 U I / J*f*f 


Homo sapiens transcription factor NRF (NRF), mRNA 


ANaVX_v 1 OHOO 


Homo sapiens imcharacterized hematopoietic stem/progenitor cells protein 
Lviuavjj uvlijoUjJ), mRNA 


NM_018467 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS032 (MDS032), mRNA 


NM_018464 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS029 (MDS029), mRNA 


NM 018688 


Homo sapiens bridging integrator 3 (BIN3), mRNA 


NM 018686 


Homo sapiens CMP-N-acetvlneuraminic acid synthase (CM AS). mRNA 


NM. .018446 1 Homo sapiens elvcosvltransferase AD-017 (AD-017), mRNA 
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NM 018416 


Homo sapiens FOXJ2 iorlehead factor (FHX), raRNA 


NM 018407 


Homo sapiens putative integral membrane transporter (LC27), mRNA 


NM 018472 


Homo sapiens uncharactenzea hypothalamus protein H1U11 (HI 01 1), mKJNA 


NM 018471 


tt ' , _ — 1 -a * -3 i ji t .-,i__f Tj * 1 1 /\ 1 A /WrAI A\ _.1)\T A 

Homo sapiens uncnaractenzea hypothalamus protein ii 1 v 1 U (H 1 0 1 0), mKJNA j 


NM 018470 


Homo sapiens uncnaractenzea hypothalamus protein HI U09 (HT009), mKNA 


NM 018469 


tt * 1 i * 1 i _ jt _1_ _ . _ j • TTT'A f\ O /TTPAAON .T»T A 

Homo sapiens uncharactenzed hypothalamus protein HlOOo (HT008), mRNA 


NM 017523 


Homo sapiens XIAP associated factor-1 (HSXIAPAF1), mRNA 


NM 017514 


Homo sapiens SEX gene (HSSEXGENE), mRNA 


NM 017512 


Homo sapiens rTS beta protein (HSRTSBETA), mRNA 


NM 016536 


Homo sapiens HSPC059 protein (HSPC059), mRNA 


NM 018553 


Homo sapiens ELG protein (HSA277841), mRNA 


NM 018403 


Homo sapiens transcription factor (SMIF gene) (HSA275986), mRNA 


NM 018404 


Homo sapiens centaurin, alpha 2 (CENTA2), mRNA 


NM 018401 


Homo sapiens gene for serine/threonine protein kinase (HSA250839), mRNA 


NM 017582 


Homo sapiens NICE-5 protein (HSA243666), mRNA 


NMJ)18684 


Homo sapiens hepatocellular carcinoma-associated antigen 127 (HCA127), 
mRNA 


NM_0 18477 


Homo sapiens uncharacterized hypothalamus protein HARP1 1 (HARP1 1), 
mRNA 


NM_0 18652 


Homo sapiens golgin-hke protem (GLP), mRNA 


NM 017962 


Homo sapiens hypothetical protem FLJ20825 (FLJ20825), mRNA 


NM 017961 


Homo sapiens hypothetical protem FLJ20813 (FLJ20813), mRNA 


NM 017960 


TT • J ii # * 1 . • T"*T T/X #\ rt /\ O fW * T T^ /% O /*\ \ T^ "V Y A 

Homo sapiens hypothetical protein FU20808 (FU20808), mRNA 


NM 017959 


Homo sapiens hypothetical protem FU20802 (FLJ20802), mRNA 


NM 017958 


Homo sapiens hypothetical protem FLJ20783 (FLJ20783), mRNA 


NM 017957 


TT • ^ /T"%T T/%A^WnN TV "V T A 

Homo sapiens epsm 3 (FU20778), mRNA 


NM 017956 


Homo sapiens hypothetical protein FLJ20772 (FLJ20772), mRNA 


NM 017950 


Homo sapiens hypothetical protein FLJ20753 (FLJ20753), mRNA 


NM 017949 


Homo sapiens hypothetical protein FLJ20739 (FLJ20739), mRNA 


NM 017946 


Homo sapiens hypothetical protein FU20731 (FLJ20731), mRNA 


NM 017953 


Homo sapiens hypothetical protein FU20729 (FLJ20729), mRNA 


NM 017943 


Homo sapiens hypothetical protein FLJ20725 (FU20725), mRNA 


NM 017941 


Homo sapiens hypothetical protem FLJ20721 (FLJ20721), mRNA 


NM 017938 


Homo sapiens hypothetical protem FLJ20716 (FLJ20716), mRNA 


NM 017937 


Tf • 1 > 1 « • ■« . T~>T T/^ All A y' ■ IT Trt /\ ■< \ T* 'VTA 

Homo sapiens hypothetical protein FLJ20712 (FLJ20712), mRNA 


NM 017932 


Homo sapiens hypothetical protein FLJ20700 (FLJ20700), mRNA 


NM 017929 


Homo sapiens hypothetical protein FLT20695 (FLJ20695), mRNA 


NM 017928 


Homo sapiens hypothetical protein FLJ20694 (FLJ20694), mRNA 


NM 017925 


Homo sapiens hypothetical protein FLJ20686 (FLJ20686), mRNA 


t n AT A1 ^lAAA 

NM 017920 


tt "1 « 1 - • , t^t ta r\ s~ f At /■n y t/^ /\ y^" \ t\ ^ T a 

Homo sapiens hypothetical protein FU20654 (FLJ20654), mRNA 


NM 017919 


TT * 1 J 1 « • * * * T^T T/*V *\ /• * y^rrT T<% a//* 1 \ T\ "VTA 

Homo sapiens hypothetical protein FLJ20651 (FU20651), mRNA 


NM 017918 


Homo sapiens hypothetical protein FLJ20647 (FLJ20647), mRNA 


NM 017917 


Homo sapiens hypothetical protem FLJ20644 (FLJ20644), mRNA 


NM 017916 


Homo sapiens hypothetical protein FU20643 (FLJ20643), mRNA 


NM 017915 


Homo sapiens hypothetical protein FLJ20641 (FLJ20641), mRNA 


1NJYL Ul ly 11 


riomo sapiens nypotneucal protem rLJZUo3 / (rJLJ/uoj / j, mKJNA 


NM 017909 


Homo sapiens hypothetical protein FLJ20627 (FU20627), mRNA 


NM 017907 


Homo sapiens hypothetical protein FLJ20625 (FU20625), mRNA 


NM 017903 


Homo sapiens hypothetical protein FLJ20618 (FU20618), mRNA 


NM 017901 


Homo sapiens two-pore channel 1, homolog (KIAA1 169), mRNA 


NM 017900 


Homo sapiens hypothetical protein FLJ20608 (FLJ20608), mRNA 


NM 017899 


Homo sapiens hypothetical protein FLJ20607 (TSC), mRNA 
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NM 017897 


— -T * 1 _ _1_ _ _ * 1 i * TTT T^ r\ /* C\ A /' l^T T^/\_"/\>l\ rv\Ti 

Homo sapiens hypothetical protein FLJ20604 (FLJ20604), niRNA 


NM 017894 


ty • 1 _ _1 _ iJ _ _ 1 __ _ x_ " TTT MAf Af /T^T T1 f\ C f\ C\ t»\ta 

Homo sapiens hypothetical protein FLJ20595 (FLJ20595), mRNA 


NM_0 17893 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphonn) 4G (SEMA4G), 
mKJNA 


NM 017891 


TT- ..- n ____« _.__ _. t__ -___j.1_ r*.4-Z*m 1 «-«<■•— .4-— TTT TOACOyl /"TTT T1ACOyt\ . , , T> XT A 

Homo sapiens hypothetical protein rUz0jo4 (rLJzu_io4), mKJNA 


x tx x Ai tooc 

NM 017885 


TT>. _ -_ * . - 1-____j.1__aJ_._1 - 1 . " TTT T'^A—'^O /TTT T^Ar^O\ Tt\ T 4 

Homo sapiens hypothetical protein rl_J20568 (FLJ20568), mRNA 


NM 017881 


TT • _ _ < . . _ j1_ _ _* . _ 1 _" TTT TOATf A /T~T T* - » f\ C C fW TlXT A 

Homo sapiens hypothetical protein FU20559 (FLJ20559), mRNA 


NM 017876 


TT * . - . . _ - 1 * .. ... 1 a. _ ? TTT TIAf /'I ' I T<^ ~ 1 _* _* \ T-XT A 

Homo sapiens hypothetical protein FU20552 (FLJ20552), mRNA 


NM 017873 


Homo sapiens hypothetical protein FU20548 (FLJ20548), mRNA i 


NM 017868 


tt_ _ " t _ 4 * .. _ l .. TTT T^AO—* /TTT /\ _" O _* \ TiXT A 

Homo sapiens hypothetical protein FLJ20535 (FLJ20535), mRNA 


NM 017866 


TT _ ' _ _ 1 _1 _ aJ 1 ^ _ ' . TTT Wrtf 11 /T~T TAAM1\ T|XT A 

Homo sapiens hypothetical protein FU20533 (FLJ20533), mRNA 


NM 017863 


Homo sapiens hypothetical protein FLJ20527 (FU20527), mRNA j 


NM 017860 


Homo sapiens hypothetical protein FU205 1 9 (FLJ205 1 9), mRNA 


X TX If Anoro 

NM 017858 


Homo sapiens hypothetical protem FLJ20516 (FU20516), mRNA 


x tx if a 1 inr ^ 

NM 017856 


Homo sapiens hypothetical protem FU20514 (FLJ20514), mRNA 


XTX /T Anorii 

NM 017854 


TT * t il - i • _ _ 1 * TTT TOAC11 /TTT T^AT 1 "l\ TlXT A 

Homo sapiens hypothetical protem FU20512 (FLJ20512), iriRNA 


X TX A" A1 

NM 017853 


XT * _, _ _, ______ _xj __ 1 j TTT MAf 1 1 /TTT Y'"* /*% 1 1 \ T»XT A 

Homo sapiens hypothetical protem FU205 1 1 (FLJ205 11), mRNA 


X TX jf AnOf 1 

NM 017851 


TT _ * 1 _^ jA.^ __ __* __ __ 1 a * T^T TO /\ _T /A C\ /T7T T^ATAA\ ___T1\T A 

Homo sapiens hypothetical protem FLJ20509 (FU20509), mRNA 


XTX € A1TO ylO 

NM 017848 


TT._,. ' i. . .^1 TTT TOACA—T /TTT TOACA/\ TlXT A 

Homo sapiens hypothetical protem FLJ20506 (FLJ2050o), itiRNA 


XTX jT A1TO/10 

NM 017843 


Homo sapiens breast carcinoma amplified sequence 4 (BCAS4), mRNA 


XTX X A1*70">_T 

NM 017836 


TT _ . . , ________ 1__ ____. _aJ __1 — — * TTT TAAvl*70 /TTT TIAjIT *1\ ___T>XTA 

Homo sapiens hypothetical protem FLJ20473 (FLJ20473), mRNA 


XTX JC AITO^yf 

NM 017834 


TT - ____«__._ 1 _1 _* 1 ___x>_-_» TTT T*^A>l_r>l /TTT T*^rt/1_*_\ TkXT A 

Homo sapiens hypothetical protein FU20464 (FLJ20464), mRNA 


XTX /T Anon 

NM 017831 


TT ______ _ * V__ __ _l1_ __ __ 1 . a _ * i ; i T^A A C ^ / I *T TO >1 _~ _ T*_ T_ T A 

Homo sapiens hypothetical protem FU20456 (FU20456), mRNA 


NM 017828 


T T • t -1 .a * 1 » ' TTT TAA/ICA /T~T T1A/1_'0\ __Tl\T A 

Homo sapiens hypothetical protem FU20452 (FLJ20452), mRNA 


XTX JT Anoir 

NM 017825 


TT_ _ * _ 1 i . _ . • 1 * _ • T™ T f\ A A f /T~ T T^l f\ A A T* \T 1 

Homo sapiens hypothetical protem FLJ20446 (FLJ20446), mRNA ! 


XTX If A1TOA/I 

NM 017824 


XT _ _____ 1- .. - .- - j1 - ± * _1 _j._' T~T T1A>t>ir /T~T T<~i/\AA£*\ n\Ti 

Homo sapiens hypothetical protem FLJ20445 (FLJ20445), mRNA 


XTX*" rtlTOIft 

NM 017819 


TT_ ________ 1 _1 j * 1 ___ • T~T T'"* A^IA /T" *T T^/\AT^\ «\TI 

Homo sapiens hypothetical protem FU20432 (FLJ20432), mRNA 


X TX X AITOn 

NM 017817 


TT_ * 1_ _1_ _" 1 , T"* T T^t\A^f\ /T~T T^/\_^/\\ T»XTA 

Homo sapiens hypothetical protein FLJ20429 (FLJ20429), mRNA 


NM 017816 


Homo sapiens hypothetical protein FU20425 (FLJ20425), mRNA 


XTX K A1 HO 1 A 

NM 017814 


Homo sapiens hypothetical protein FU20422 (FLJ20422), mRNA 


XTX /T n 1 TO 1 o 

NM 017813 


Homo sapiens hypothetical protem FLJ20421 (FU20421), mRNA 


XTX /T Anoii 

NM 017812 


TT_____ * _ . _ "1_ . __ a 1_ __ x__ 1 __ _ jl__ • T^T T^A /4 O /\ /T^ T /\ >l ^ "¥~% \ T i 

Homo sapiens hypothetical protein FLJ20420 (FU20420), mRNA 


XTX Jf AnOAO 

NM 017808 


TT_ ___ 1 a! A_ 1 J.— ' T^T T"A/1 1 1 /TT'T T^rt^l^X T.XT A 

Homo sapiens hypothetical protein FLJ20413 (FLJ20413), riiRNA 


XTX AT AnOAf 

NM 017805 


TT * . 1 _ _ j_| _ _ jl _ _ _ 1 _ j * T*^T T^A/A1 * 1 T A A il A 1 \ A 

Homo sapiens hypothetical protein FU20401 (FLJ20401), mRNA 


XTX Jf A 1 TO AO 

NM 017803 


TT . - 't_ _, _ . __ j "f __ xj _____ 1 _. T~*T T^ AO AA f f T T^ AO AA\ t _T_\T A 

Homo sapiens hypothetical protem FLJ20399 (FLJ20399), mRNA 


XTX Jf A1 TO A1 

NM 017801 


T T — . _ „ „ ' „ i. _ . . il . . » _-| i T~*T T~AO A/ /T^T T~A~A/N T1\T i 

Homo sapiens hypothetical protein FLJ20396 (FLJ20396), mRNA 


NM 017799 


TT. _ _ " < i 1 i ' 1 a_ ' TTT T'^A'>A'~i /TTT T'T i AT A^\ ___T>XT A 

Homo sapiens hypothetical protein FU20392 (FLJ20392), mRNA 


XTX A" A17701 


TT_ _. __i____ _ a" 1 * T~T MAITyf /T~T TTAIT/IX T»XT A 

Homo sapiens hypothetical protein FU20374 (FLJ20374), mRNA 


JNM ui //yi 


TT „ _. ' _.__ _. 1 il i' 1 ______* T~*T TO AO - 1 /■ TO A1T1 \ T»XT A 

Homo sapiens hypothetical protein FU20371 (FLJ20371), iriRNA 


XTX yT A177Q7 


TT ____*____ 1 i1 i ' 1 j ' TTT TO~_1_"vl /TTT T~i A 1 f /I \ TlXT A 

Homo sapiens hypothetical protem FLJ20154 (FU20154), mRNA 


xTr\>r 017780 
NM U1//0Z 


T_T-4— v->— . /in_.i'-_n 1 - . .. -» "1 - i. • . - t _. _ ' . TTT MAO i'A /TTT nAT/A\ T1\T A 

Homo sapiens hypothetical protem FJJ20360 (FU20360), mRNA 


xtx >r A177C1 
NM UI//01 


T T ____«____ I-.-. ... ,-. -i-l. ,-. 4-2 — r. 1 - . - _ - * TTT TOAO _T\ /TTT TOATfAX n XT A 

Homo sapiens hypothetical protem FU20359 (FU20359), mRNA 


NM ui///y 


Homo sapiens hypothetical protein FLJ20354 (FU20354), mRNA 


XTX Jf A17777 

NM 01 // / / 


T T -, , -, , ~ _ ____ " 1__ _ _ . . __ aI a* 1 _l__ - T^T TAAl >4 _"■ /T^T TO /\0 >•_?*% T^ ^T A 

Homo sapiens hypothetical protein FLJ20345 (FLJ20345), mRNA 


NKf 017776 


xnuiiiu sapiens nypouiexicai protem rj_jzu_>4~4 ^pi_jzu_> £ t*f ^, mixiN/v. 


NM 017773 


Homo sapiens hypothetical protein FLT20340 (FLJ20340), mRNA 


NM 017769 


Homo sapiens hypothetical protein FLJ20333 (FU20333), mRNA 


NM 017767 


Homo sapiens hypothetical protein FLJ20327 (FLJ20327), mRNA 


NM 017766 


Homo sapiens hypothetical protein FLJ20321 (FLJ20321), mRNA 


NM 017765 


Homo sapiens hypothetical protein FLJ20320 (FLJ20320), mRNA 


NM 017763 


Homo sapiens hypothetical protein FU20315 (FLJ20315), rnRNA 
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XJM 0177A1 

XN1V1 Ul / /Ol 


TTr*mn cnniPtiQ Vivnnfhptirnl nrnt^in FT T90717 ART T9071 9^ rtVRXTA 
xlOITlO oapiCXlo lljrpvJUlCLlwal piUlClIl XJUJ.£>U.> 1^ ^rLJAVJ iZJ, ITlXvTN/Y 


lyju 017760 


TTnmn Qanien*; hvnAthptirnl nrntpin FT T9071 1 fFT T9071 1 l tttRXTA 


MM 017755 


PTvmri QnTiipTiQ Tivnnthetirnl nrAfpin FT T90707 fFT T903O^ mPXTA 


NM 017752 


Homo sapiens hypothetical protein FLJ20298 (FLJ20298), mRNA 


XT\/f A1 77CA 


nomo sapiens nypotnencai protein x'JLJzuzyo irLJzuziroj, mKNA 


XTN/f A 1 £ 
NlVl Ul / /40 


riomo sapiens nypotnencai protein ri-jzuzo / itjljzuzo / j, mKNA 


JNM U 1 / /4j 


xiomo sapiens nypotnencai protein rijzuzw (rLJZUZoj), mKNA 


NM U 1 / /4z 


Homo sapiens nypotnetical protein rUzUzol (JrUzUzol), mRNA 


XTIV if A1 ^Tvll 

NM 017741 


Homo sapiens hypothetical protein FU20280 (FU20280), mRNA 


NM 01773? 


Homo sapiens O-linked mannose betal,2-N-acetylglucosaminyltransferase 

ACT TOAT7'7\ •WDXTA 

(rJUiU///), mKNA 


NM Ul / / 3 / 


Homo sapiens nypotnetical protein rJulzuz / d (rUzU275), mRNA 


XTN/f a moo 
NM \j\IILy 


TT I,- — «imfai« TjT TO AO CO /T7T TO AO C 0\ M T)\TA 

Homo sapiens nypotnetical protein rUZUZjo (ruzuzjo), mRNA 


NM Ul / /zo 


TT, J _ V»«-*^4-t_ A +I#««l Na>M^A**«i "CT TOAOCC ACT TO AO C C\ — T)\T A 

Homo sapiens nypotnetical protein rUzUzoD (rUzUz55), mRNA 


NM U1//Z/ 


TT — ^_ ' _ m i a4*A M 1 i._ TTT TO AO C A ACT TO AO C /I \ — »T>\T A 

Homo sapiens nypotnetical protein rUZUzj4 (rUzUzj4), mRNA 


NM_U 17724 


Homo sapiens leucine rich repeat (in FLU) interacting protein 2 (LRRFIP2), 

ITIKNA 


XJA/T 017771 
iNivl Ul / /Zi 


TJ/-\ t-v-i /~v ramiMiP Iai mnfUofinnl mrnfain TTT TO AO A 1 /TJT TO AO AW m DM A 

nomo sapiens nypotnetical protein ruzuz^i (JrJLJZUZ4i), mKNA 


XTM" 017717 
1N1Y1 Ul / / lj 


T-T/try-ist oanione V\-im/-vfVt£2-f~i/>i-> 1 nrrtlain TTT TOA01 1 ACT TO A0 1 1 \ mDMA 

nomo sapiens nypometicai protein tljzuzi i ^rjuzuzi i^, mKJNA 


XJA/f 0 1 77 1 7 
1N1V1 Ul / / 1-6 


U/mma nomon o rnA^lto^t n n 1 «%4-r>4-AiM tTT TO AO A 0 AT7T TO AO AO\ wiDXT A 

Homo sapiens nypotnetical protein rjuzuzuo ^rJLJZUZUo;, mKNA 


XJNyf 017710 
INiVX U 1 / / 1U 


TJnmA ronipnc Vt^m/^fVtA-f-iool -r\rr\4-c*i-r* TTT TO AO A1 ACT TO AO A1\ — D\T A 

xiomo sapiens nypotnetical protein rx^jzuzuj ^ri^jzuzuj ) 9 mKNA 


XTM* 01770R 
iNiVl Ul / /UO 


T-Trvmrk rom'ono Vii ?-r>/-\fVi Af-ir>o1 nrAtaiti TTT TO AO A A ACT TO AO AA"\ mD\TA 

riomo sapiens nypotnetical protein tjljzuzuu vJPjljzuzuuj, itjjkjna 


XJTV/f 017707 
1N1Y1 Ul / /U / 


XJrk'mrk oo-rv-iA-np ^nmA'fViafinnl tM>Atai'n TTT TOA1QO ACT TOA10Q\ m D\TA 

xiomo sapiens nypometicai protein r-LJZuiyy \ri^jzuiyyj, mKNA 


XJrV/f 017706 
1N1V1 Ul / / UO 


XJrt-mrt cnm'on r> Vt-t r*-\stf Vict+t r»o 1 r\rs\t e>ir\ TTT TO A 1 QC ACT TO A 1 O ^ \ t«DMA 

xiomo sapiens nypotnencai protein ri-jzuiyj {rLj/.\)i)7j), ttikna 


XJlUf 017705 
iNlVl_Ul / /VD 


TTAtrtA C^nioti r> Viirr^i^'fV* afinnl nrAfain TTT TO A 1 OA ACT TO A 1 A A\ mD\T A 

xiomo sapiens nypotnencai protein ri-jzuiyu (ri_jzuiyuj, mKNA 


XINvf 017707 
IN1YI Ul / f\Jj 


T-Ti^rvi/% coniAnp < Utmz>-fVtA'ftori1 nrAfAin TTT TOA1 Q0 ACT TOA1 Q0\ — ,D\TA 

xiomo sapiens nypotnencai protein ruzuioo (t.ljzuiooJ, mKNA 


XTN/f 0 17707 
1N1V1 Ul / /UZ 


XT/tnist onr\iartn Vkim^flt^f^^nl nmlai'n TTT TO A 1 O/C ACT TOA1 Q £\ ■ , , T>TsT A 

xiomo sapiens nypotneucai protein ruzuioo (rLJZUioo), mKNA 


XTM 017700 
1N1V1 Ul / /UU 


xiomo sapiens nypotnetical protein x*ljzuio4 ^JrJLJZuio^, ttikna 


XTM 017606 
iNiVl Ul /OVO 


TT/-»-rvii-v nrrn-l Ck-n r> ItimAfkah'nnl Mvnfai« TJT TO A 1 O A ACT TO A 1 *7 A\ __T> "K.T A 

Homo sapiens nypotnetical protein rUzUl /U (FUzUl /UJ, mRNA 


XTM 0176Qzl 
iNivl U 1 fOy** 


UAtnA onv<k«Anr> Vii hr%^s+V»^ifi^*ri 1 TTT TOA1/CA ATJT TO A 1 A\ M n\T A 

Homo sapiens nypotnencai protein ri-JZUlou (x*JLJZUioU), itikna 


XTN/f O17601 
NM Ul /Dyj 


Uatma nnn<a«in w»<-*+T* afi/snl +~ J_ TJT TOA1 CH ATJT TO A 1 <TA\ _.T)\T A 

Homo sapiens nypotnencai protein FUZUl (FUzUl jy), mRNA 


XTXyf H17<Q1 

nm ui /oy 1 


Homo sapiens nypotnencai protein rJUzUlDo (FLJZU1 jo), mRNA 


XTM 0176R0 
1N1V1 U 1 /Do" 


Uaivia caniamp l^Yf*^/x4*Tm A'fi/^nl ni-nlain TTT TOA1 £T 1 ATJT TO A1 C 1 \ «mT3*KTA 

Homo sapiens nypotnencai protein xJUzuim (rUzUlD l), mRNA 


XTA/f 01768S 
INiVI Ul /Ooo 


UnmA oo*>iA-n«« Viirrt/N^-VtA^Anl w^^v+^«*i TJT TOA1 C A ACT TOA1 CAN _TJ\T A 

Homo sapiens nypotnencai protein ruzui du (rJUzuiDU), mKNA 


NM Ul/OiSD 


Homo sapiens nypotnetical protein rJLI20 1 3 y (t U2U 1 3 9), mRNA j 


XTM 0176R21 
IN1VI Ul /OoH 


TT/Vm/*k CQniAno liTmAtliafinnl m>nfa<M TJT TOAIO/C /TTT TOA10/T\ mTIXT A 

Homo sapiens nypotnencai protein ruzuiio (rLJzuiio), mRNA 


XTM 017687 
INiVl Ul /OOZ 


TJAmr* cinion o UimAfnatiAnl nt-A^ain TTT TOA1 *3 O ACT TOA10ON mDXTA 

xiomo sapiens nypotnencai protein ri^izui 5L {rLJZVijZ), mKJNA 


XTM 0176S1 
iNIVl Ui /Ool 


TJr\*v%i% coniAnp lntr*%/>4-l»£»4~i nnl CT TOA1 OA ATJT TO A 1 *5 A \ . . , T*> XT A 

Homo sapiens nypotnetical protein rUzUliU (rLJZ\)\3i)) 9 mRNA 


XTN/f 017670 
INlYi U 1 lO 17 


TJ"/\tnrt coniAtic T-kArt*in+X£k4-f TJT TOAIOO ACT TO A 1 O 0\ __T) \ r A 

nomo sapiens nypotnencai protein rl^JzUlZo (rUZUlZo), mRNA 


XJM 017674 

INiVI U 1 IKJlH 


T-T/vmr» conipnc V»^^r>r-vfV«oi4~i />n1 nrAtam TJT TO A1 T3 ATJT TO A 1 0 1\ m T)\TA 

xiomo sapiens nypotnencai protein rJLJZUiZJ (rJ-JZUizjj, mKNA 


XTN/f 01766A 


UAmA conipne V>-\rrsrt+l^o^/»ol m-AfAin TTT TO A A AO ACT TO AAO0\ vwDXT A 

xioinu bdpiens nypotnencai protein puzuuyj ^rivjzuuyj ), mKNA 


XTM 017661 


T-T/Ymn canipnc V%tm/\'f'Uo-fir»o1 «rAfo-in TJT TO AA ATJT TO AAO/CN n,DMA 

xioinu bdpiens nypotnencai protein rJLJZUUoo (ri-jzuuooj, mKNA 


XTM" 017660 

iNIVl Ul /OOU 


T-T/%-mrk cor»i^»n c tiim/vf-VtA-fi/***! m-n+al-n TJT TOAAOC ATJT TO AAO C\ T>XT A 

xiomo sapiens nypotnencai protein rLJZUUoj (rJ-Jzuuojj, mKNA 


NM 017658 


Homo sapiens hypothetical protein FLJ20081 (FLJ20081), mRNA 


XTM 017656 
iNiVl Ul /OjO 


TJT/\mr\ cnniono ltTmA4>1%A4« ««1 TJT TO A A OA /TJT TO AAO A\ w>T)XTA 

Homo sapiens nypouiencai protein ruzuu/y (ri-jzuu/yj, mRNA 


NM 017655 


Homo •saoiens hvnnthpHral nrAfpin FT T9H07S fFT T9D07S^ mPXTA 


NM 017654 


Homo sapiens hypothetical protein FLJ20073 (FU20073), mRNA 


NMJH7653 


Homo sapiens hypothetical protein FLJ20071 (FLJ20071), mRNA 


NM 017651 


Homo sapiens hypothetical protein FLJ20069 (FLJ20069), mRNA 


NM_017650 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 9 A 
(PPPlR9A),mRNA 


NM 017649 


Homo sapiens cyclin M2 (CNNM2), mRNA 
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JNJYL U 1/044 


Homo Sapiens nypoineucai protein ruzuujy ^jtj-jzuuj^^, irixviN/\ 


XTN/T A 1 7 &A1 


xiomo sapiens nypoineucai protein r ljz.\j\jdd (rj.jzuu.5o_j, iriivLNrv 


NM 017639 


Homo sapiens hypothetical protein FLJ20047 (FLJ20047), mRNA 


JNJV1 01/o3o 


T_Xsn.**is% einm Aft r> li^ms>+li£kf-f <r>o1 rtfrklaim TTT TT AA/1 C /TJT TO A A/1 "DXT A 

Homo sapiens nypotneticai protein rLJZUU4j ^x*uzuu4j ), mruNA 


NM 017633 


TT^vma nnniann T-»t m z^+Vi **fi /-» o T ■»-. t-/~vf TTT TOAAIO /' IT 1 TOAA'JO^ ♦v»T3 XT A 

Homo sapiens nypotneticai protein rJLJ/U03 / (rLJ20U3 / ), mKNA 


NM 01/631 


TTnwin ' _ 1---— ^+1-^4-1 M «. A 4- A « M TTT T1AAOC /TTT T1AA1 C\ __T) XT A 

Homo sapiens nypotneticai protein rU20035 (TU20035), mKJNA 


NM 017630 


TTnmn nnm'atin ^mnf^flfinnl T7T TIAAI^ /TTT TOAA^/l"\ *nD XT A 

Homo sapiens nypotneticai protein rUzU034 (rLJ20u34), inKNA 


xnv/r ai 
JNM 01/62/ 


TTnmn _ ~„ T-. ,a *-•<»» «t «*Atnm T?T T1AA3A ATTT TOAAO A\ **-»T>XT A 

Homo sapiens nypotneticai protein rU20030 (rU20030), xiikjna 


NM_0 17626 


Homo sapiens DnaJ (Hsp40) homolog, subtamily B, member 12 (DNAJB12), 
rnKJNA 


NM 01/621 


Homo sapiens nypotneticai protein rLJzuoi3 v.Jri-J^wui3j, itikjna 


xr\ /T nn£i o 

MM 017618 


TT, . .. „ " _ V,^ m/>4-Vtn4^ ^>n1 T7T TOAAA/C /T7T T1AAA^\ __T> XT A 

Homo sapiens nypotneticai protein rUzOOOo [rLJ zOOOoj, mKJNA 


NM 017617 


Homo sapiens nypotneticai protein rU20005 (1*1^120005 J, mKNA 


NM 017615 


Homo sapiens nypotneticai protein rUz0003 (JrLJ 20003), niKNA 


XT\ JT A 1 C\ A 

NM 018394 


Homo sapiens nypotneticai protein l^LJl 1342 (rU 1 1342), mRNA 


NM 018393 


Homo sapiens hypothetical protein FIJI 1336 (FLJ11336), mRNA 


XTTV jf AlOOni 

NM 018391 


Homo sapiens hypothetical protein FIJI 1328 (FU1 1328), mRNA 


■v TX K /\ 1 o o o r\ 

NM 018389 


Homo sapiens GDP-fiicose transporter 1 (FLJ1 1320), mRNA 


XTTV vT AIOOO 

NM 018388 


Homo sapiens hypothetical pro tern FIJI 1316 (FU1 1316), mRNA 


XTA X A 1 0*3 O/C 

NM 018386 


Homo sapiens hypothetical protein rUl 1305 (FLJl 1305), mRNA 


XTTV K rtl OIOI 

NM U18383 


Homo sapiens hypothetical protein rU 1 1294 (rU 1 1294), mRNA 


XTTV ;T A i oa OA 

NM_0 18380 


Homo sapiens UbAU/H (Asp-Lriu-Aia- Asp/His) box polypeptide 28 (DDX28), 

ITIKJNA 


XTAvT A1 01*70 

NM 0183/9 


TT ___*__ _ 1,- — i-^+l- T?T T1 1 OOA /T7T T1 !OOA\ __T> XT A 

Homo sapiens hypothetical protein rU 1 12o0 (rLJ 1 12o0), mKNA 


XTTA/f AI Q17£ 

NM 0183/0 


TJ rt — , A nn-.'o-, r, lilmntlialiVnl TuT T1 1T7C /TOT T1 1 O O CA — iDMA 

Homo sapiens hypothetical protein rUH2/5 (rLJ 112/5), mKJNA 


NM 0183/5 


Homo sapiens hypothetical protein rJU 1 12 /4 (rLJ 1 12/4), mKJNA 


XTTV A AIOIT/I 

NM 0183/4 


Homo sapiens hypothetical protein rUl 1273 (rUl 1273), mKNA 


XTTV/T AIQIOO 

NM 0183 11 


TJ AW , A "U-. r«ft+U Q +,*/>n1 i.^' tjt T1 1 O/CA ACT T1 1 0/CO\ _-T>XT A 

Homo sapiens hypothetical protein rUl 126V (rU 1 126y), mKNA 


NM 0183/0 


T_T _ _ nnmann l» mn4l>%Afin/t1 TjT T 1 lOCrt /TJT T 1 11CA\ „T)\T A 

Homo sapiens hypothetical protem rLJ 1 125 y (rLJ 1 125 y), mKJNA 


XTTV A A1C2/C/C 

NM 0183oo 


T-Taomm Inmnilink'nnt » '„ T?T T1 1 O *3 A ACT T 1 111AN n\f A 

Homo sapiens hypothetical protein rU 1 1230 (FIJI 1230), mRNA 


XTAyr A1 oi/C^ 
NM 018365 


TTrtrt,* T_, _^.*U^+J t?T T1 1 OOO /TTT T1 10T3\ «^,T>XTA 

Homo sapiens hypothetical protein rU 1 1222 (rU 1 1222), mKNA 


XTA X A1 oa C. A 

NM 018300 


TJ«4*,a "U- — niU „+J„ A 1 + _ J„ t?T T1 1 OAA ACT Tl 1 OAA\ XT A 

Homo sapiens hypothetical protein rU 1 1209 (FLJl 1209), inRNA 


XTTV yf A101CA 

NM 018359 


Homo sapiens hypothetical protem FIJI 1200 (FUl 1200), mRNA 


NM 01835/ 


Homo sapiens hypothetical protein rLJ 1 1 196 (rU 1 1 196), mKNA 


NM 018356 


TT ? ■> , j 1 . ,., 4* . _T j._ " T'T Tl 1 1 rtO /T7T Tl 1 1 f*1\ Tl "K T A 

Homo sapiens hypothetical protein FIJI 1 193 (FLJl 1 193), mRNA 


XTTV/T A1 0*3 

NM 018355 


TT _ . _ . " ^ "1 , _ A a* ^ ^1 j ! . _ T7T T 1 1 1 1 f\ 7T T1 1 1 /™\ "1 \ TPfc "TV T A 

Homo sapiens hypothetical protein FIJI 1191 (FLJl 1 191), mRNA 


XTTV/T A1 1 

INM U1B351 


TT._, A _ ' .-, _ 1_ _ _ xT. — *J 1 „ _ i._ '„ TTT TT 1 1 Ol ACT Tl 1 101\ . , , T> XT A 

Homo sapiens hypothetical protein rLJ 1 1 1 o3 (rLJ 1 1 lo3), mKNA 


XTTV/T A 1 Q1 CA 

INM U 15350 


TT— „ _ ^«_i— T„,.,„ n4\-. r.4-1 r..n.1 _^_^x^ T7T T1 1 1 O 1 ACT T 1 1 1 01 \ ■ , . T> *K T A 

Homo sapiens hypothetical protein FLJl 1 181 (FLJl 1181), mRNA 


JNM Ulo34V 


Homo sapiens hypothetical protein rU 1 1 1 75 (rLJ 1 1 1 /5), mKNA 


XTTV/f A1C1/IC 
JNM U1oj40 


T.Tr>wiii J _ X,, mniknfi ^^.1 4>_ *_ TJT T1 1 101 /TTT Tl 1 1 0 1 \ — «D\T A 

Homo sapiens hypotneticai protein rUlll/l (rUHl/l), iriKNA 


XTTVyf msi/i/; 
1N1VI U 10.540 


Homo sapiens hypotneticai protein rJLJlllo4(rLJiiio4), mKNA 


XTTV/f f|l 81 A A 
INM Ui 0.344 


Unm/\ nnr+iamn iMmAlkalinnt J— TTT T1 1 1 /CA /TTT Tl 1 1 £A\ wDXTA 

Homo sapiens hypothetical protein rLJ 1 1 loU (r JU 1 1 loO), mKJNA 


xttv/T ClAStlAI 
INM U10O43 


Uavma »«M4Av*n tiimMUafinnl J TTT T1 1 1 C A ACT Tl 1 1 CA\ «viD\TA 

Homo sapiens hypotnencai protein rLJ 1 1 159 (rU 1 1 159), mKNA 


INM U15j42 


TT n -, . , , — j-. . . , „. r-, -ft-, ,-. 4 * _ _1 J_. TTT T1 1 t CC /TTT Tt T 1 CC\ *%*D\TA 

Homo sapiens hypothetical protein rLJ 1 1 155 (r JU 1 1 155), rnKNA 


XTTV/f AIOIOO 

INM U loo Jo 


TT -1,, , , U<MAk4l<Ai<nn1 «««»a4-aJo TTT TT 1 1 >IO ATTT T 1 T 1 AO\ .-, ,T> XT A 

Homo sapiens hypothetical protein JrLJ11142(rLJll 142), mKNA 


NM 018335 




NM 018329 


Homo sapiens hypothetical protein FLJl 1117 (FLJl 1 1 17), mRNA 


NM 018328 


Homo sapiens hypothetical protein FLJ 1 1 1 1 3 (FUl 1113), mRNA 


NM 018326 


Homo sapiens hypothetical protein FIJI 1 1 10 (FIJI 1 1 10), mRNA 


NM 018324 


Homo sapiens hypothetical protein FLJl 1 106 (FIJI 1 106), mRNA 


NM 018323 


Homo sapiens hypothetical protein FIJI 1 105 (FUl 1 105), mRNA 


NM 018321 


Homo sapiens hypothetical protein FUl 1 100 (FUl 1 100), mRNA 
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NM 018316 


tt - i x1_ - 1 -Trtfo,'- T7T T1 1 A70 /T?T T1 1 f\HQ\ tv>P\T A 

Homo sapiens hypothetical protein 1 1078 (rU1107o), mKJNA 


NM 018314 


tt__ ' 1 a.1 a\ 1 nrnfai'ti T*T T1 1 A/CQ /T?T T1 1 A/C ON m'DXTA 

Homo sapiens hypotheticai protein ru i 1000 (rLJl lOoo), mKJNA 


NM 018309 


Homo sapiens hypothetical protein rJU 1 1046 {tUl 1046), mKJNA 


NM 018308 


tt • t il_ • • _„1 T?T T1 1 A/1 1 /"T?T T1 1 A/1 0\ m D\TA 

Homo sapiens hypothetical protein rLJl 1042 (FU 1 1042), mKJNA 


NM 018307 


Homo sapiens hypothetical protein rUl 1040 (FLJl 1040), mKJNA 


NM 018306 


Homo sapiens hypothetical protein FLJ11036 (FIJI 1036), mRNA 


NM 018304 


XT • 1_ _ i 1 j * 1 x . ' T7T T1 1 f\s\t\ /*T?T T1 1 A1A\ Tl\T A 

Homo sapiens hypothetical protein FUl 1029 (FUl 1029), mRNA 


NM 018302 


TT * 1_ j"1 i ♦ _ 1 _^ a ' T"7T T1 1 /"\ 1 *7 /T?Y T1 1 A1 f\ T>\T A 

Homo sapiens hypothetical protein FIJI 1017 (FUl 1017), mRNA 


NM 018299 


TT • * , -I , ■ 1 i • 1 l » T 1 1 /\ 1 1 /TIT T 4 4 A1 1\ __T>\T A 

Homo sapiens hypothetical protein FUl 101 1 (FUl 101 1), mRNA 


NM 018297 


Homo sapiens pephde:N-glycanase similar to yeast PNG1 (FLJl 1005), mRNA 


NM 018296 


Homo sapiens hypothetical protein FUl 1004 (FUl 1004), mRNA 


NM 018294 


Homo sapiens hypothetical protein FU10998 (FU10998), mRNA 


NM 018292 


Homo sapiens hypothetical protein FU10989 (FU10989), mRNA 


NMJ) 18289 


Homo sapiens hypothetical protein FLJ10979 (FU10979), mRNA 


NM_0 18288 


Homo sapiens hypothetical protein FU10975 (FU10975), mRNA 


NM 018279 


Homo sapiens hypothetical protein FU10936 (FU10936), mRNA 


NM 018275 


Homo sapiens hypothetical protein FLJ10925 (FU10925), mRNA 


NM 018271 


tt ' 1 . i . • 1 . • T^T T1 f /T*«T T1 /\A1 f\ T\ "VTA 

Homo sapiens hypothetical protein FU10916 (FU10916), mRNA 


NMJ) 18264 


tt • 1 ,i , • 1 a T^T T "1 /\/%/\/\ ✓T^T T1 A/^r>A\ TX "V T A 

Homo sapiens hypothetical protein FU10900 (FU10900), mRNA 


NM 018261 


Homo sapiens Sec3-like (SEC3), mRNA 


NM 018260 


Homo sapiens hypothetical protein FU10891 (FU10891), mRNA 


NM 018259 


tt 9 t j 1 » * 1 * • T^T T1 /\Ort/\ ^T?T T1 A OA A\ Ti\T A 

Homo sapiens hypothetical protein FLJ10890 (FU10890), mRNA 


NM 018250 


tt • -4 it , • t a * T^T T ■» AO^T1 Ar»T T1 /\ ft *t 1 \ T™\ "VTA 

Homo sapiens hypothetical protein FU10871 (FU10871), mRNA 


NM 018248 


Homo sapiens hypothetical protein FU10858 (FU10858), mRNA 


NM 018247 


TT •* , * . • 1 . T~IT T -t r\ f"\ ^ /T*«T T< AOf T» VTA 

Homo sapiens hypothetical protein FU10856 (FU10856), mRNA 


NM 018246 


Homo sapiens hypothetical protein FU10853 (FU10853), mRNA 


NM 018243 


■ww • 1 ,i , • i . • T^T T-4 r\ n A f\ /T>T /\ rt J /\\ T-% "v T A 

Homo sapiens hypothetical protein FUl 0849 (FUl 0849), mRNA 


NM 018238 


Homo sapiens hypothetical protein FU10842 (FU10842), mRNA 


NM 018235 


Homo sapiens hypothetical protein FLJ10830 (FU10830), mRNA 


NM 018234 


Homo sapiens hypothetical protein FU10829 (FU10829), mRNA 


NM 018231 


Homo sapiens hypothetical protein FU10815 (FU10815), mRNA 


NM 018229 


Homo sapiens hypothetical protein FU10813 (FU10813), mRNA 


NM 018228 


Homo sapiens hypothetical protein FU1081 1 (FU1081 1), mRNA 


NM 018227 


Homo sapiens hypothetical protein FU10808 (FU10808), mRNA 


NM 018224 


Homo sapiens hypothetical protein FU10803 (FU10803), mRNA 


NM 018222 


Homo sapiens parvin, alpha (PARVA), mRNA 


NM 018221 


Homo sapiens chromosome 2 open reading frame 6 (C2orf6), mRNA 


NM 018216 


Homo sapiens hypothetical protein FLJ10782 (FU10782), mRNA 


NM 018215 


Homo sapiens hypothetical protein FLJ10781 (FU10781), mRNA 


NMJ) 182 14 


Homo sapiens LAP (leucine-nch repeats and PDZ) and no PDZ protein (LANO), 
mRNA 


NM 018210 


TT, * « jl . • t j • T^T T1 A^J/ft /tit T1 A'T/AX n\T * 

Homo sapiens hypothetical protein FU10769 (FU10769), mRNA 


NM 018208 


TT 1 , « . » 4 , -f-i-T v< /T^T T1 f\n *** ■% \ T»\T A 

Homo sapiens hypothetical protein FUl 0761 (FU10761), mRNA 


NM 018203 


Homo sapiens hypothetical protein FUl 0748 (FUl 0748), mRNA 


NM 018201 


Homo sapiens hypotneucal protein rU 10743 (rU 10743), mKNA 


NM 018199 


Homo sapiens hypothetical protein FU10738 (FU10738), mRNA 


NM 018198 


Homo sapiens hypothetical protein FLJ10737 (FU10737), mRNA 


NM 018196 


Homo sapiens epsilon-trimethyllysine hydroxylase (FLJ10727), mRNA 


NM 018195 


Homo sapiens hypothetical protein FU10726 (FU10726), mRNA 


NM 018190 


Homo sapiens hypothetical protein FU10715 (FU10715), mRNA 


NM 018189 


Homo sapiens hypothetical protein FU10713 (FU10713), mRNA 
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JNJVl 018183 


Homo sapiens Hypothetical protein rLJ1070l (FLJ10701), mRNA 


JNM 018182 


TT_— . _ M _I._ n timnlliA^niil 4. '„ TTT T 1 ATAA /T?T T1 A*7AA\ T»\TA 

Homo sapiens hypothetical protein rLJ 10700 (FIJI 0700), mRNA 


X.TA It A 1 O 1 O 1 

JNM 018181 


Homo sapiens hypothetical protein rUl0697 (FIJI 0697), mRNA 


XTX/f AlOi O/T 

JNJVl Olol/o 


Homo sapiens hypothetical protein rUl0675 (FU10675), mRNA 


"MTV/T A1 0 1 HA 
JNJVl Ulol/4 


Homo sapiens chromosome 19 open reading frame 5 (C19orf5), mRNA 


XTTV/f Al Q 1 T3 

JNM Oloi/J 


Homo sapiens hypothetical protein rJLJl0665 (FU10665), mRNA 


JNM 0181/2 


Homo sapiens hypothetical protein rU 10661 (FU 10661), mRNA 


XT\ jf A 1 Q 1 *7 A 

JNM 01 o 1/0 


Homo sapiens hypothetical protein FLJ 10656 (FU10656), mRNA 


XTJV/f Al O 1 CO 

JNM 018168 


Homo sapiens hypothetical protein FU10650 (FLJ10650), mRNA 


JNM 018167 


Homo sapiens hypothehcal protein FLJ10648 (FU10648), mRNA 


XTTV X A 1 O 1 

JNM 018166 


Homo sapiens hypothehcal protein FIJI 0647 (FLJ10647), mRNA 


XTX X AIOI^I 

NM 018163 


Homo sapiens hypothetical protein FIJI 0634 (FLJ10634), mRNA 


XTX X t\ 1 O 1 "7 

NM 018157 


Homo sapiens hypothetical protein FIJ10620 (FLJ10620), mRNA 


XTX K Al Ol E £ 

NM 018156 


Homo sapiens hypothetical protein FIJI 06 19 (FIJI 06 19), mRNA 


XTX if A 1 01 f f 

NM 018155 


Homo sapiens hypothetical protein FLH0618 (FLJ10618), mRNA 


NM 018154 


Homo sapiens hypothehcal protem FLJ10604 (FLJ10604), mRNA 


xtx x a 1 oi f a 

NM 018150 


Homo sapiens hypothetical protein FLJ10597 (FIJI 0597), mRNA 


XTTV /T A 1 O 1 A A 

NM 018149 


Homo sapiens hypothetical protein FLJ 105 87 (FO 10587), mRNA 


XTTV /T A 1 O 1 A O 

NM 018148 


Homo sapiens hypothehcal protein FLJ 10583 (FLJ 105 83), mRNA 


NM 01 8 146 


Homo sapiens hypothehcal protem FLJ10581 (FU10581), mRNA 


xnv >r a i o i a c 

NM 018145 


Homo sapiens hypothetical protein FLJ10579 (FU10579), mRNA 


XTTV X A 1 Ol Al 

NM 018143 


Homo sapiens hypothetical protein FIJI 0572 (FLU 05 72), mRNA 


XTTV K A 1 O 1 A A 

NM 018140 


Homo sapiens hypothehcal protein FLJ10565 (FU10565), mRNA 


NM 018139 


Homo sapiens hypothetical protein FLJ10563 (FLJ10563), mRNA 


"MTV/T A1 Q 1 1 Q 

JNM 018138 


Homo sapiens hypothehcal protein FU10560 (FU10560), mRNA 


"MTV A Al OHO 

NM 018132 


Homo sapiens hypothehcal protem FIJI 0545 (FIJI 0545), mRNA 


"MTV/T A1Q1QA 

JNM 018130 


Homo sapiens hypothehcal protem FLJ10539 (FLJ10539), mRNA ! 


XTA/f A 1 O 1 OA 

NM 018129 


Homo sapiens hypothehcal protem FU10535 (FLJ10535), mRNA 


xjA/r mono 
NM U18128 


Homo sapiens hypothetical protein FLJ10534 (FLJ10534), mRNA 


NM 018126 


Homo sapiens hypothetical protein FLJ10525 (FLJ10525), mRNA 


xix x nionc 

NM018125 


Homo sapiens hypothehcal protem FU10521 (FLJ10521), mRNA 


XTX X A 1 Ol ^1 

NM 018121 


Homo sapiens hypothetical protein FLJ10512 (FU10512), mRNA 


XTX X A1 0110 

NM018H8 


Homo sapiens hypothetical protein FLJ10508 (FIJI 0508), mRNA 


XTX X Al O 1 "t r* 

NM 018115 


Homo sapiens hypothetical protein FLJ10498 (FIJI 0498), mRNA 


XTX jT A 1 O 1 11 

NM 018113 


Homo sapiens lipocalin-interacting membrane receptor (LIMR), mRNA 


NM_018111 


Homo sapiens hypothetical protein FU10490 (FLJ10490), mRNA 


XTX X A 1 O 1 1 A 

NM 018110 


Homo sapiens hypothetical protein FLJ10488 (FLJ10488), mRNA 


XTTV X A 1 O 1 A A 

NM 018109 


Homo sapiens hypothetical protein FLJ10486 (FLJ10486), mRNA 


XTTV X A 1 O 1 AO 

NM 018108 


Homo sapiens hypothetical protein FLJ10483 (FLJ10483), mRNA 


XTX X A1 O 1 AC 

NM 018105 


Homo sapiens hypothetical protein FLJ10477 (TTJ10477), mRNA 


XTTVyf A 1 0 1 (\A 

NM 018104 


Homo sapiens hypothetical protein FIJI 0474 (FIJI 0474), mRNA 


XTX X AlOAA^T 

NM_0 18096 


Homo sapiens hypothetical protein similar to beta-transducin family (FIJI 0458), 

— T>XT A 

mRNA 


XJXyf Al OAQC 


Homo sapiens hypothetical protein FLJ10450 (FLJ10450), mRNA 


NM 018089 


TTattia QflTviPTlQ TivnAtTiftrpiil nrAfpi'n T7T Tlft/11 ^ /T7T T1AA1 ^^ mDXTA 
xiuiiiu oa^ri ciib iiypuuiciit/dl protein rLJ IvhIj yrl^J i\JHLD) y HLKINA 


NM 018088 


Homo sapiens hypothetical protein FIJI 0408 (FIJI 0408), mRNA 


NM 018084 


Homo sapiens hypothetical protein FU10392 (FLJ10392), mRNA 


NM 018083 


Homo sapiens zinc finger protein 358 (ZNF358), mRNA 


NM 018082 


Homo sapiens hypothetical protein FLJ10388 (FLJ10388), mRNA 


NM 018081 


Homo sapiens hypothetical protein FLJ10385 (FLJ10385), mRNA 


NM 018080 


Homo sapiens hypothetical protein FLJ10381 (FLJ10381), mRNA 
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NM 018077 


Homo sapiens hypothetical protein flj 1U3 / / (ri-J 1U3 / /), hikna 


NM 018071 


tt — _ — • _ i__ — -.aI-^i^ -_1 M «^4- A ««% T2T T1 HI C*7 /TJT T1 A1 *C '7\ — ,"D XT A 

Homo sapiens hypothetical protein FLJ 1U3:> / {rLJivij /), hikjna 


NM_0l8068 


Homo sapiens likely ortholog of mouse piwi like homolog 1 (Drosophila)-like 

/T7T T1 mpXTA 


XTTViT A1 OA/TT 

NM 018067 


Homo sapiens nypotneucai protein rLJ iujjv vtjuj iuj juj, nuxiNA 


NM 018066 


Flomo sapiens hypothetical protein rivJ iujh;/ vaJlj ii/j'tyj, mtviN/\. 


XT1V JT A1 OA^f 

NM 018065 


Homo sapiens hypothetical protein flj iU34o v^jlj 1U340), itikna 


NM 018061 


Homo sapiens hypothetical protein r u 1U3 3U (ru iuj juj, mKNA 


NM 018056 


Homo sapiens hypothetical protein flj 1U3 1 j (FJ-J 1U3 id;, itikna 


NM 018055 


tt • „ . . _ i.l . _ x ; 1 TJT Tl AO 1 A /"T7T T1 A1 1 A\ »«D\T A 

Homo sapiens hypothetical protein FLJ 103 14 (rLl 1U3 14), mKJNA j 


NM 018048 


Homo sapiens hypothetical protein 10292 (rJul Wlyl), mKJNA 


NM 018045 


Homo sapiens hypothetical protein FLJ 10276 (rU 10276), mKNA 


NM 018042 


tt • i . . _ xi i .- ■-, T "CT T1 AO Hf\ /T7T T 1 AO /TAN _—T5XT A 

Homo sapiens hypothetical protein rU 1U26U (rU 1U26U), mKNA 


NM 018037 


tt * 1 _xl_ „aJ . , -t -, .'. , T7T T1 AT/lvl /T?T T 1 AO /t /I \ __T) XT A 

Homo sapiens hypothetical pro tern tU 10244 (r U 10244), mKNA 


NM 018036 


Homo sapiens hypothetical protein FLJ10242 (FLJ10242), mRNA 


NM 018029 


tt 1 1.1 a' 1 j. * T?T T1 /T-»T T1 A"M 0\ T*»XT A 

Homo sapiens hypothetical protein FIJI 02 13 (FLJ 102 13), mRNA 


NM 018027 


tt 1 il j * 1 _ . _ • T?T T1 A1 1 A /"CT T1 A01A\ T>\T A 

Homo sapiens hypothetical protein FLJ10210 (FLJ 10210), rnKNA 


NM 018024 


tt * 1 x_* 1 x * 1~«T T 1 A1A /I /T^T Tl AOA/IN _ T>XT A 

Homo sapiens hypothetical protein FU10204 (FLJ 10204), mRNA 


NM 018022 


tt • 1 jJt_ «x! 1 j • T"?T T 1 /\ 1 AA /"CT T1 A1 A A\ , T>XT A 

Homo sapiens hypothetical protein FLJ10199 (FU10199), mKNA 


NM 018017 


tt • 1 il j ■ i x_ J T7T T1A1O0 PCX TIAIOON _.T)\TA 

Homo sapiens hypothetical protein FLJ10188 (FLJ 10188), mKNA 


NMJH8014 


tt • T*» 11 /"IT T n 1 1 1 A / * _—-v4. A ^«^\ /TJ/^T 1 1 A\ 

Homo sapiens B-cell CLL/lymphoma 1 1A (zinc tinger protein) (bCLl 1A), 

T1XT A 

mRNA 


NM 018013 


tt • v_ _ x_ ? T?T T1 A1 CA /"DT Tl A1 CA\ *mD\T A 

Homo sapiens h^otheucal protein rU101S9(rLJlUljy), mKNA 


NM 018012 


tt • _ _ i J.1 jj 1 ^ j.^ • T?T T1A1CT rCT T1 A 1 C7\ m Tj\TA 

Homo sapiens hypothetical protein FLJ 10 157 (FLJ 1015/), mKNA 


NM 018005 


tt . ; v. _ _ i\. _ _ 1 .-, .- j — i C T 1 A 1 OA APT T 1 A 1 1 A\ — _T3 "XT A 

Homo sapiens hypothetical protein FLJ luliy (rU lui JV), mKNA 


NM 017998 


tt _ . . - _ ,. , -. 1. ... _ xl. -x? _ „! «,nn>n !n T7T T1A11A /CT T1A11A"\ — _T) XT A 

Homo sapiens hypothetical protein FLJ10110(rLJlUUU), mKNA 


NMJO 17996 


tt • „ t, . . .-,-.4--, r.-> T?T T 1 A 1 m ACT Tl A1 A*2\ mD\T A 

Homo sapiens hypothetical protein FLJ 10103 (rU 1U103 ), mKNA 


NM 017986 


TT 1. ^ ..r. „ t-X-, ~4-l n ^.1 T?T T 1 A A/CA ACT T 1 AA£ A\ mBXT A 

Homo sapiens hypothetical protein FLJ IUUoU (FLJ lUUou), mKNA 


NM 017985 


TT ■ 1. . ... r. <-1,v nt! n ml ^^..^^ 4 JX ' ^ pT T1AACO ADT T1 AACO\ "T> \ y A 

Homo sapiens hypothetical protein rJJ 100 Do (FLJ lUUDo), mKNA 


NM 017984 


Homo sapiens hypothetical protein FLJ10057 (FLJ10057), mRNA 


NM 017983 


TT • 1 xl_ x* 1 x^ " T7T T 1 f\f\C C /T~"T Tl AAf C\ T> XT A 

Homo sapiens hypothetical protein FLJ10055 (FLJ10055), mRNA 


NM 017982 


Homo sapiens hypothetical protein FLJ10052 (FLJ10052), mRNA 


NM 017980 


Homo sapiens hypothetical protein FU10044 (FLJ10044), mRNA 


NM 017977 


Homo sapiens hypothetical protein FLJ10040 (FLJ10040), mRNA 


NM 017974 


Homo sapiens hypothetical protein FLJ10035 (FLJ10035), mRNA 


NM_018410 


Homo sapiens hypothetical protein DKFZp762E13 12 (DKFZp762E13 12), 
mRNA 


NM0 18423 


Homo sapiens hypothetical protein DKFZp761P1010 (DKFZp761P1010), 
mRNA 


NMJH7597 


Homo sapiens hypothetical protein DKFZp761K1824 (DKFZp761K1824), 
mRNA 


NMJ 18422 


Homo sapiens hypothetical protein DKFZp761K1423 (DKFZp761K1423), 
mRNA 


NMJ) 18421 


Homo sapiens hypothetical protein DKFZp761D1823 pKFZp761D1823), 
mRNA 


XTAif AT7^QO 


Homo sapiens transmembrane protein vezatin (VEZATIN), mRNA 


NM_017594 


Homo sapiens hypothetical protein DKFZp761C07121 (DKFZp761C07121), 
mRNA 


NM_017535 


Homo sapiens hypothetical protein DKFZp566H0824 (DKFZp566H0824), 
mRNA 


NM 018705 


Homo sapiens hypothetical protein DKFZp547G183 (DKFZp547G183), mRNA 


NM 017604 


Homo sapiens KIAA1023 protein (KIAA1023), mRNA 
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NMJH7559 


Homo sapiens hypothetical protein DKFZp434H22 15 (DKFZp434H2215), 
mRNA 


NM_Q 17598 


Homo sapiens hypothetical protein DKFZp434C0923 (DKFZp434C0923), 

_^.T) XT A 

mRNA 


JNM_U1 Id 1 1 


Homo sapiens hypothetical protein DKrZp434C0328 (DKrZp434C0328), 

rvi"DXTA 

mKJNA 


NM 014612 


Homo sapiens C9orfl0 protein (C9orfl0), mRNA 


X7X /f A1 OACf\ 

NM 01 8460 


Homo sapiens uncharacterized bone marrow protein BM046 (BM046), mRNA 


XTX AT /\ 1 O A C f\ 

NM 018459 


Homo sapiens uncharacterized bone marrow protein BM045 (BM045), mRNA 


XTX X At Oilf 1 

NM 018451 


Homo sapiens centrosomal P4.l -associated protein (CPAP), mRNA 


X TX AT A1 Oj(f n 

NM 018450 


Homo sapiens uncharacterized bone marrow protein BM029 (BM029), mRNA 


NM 018674 


Homo sapiens putative acid-sensing ion channel (ASIC4), mRNA 


NM_0 17435 


Homo sapiens solute carrier family 21 (organic anion transporter), member 14 

/ax i a 1 a\ n\Tt 

(SLC21A14), mRNA 


NM 016848 


Homo sapiens neuronal She (SHC3), mRNA 


NM 017432 


Homo sapiens prostate tumor over expressed gene l (PTOVl), mRNA 


NM 016953 


Homo sapiens phosphodiesterase 1 1 A (PDEl l A), mRNA 


NM_0 13242 


Homo sapiens similar to mouse Glt3 or D. malanogaster transcription factor UB 

f A T~<t\t\^\ ytttW T\ "V T A 

(AF093680), mRNA 


xtx jt ai y\ y 'I 

NM 016267 


Homo sapiens TONDU (TONDU), mRNA 


NM_0l5859 


Homo sapiens general transcription factor HA, 1 (37kD and 19kD subumts) 
(GTF2A1), mRNA 


NM 016271 


Homo sapiens STRIN protein (STRIN), mRNA 


NM u1ojo4 


Homo sapiens interleukin 23, alpha subunit pl9 (1L23A), mRNA 




Homo sapiens RU1 (RU1), mRNA 


1NJVL UlOii / 


Homo sapiens RNB6 (ivNBo), mRNA 


NM U10146 


Homo sapiens rTD009 protein (PTD009), mRNA 


XTX K AI /CI /I c 

NM Ul0l4-> 


TT n i i n n — TV 1*1 "\ f\ f\ O ^ .i. _ * ^ /^l V I M A /\ /\ 0\ Tl "X T A 

Homo sapiens PTD008 protein (PTD008), mRNA 


XTX /T A 1 /C 1 A A 

NM 016144 


x x _ , — ^ * _ -_ — Try \* i '~\ f\ i\ o - ^ _ ? /tvt*t 1 \aa^\ xixt a 

Homo sapiens PTD002 protein (PTD002), mRNA 


XTX AT A 1 1 A *7 

NM 016147 


Homo sapiens protein phosphatase methylesterase-1 (PME-1), mRNA 


NM 016445 


Homo sapiens pleckstrin 2 (mouse) homolog (PLEK2), mRNA 


NM 016170 


Homo sapiens NCX protein (NCX), mRNA 


NM 016132 


Homo sapiens myelin gene expression factor 2 (MEF-2), mRNA 


x tx Jt ai y r a y 

NM 016586 


Homo sapiens MB IP proteui (MBIP), mRNA 


NM 016547 


Homo sapiens calcium binding protein Cab45 precursor (Cab45), mRNA 


NM 016530 


Homo sapiens RAB-8b protein (LOC51762), mRNA 


NM_016442 


Homo sapiens type 1 tumor necrosis factor receptor shedding aminopeptidase 
regulator (ARTS-1), mRNA 


NM 016438 


Homo sapiens CLST 1 1240 protein (CLST1 1240), mRNA 


NM 016340 


Homo sapiens rap guanine nucleotide exchange factor (RA-GEF-2), mRNA 


NM_0l6306 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member "1 1 (DNAJB11), 

TJXT A 

mRNA 


NM 016292 


Homo sapiens heat shock protein 75 (TRAP1), mRNA 


XTX Jt A 1 /I O 

NM 016248 


Homo sapiens A kinase (PRKA) anchor protein 1 1 (AKAPl l). mRNA 


XFV A A1 

NM_0 16207 


Homo sapiens cleavage and polyadenylation specific factor 3, 73kD subunit 

\^>->A ^J-l. J / j 11-U.Vl 


NM 016163 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM 016106 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM 016081 


Homo sapiens palladin (KIAA0992), mRNA 


NM 015934 


Homo sapiens nucleolar protein NOP5/NOP58 (NOP5/NOP58), mRNA 


NM 015925 


Homo sapiens liver-specific bHLH-Zip transcription factor (LISCH7). mRNA 


NM 015878 


Homo sapiens ornithine decarboxylase antizyme inhibitor (OAZIN), mRNA 
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NM 016284 


Homo saniens KIAA1007 nrotein fKTA A 1 0071 ml? MA 


NM 016645 


Homo saoiens mesenchvmal stem cell nrntpin n^PQ? rNTPTTnPTxn wPXta 


NM 016631 


Homo saoiens chromosome 21 onen reading framp (OO \ m*fK£\ -mi? ma 


NM_0 16576 


Homo Sa'DieilS GJ^Pl^2 for ffliann^mp mnnnnVincrVhatp rpHnpfopA i^nArxr* 

(XOC51292),inRNA 


NM 016501 


Homo sapiens hypothetical protein FIJI 0597 CPU 105971 mRNA 


NM 016500 


Homo sapiens hypothetical protein (LOC5 1 260), mRNA ' 


NM 016487 


Homo saniens HSPC230 pene fHSPP?lffi rrVRXJA 


NM 016480 


Homo sapiens PABP-interacting protein 2 (PAIP2), mRNA 


NM 016433 


Homo RaniPTiQ cxlvrnlmirl tmncfw tirnf Ain fClT T r D\ m n\TA 
xAuiiiu oajjitiio gi_y vunpiu. uaiibier protein lkj.L»lJr ) 9 niKJNA 


NM 016369 


Homo ^finipnc rlnnHin 15? fPT fYWI mPXTA 


NM 016359 


Homo ^ani pn q m irl pnl n r nrntpin A XTfcT T* ( A "bJVT\ -ml? XT A 


NM 016246 


aa " aiau oapiciio tcuixai oiiuri"vnam ucnyurogenase/reQuctase retoJDKj 
(LOC5117n mRNA 


NM_016186 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha-1 
antioroteiriase antitrvn^inl mpmhpr 1fi fQT7"PPTMA 1(W mD xt a 


NM 016180 


Homo saoiens ATM- 1 TTrotpin A' i'P^ mPXTA 1 


NM 016176 


HOmO Raniftn^ CalplHTTl VnTlflintT riTT\t#»it1 f^oV»/1 ^» nramirorif /'PfiVi/l<\ m T)\TA 

xxwiiivr oa^it-ua uaiLriuiii uiiiuiiig pruicin v^dut^) precursor ^L^an^o j, mKJNA 


NM 016174 


Homo sapiens cerebral cell adhesion molecule (LOC51 148), mRNA 


NM 016131 


xiumu aapicub iv/vdiu, memoer isj\o oncogene iamiiy (KAJbJlU), mKlNA 


NM 016031 


nuinu a<apicii5 ciungdQun oi very long cnain iatty acias (rJbiN 1/bloz, oUR4/Elo3 
veastVlike 1 fELOVLH m"RMA 


NM 015955 


Homo SanienQ P71nrf1 Q-lilrp nrr»tp-in CX ^\P^^070^ *^il>XTA 
xAKJiiaj oayi&iiA lUi 11^-1 1K.O piOlCin ^L-ULj iU/ZJ, nfLKJNA 


NM 015931 


Homo saoiens fk4RS /7 OP^IOfi^ «VRMA 

oapiwio iiotOJ yXvV/vJ LvUOK ITUVXN.f\ 


NM_015879 


Homo saniens sialvltransfera^p RP ^alnlia9 ^rkilV^ptQl zinir«XTAr.oir^Vio o o 
sialvltransferase'i TSIATSC^ mRNA 


NM_0 16368 


Homo saniens mvo-inositol 1 -T)ho<mhafp QvntTia^p A 1 /tqvma 1^ t^pxta 


NM 016488 


Homo saniens hvnothetical nrntein fHSPP?^? 1 ^ ml? MA i 


NM 016478 


Homo saniens hvnothetical nrotein rHSPP91^ m PMA 


NM 016463 


Homo saniens hvnothetical nrotein fHSPP lOS^ mPMA 


NM 016410 


Homo saoiens hvnothetical nrntpin WSIPP177 ^^P^QPP177^ mPXTA 


NM 016406 


Homo saniens hvnothetical nrotein /TTSPPl SSI mPXlA 


NM 016401 


Homo sapiens hypothetical protein (HSPC138), mRNA 


NM 016400 


Homo ^anien*? HnnrititrriTi intpr^fti-n a nrAfom v nr\7T>v\ —,D\T A 
Aiuiiiw oapicno nuinuiguii lnicracLing protein iv v Jtl i Jrlvj, mKJNA 


NM 016396 


Homo sapiens hypothetical protein (HSPC129), mRNA 


NM_0 16391 


Homo ^anipnQ VivnntnpHnal r»mt*»ir» nJCPPl 1 1"\ tv»D\T a 
xxuiiiu oapiciib iiypuuicui/d.1 protein ^rlox i l) 9 mKJNA. 


NM 015933 


Homo 9ampn<: hvnrithptif^al nrrkfpiri rtTQPt'" , Yii/C\ **-iT>xta 1 


NM 015932 


Homo ^aniens hvnntnpHffll nrntpin /n'QP^^01/l^ *vtPXTA 
oa|jit;ii& uypvjLiicuv-'d.i pruLcm ^Jcioirv^x/l't^, rntvIN A 


NM_016172 


jriuiiiu iupicnb puiduve giiaioiasioma ceil aiiierentiation-related (GDBR1 ) 
mRNA 


NMJH6194 


1AUU1U oapicito guanine uuuieouae Dinamg protem \ \j protemj, beta 5 (GNB5), 
mRNA 


NM_016196 


Homo Saniens KTAA0682 optip nrnHnrt HTTA A0AR7\ mPXTA 


NM 016553 


Homo saniens nucleonorm rNTTP#^7^ mPXTA 


NM_016195 


Homo SaniPriQ M^-T>liaQP ■nllrtcrilnrk"nrr\+<»i'n 1 /TV/TDTJ/^CDTLJI \ __T>XT A 

xAuiiiu aapiciib ivi-piia^c pnospnoproteui 1 ^MrrlUorxlI ) 9 mKJNA 


NM_016550 


Homo sapiens HeLa cyclin-dependent kinase 2 interacting protein fCINP) 
mRNA 


NM 016623 


Homo sapiens hypothetical protein fBM-009), mRNA 


NM 016237 


Homo sapiens anaphase promoting complex subunit 5 (ANAPC5), mRNA 


NM 016108 


Homo sapiens androgen induced protein (AIG-1), mRNA 


NM 014886 


Homo sapiens hypothetical protein (YR-29), mRNA 


NM 014035 


Homo sapiens SBBD1 protein (SBBI31), mRNA 
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iNJLVL U14oOo 


Homo sapiens ring finger protein 10 (RNF10), mRNA 




Homo sapiens rKUlD o protem (x\KU1575), mRNA 


INM U14Uo 


Jtiomo sapiens rKUUODy protem (FKO0659), mRNA 


PUVJL 


Homo sapiens rKUU04i protem (lrl<U0o41), mRNA 


XJT\/f filAIIA 
XNIVL 


xiomo sapiens rKUU02o protein (rK(J062o), mRNA 




Homo sapiens rKUUolo protein (JrKUOolo), mRNA 


INM UI4U/0 


Homo sapiens rKUOoll protem (PROOoll), mRNA 


INM U14U/4 


Homo sapiens rR(J0529 protein (PRO0529), mRNA 


JNM 014129 


Homo sapiens PRO0478 protein (PRO0478), mRNA 


JNM 01412O 


Homo sapiens PRU0365 protem (PRO0365), mRNA 


XTA/T A1 A 1 O/l 

JNM U 14124 


Homo sapiens PRO0255 protem (PRO0255), mRNA 


xnv /T r\ i >i n i 
INM 014121 


Homo sapiens PRO0233 protem (PRO0233), mRNA 


JNM 014120 


Homo sapiens PRU0214 protem (PRO0214), mRNA 


XTAyf A1 A 1 1 O 

JNM U1411o 


Homo sapiens PRO0159 protem (PRO0159), mRNA 


XTTV/T A1 yl 1 1 *7 
JNM U141 1 / 


Homo sapiens PRO0149 protem (PRO0149), mRNA 


XTA A A 1 A 1 1 £. 

JNM 014116 


Homo sapiens PRO0132 protem (PRO0132), mRNA 


JNM U1jjo4 


Homo sapiens MD-2 protem (MD-2), mRNA 


JNM 014020 


Homo sapiens LR8 protein (LR8), mRNA 


XTTV/T A1 ACkl 1 

JNM U14yjl 


Homo sapiens KIAA1 115 protem (KJAA1 115), mRNA 


X1A/T A 1 yiDAI 

INM ui4yui 


Homo sapiens KIAAl 100 protem (KIAA1 100), mRNA 


XTA/f A1 ACiCiQ 

JNM U14yUo 


Homo sapiens KIAA1094 protein (KIAA1094), mRNA 


XTN/T A1 ACif\C 

JNM 014^00 


Homo sapiens KIAA1072 protein (KIAA1072), mRNA 


XTTV/T A1/1O00 

INM 0145*32 


Homo sapiens neuroligin I (NLGNl), mRNA 


XTM" AI/lCQ/l 
XN1YI U14oy4 


Homo sapiens K1AA1056 protem (KIAA1056), mRNA 


XTTV/T A1/tO<£ 
INM U 14:00 


Homo sapiens KIAAl 052 protein (KIAAl 052), mRNA 


xnvT ni/iooff 

INIVI UI4yZo 


Homo sapiens KIAAl 046 protem (KIAAl 046), mRNA 


XTTV/T A1/IQAQ 

jnm ui4yuy 


Homo sapiens KIAAl 036 protein (KIAAl 036), mRNA 


XTA/T A1 AQ1Q 

INM U14y3y 


Homo sapiens KIAA1012 protem (KIAAl 01 2), mRNA 


XTTV/T A1 A QA£ 

JNM 014050 


Homo sapiens KIAA1009 protein (KIAA1009), mRNA 


XTTV/T A 1 /I Q/CA 

JNM 014yoO 


Homo sapiens KIAA1001 protem (KIAA1001), mRNA 


XTTV/T A1/1QCA 

JNM 014500 


Homo sapiens KIAA0997 protein (KIAA0997), mRNA 


XTTV/T (\A AQ1A 

JNM 014504 


Homo sapiens zinc-finger protein DZ1P1 (DZIP1), mRNA 


XTAvT C\"\ ACiTX 

rsivi U14UZJ 


Homo sapiens KJAA0982 protem (KIAA0982), mRNA 


xnv/T niiionn 


Homo sapiens K1AA0977 protem (KIAA0977), mRNA 


NM 014929 


Homo sapiens KIAA0971 protein (KIAA0971), mRNA 


XTA/T A1/IQ1^ 
INM 0145OD 


Homo sapiens phosphoinositol 3-phosphate-binding protein-2 (PEPP3), mRNA 


xnv/T Ai/ion 
JNM U1450/ 


Homo sapiens Sac domain-containing inositol phosphatase 2 (SAC2), mRNA 


XTTV/T A 1 A Q AO 

JNM 0145*02 


Homo sapiens KIAA0964 protein (KIAA0964), mRNA 


XTA/T AI/IOAO 

JNM 014o9o 


Homo sapiens KIAA0961 protein (KIAA0961), mRNA 


XTA/T A1/IO/IO 
JNM U 145*42 


Homo sapiens ankyrin repeat domain 6 (ANKRD6), mRNA 


XTTVyf A1 AQZQ 

lNM_0145Oy 


Homo sapiens tumor up-regulated CARD-containing antagonist of caspase nine 

/T| jr* A XT\ T> XT A 

( 1 UCAN), mRNA 


XTA/T A1/1Q50 


Homo sapiens KIAA0945 protein (KIAA0945), mRNA 


XTA/T 014004 
INIVI U 1 4y U4 


Homo sapiens KIAA0941 protem (Rabl 1-F1P2), mRNA 


NM 014903 


Homo sapiens KIAA0938 protein (KIAA0938), mRNA 


NM 014897 


Homo saTiien^ KTA A0074. nrntpin Ha A A^09A^ mPXT A 


NM 014883 


Homo sapiens KIAA0914 gene product (KIAA0914), mRNA 


NM 014949 


Homo sapiens KIAA0907 protein (KIAA0907), mRNA 


NM 014896 


Homo sapiens KIAA0894 protein (KIAA0894), mRNA 


NM 014969 


Homo sapiens KIAA0893 protem (KIAA0893), mRNA 


NM 014966 


Homo sapiens DEAD/H (Asj>Glu-Ala-Asp/His) box polypeptide 30 (DDX30), 
mRNA 
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NM 015377 


Homo sapiens KIAA0889 protein (KIAA0889), mKNA 


NMJ) 14936 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 4 (putative 
function) (ENPP4), mRNA 


\Tl AT A1 A f\ Af\ 

NM 014940 


Homo sapiens KIAA0872 protein (KIAA0872), mRNA 


"V TX AT ft 1 A f\ A*\ 

NM 014943 


Homo sapiens KIAA0854 protein (KIAA0854), mRNA | 


NM 014926 


Homo sapiens KIAA0848 protein (KIAA0848), mRNA 


-v tti <r r\ i a ft a f 

NM 014945 


Homo sapiens KIAA0843 protein (KIAA0843), mRNA 


\n r ft -t a A 

NM 014924 


Homo sapiens KIAA0831 protein (KIAA0831), mRNA 


NM 014703 


Homo sapiens KIAA0800 gene product (KIAA0800), mRNA 


NM 014650 


Homo sapiens KIAA0798 gene product (KIAA0798), mRNA 


NM 014660 


Homo sapiens KIAA0783 gene product (KIAA0783), mRNA 


NM 014726 


Homo sapiens KIAA0775 gene product (KIAA0775), mRNA 


NM 014690 


Homo sapiens KIAA0773 gene product (KIAA0773), mRNA 


NM 014805 


Homo sapiens KIAA0766 gene product (KIAA0766), mRNA 


NM 014869 


Homo sapiens KIAA0763 gene product (KIAA0763), mRNA 


NM 014804 


Homo sapiens KIAA0753 gene product (KIAA0753), mRNA 


NM 014632 


Homo sapiens KIAA0750 gene product (KIAA0750), mRNA 


NM 014796 


Homo sapiens KIAA0748 gene product (KIAA0748), mRNA 


NM 014719 


Homo sapiens KIAA0738 gene product (KIAA0738), mRNA 


NM 014828 


Homo sapiens KIAA0737 gene product (KIAA0737), mRNA 


NMJ) 14849 


Homo sapiens likely ortholog of mouse synaptic vesicle glycoprotein 2a (SV2), 
mRNA • 


NM 014848 


Homo sapiens synaptic vesicle protein 2B homolog (SV2B), mRNA 


NM 014718 


Homo sapiens KIAA0726 gene product (KIAA0726), mRNA 


NM 014652 


Homo sapiens importin 13 (IMP 13), mRNA 


NM 014867 


Homo sapiens K1AA07 1 1 gene product (KIAA07 1 1), mRNA 


NM 014852 


Homo sapiens KIAA0682 gene product (KIAA0682), mRNA 


NM 014663 


Homo sapiens KIAA0677 gene product (KIAA0677), mRNA 


"V "m r ft -f A A r\ 

NM 014648 


Homo sapiens KIAA0675 gene product (KIAA0675), mRNA 


NM 014779 


Homo sapiens KIAA0669 gene product (KIAA0669), mRNA 


\n at ft, < a ft •< 4 

NM 014811 


Homo sapiens KIAA0649 gene product (KIAA0649), mRNA 


NM 014817 


Homo sapiens KIAA0644 gene product (KIAA0644), mRNA 


xth jt ai ^/\ a y 

NM 015046 


Homo sapiens KIAA0625 protein (KIAA0625), mRNA 


"V th jt ft i a ye\ a 

NM 014694 


Homo sapiens KIAA0605 gene product (KIAA0605), mRNA 


NM 014832 


Homo sapiens KIAA0603 gene product (KIAA0603), mRNA 


NM 014749 ; 


Homo sapiens KIAA0586 gene product (KIAA0586), mRNA 


V Til iff* ft 4 4 j«".s*ft 

NM 014668 


Homo sapiens KIAA0575 gene product (KIAA0575), mRNA 


NM 014709 


Homo sapiens KIAA0570 gene product (KIAA0570), mRNA 


NM 014704 


Homo sapiens KIAA0562 gene product (KIAA0562), mRNA 


NM 014790 


Homo sapiens KIAA0555 gene product (KIAA0555), mRNA 


NM 014731 


Homo sapiens KIAA0552 gene product (KIAA0552), mRNA 


NM 014793 


Homo sapiens KIAA0547 gene product (KIAA0547), mRNA 


XTX jf ft 1 A Oft r" 

NM_ 014825 


Homo sapiens chromosome 21 open reading frame 108 (C21orfl08), mRNA 


"KTA iT ft 1 >4 fl 4 ft 

NM 014840 


Homo sapiens KIAA0537 gene product (KIAA0537), mRNA 


XTTk AT ft 4 >f ✓* ft ft 

NM 014682 


Homo sapiens KIAA0535 gene product (KIAA0535), mRNA 


NM 014851 


xiomo sapiens JSJAAwoy gene product (KlAAU4oyj, mKNA 


NM 014638 


Homo sapiens KIAA0450 gene product (KIAA0450), mRNA 


NM 015556 


Homo sapiens KIAA0440 protein (KIAA0440), mRNA 


NM 014801 


Homo sapiens KIAA0435 gene product (KIAA0435), mRNA 


NM 014772 


Homo sapiens KIAA0427 gene product (KIAA0427), mRNA 


NM 014631 


Homo sapiens KIAA0418 gene product (KIAA0418), mRNA 


NM 014702 


Homo sapiens KIAA0408 gene product (KIAA0408), mRNA 
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MM 014^77 


Homo sapiens jsjaauj;/! gene proauct ^J\JAAU3yi ) f mixiNA 


XTN/T 01/1717 
JNJV1 U14 / 1 / 


Urt^ft noniotic VTA AAOGA nana «*<»»a>4i i a4- /"VTA A AOAA\ *mT>\TA 

xiomo sapiens JsJAAUjyu gene proauct (JKJAAU39Uj, mKJNA 


MM 014£S£ 
INlvl U 14050 


Homo sapiens jsoaauj dj gene proauct (JsJAAUi jj), mKJNA 


MM 01/1Q77 


Uawia nnnlanr VTA A AO <4 oaMa /VTA A AO _,T>XT A 

Jtiomo sapiens jsjaauj D4 gene proauct (K1AAU354), niKJNA 


iNlvl UI4ojU 


Jtiomo sapiens isjlaauj jz gene proauct (K1AAU352), mKNA 


jNivi__ui40jO 


Homo sapiens Ral guanine nucleotide exchange factor RalGPSl A 

fPAT/TDQIAi tmPMA 
^XnAJLVjXo irYJ, nilvLNA 


MM rtMOC 
1N1V1 17140.33 


Unmn rom'onp VTA AAOO/C /ta«amwvJii<ti /VTA A AO O JC\ «-iD\T A 

xiomo sapiens jsjaau j jo gene product (J^jaaujjo), mKJNA 


XTA/f A1/4CAO 


TTnmn. f>n*ti*A*to VTA A AO O C ~ J,__A. /T/T A A AO O *T\ T\\T i 

Homo sapiens jsjaau3JC> gene proauct (K1AAU335), mKNA 


XJKyf A1 AQAA 
IN 1V1 U 1 4 544 


UntviA eonianc 1ZTA A AO OQ nana «m/)im^ /VTA AAOOA\ «mT> XT A 

xiomo sapiens JSJAAu^zy gene proauct (JviAAUizyj, mKJNA 


MM A 14871 


Unmn oaw« a-ma VTA A AO 1 7 ama /T/T A A AO 1 OA ~.D\T A 

xiomo sapiens jsjaau o i / gene proauct (Isjlaau J l /), mKNA 


XTA/T A 1 AAQO 

iniyi ui4oyy 


T-Ts-ki-nst oAn-ia-Mo V^TA AAOA/C naM . «*— /VTA A AOAiTV „~r> XT A 

xiomo sapiens xxiAAUzyo gene product (KlAAOzyo), mKNA 


MM A 1 4747 
INIYI U14/4Z 


xiomo sapiens xviaauz d j gene product (xvlAA0z55), mKNA 


MM A 14714 


T-T/^*M/^ finm'ans V^T A A AO/IT nntiA —-nJ, .^4- rV~\ A A AO /i T\ __T> XT A 

xiomo sapiens isJAAUz4 / gene product (JSJAAUz4 /), mKNA 


NM 014760 


Homo sapiens KIAA0218 gene product (KIAA0218), mRNA 


MM A1 AH1 <T 


Homo sapiens K1AA0215 gene proauct (KIAA0215), mRNA 


MM A1/1£OA 


TT- T/T A A AO 1 1 ' J.. ^.i. /T/T A A /XO 1 1 \ T» XT A 

Homo sapiens KJAA021 1 gene proauct (KIAA021 1), mRNA 


"VTIV/f A 1 A HA A 

iNM (J14/44 


Homo sapiens KIAA0210 gene product (KIAA0210), mRNA 


NM 014725 


Homo sapiens KIAA0189 gene product (KIAA0189), mRNA 


"MTV/T AI/IOCO 

INM U14/33 


Homo sapiens K1AA0187 gene product (K1AA0187), mRNA 


XTX/f A 1 A HC\ 1 

JNM._JJ14/y 1 


Homo sapiens likely ortholog of maternal embryonic leucine zipper kinase 

/VTA AAIOO „TJXT A 

(IsJLAAUi mKNA 


JNiVl U 14/40 


Homo sapiens K1AA0 161 gene proauct (KIAA0161), mRNA 


XTA/f AI/t/TOO 

iNM U14o33 


TT _ ,-. T/T A A A 1 CC . _ J i /T/T A A f\ 1 C C\ t%\t a 

Homo sapiens K1AA0155 gene product (KIAA0155), mRNA 


xnv/T ai4aoo 

INM_U14UUZ 


Homo sapiens IKK-related kinase epsilon; inducible IkappaB kinase (IKKE), 

mxCINA 


MM A14C47 
INM U14o4/ 


ITawa am a T/T A A T A A „ . - _ J. __x /T/T A A /M A A\ . . t\ \t a 

Homo sapiens K1AA0144 gene product (KIAA0144), mRNA 


mm oi477"5. 

INlvl U14//J 


Uawa r*r\-*-i+ ™ n T/T A A A 1 A 1 #«a«aa _ J, . _ a /T/T A A A 1 A 1 \ „T\\T A 

Homo sapiens JKJAA0141 gene product (KJAA0141), mRNA 


MM 014/^Q 

INM U 14D4y 


TJrtfvin _ _ _ " _ T/T A A A 1 O O J. . _a /T/T A A m 1D\ r»\T A 

Homo sapiens K1AA0138 gene product (KIAA0138), mRNA 


MM 014707 
iNlvl U14 /yz 


Unmn rania^o VTA AAIOC a-ama m«.a J„„i /VT A AA10C\ T> XT A 

Homo sapiens jsjaau izd gene product (JKJAAU125), mRNA 


"MM" 014QQQ 


TJrttVIrt cnniann VTA A A1 1 0 «%«*a4a« M /VTA A A1 1 0\ __T3XT A 

Homo sapiens rviAAul lo protein (xviAAUl lo), mKNA 


MM" 014740 

INIVT. V/l*r/*fU 


TJ/>rnA nnrxi an p VT A A A 1 1 1 <r ana . —A. /T/T A A A 1 1 1 \ . , , T> XT A 

Homo sapiens jsjlaau l i l gene product (JsJAAU 111), mKNA | 


MM A14£71 

INM UI4D/J 


TT—.— - — nnnia-n T/T A A A 1 AO a>a m a mma J., m A /T/T A A A1 fVO\ T> X T A 

Homo sapiens JsJAAUlUi gene product (KJAAU1U3), niRNA 


NM_014736 


Homo sapiens KIAAO 101 gene product (KIAA0101), mRNA 


MM A1/1<£A 

INM ui4ooy 


Homo sapiens KJAA0095 gene product (KIAA0095), mRNA 


MM AI/KTO 


T T i-i .-. m n — — _ J _ T/T A A AnrtO j ■ tXrT A A rtAAl\ t-»"vt a 

Homo sapiens K1AA0092 gene product (KIAA0092), mRNA 


INM ui4/oy 


Homo sapiens KJAA0087 gene product (KIAA0087), mRNA 


MM Ol 
iNM U14o// 


Homo sapiens nelicase KIAA0054 (KIAA0054), mRNA 


MM 0 1 47 1 £ 
1N1VL V14/ 10 


Homo sapiens centaurin, beta 1 (CENTB1), mRNA 


MM 01^£l 1 
IN 1V1_U 1 j D 0 1 


Homo sapiens K3H domain (binds smgle-stranded nucleic acids) containmg 
^iwnijivi j, mivCNA 




T-T^x*v*rx PQMiann T/T A A AAOO aama ma/Iiia^ /T/T A A AAO^\ TfcXT A 

nomo sapiens jsoaauuzz gene product (K1AA0022), mRNA 


X^lVJL \J 1 *tO / O 


T-T/vrafx CQm'onc VTA A fiAOA rrona nm^iiA 1 /VT A A AAOA\ — T»XT A 

xiomo sapiens isjaauuzu gene product (K1AAU020), mRNA 


NM 014fifiS 


Unm/\ fomann T/T A A HAI A <-»!-»■■«» «_«.^v-3-,.^.4. /T/T A A AA1 yf \ T»\T A 

Homo sapiens jsjaauui4 gene product (K1AA0014), mRNA 


MM 014671 


Homo sapiens ubiquitin-protein isopeptide ligase (E3) (KIAA0010), mRNA 


NM 014637 


Homo saniens KIAA0009 eene nrnduct HCTA AOOOOi tt.T?MA i 


NM 015384 


Homo sapiens IDN3 protein (IDN3). mRNA ! 


NM 014188 


Homo sapiens HSPC182 protein (HSPC182), mRNA | 


NM 014187 


Homo sapiens HSPC171 protein (HSPC171), mRNA 


NM 014182 


Homo sapiens HSPC160 protein (HSPC160), mRNA 


NM 014178 


Homo sapiens HSPC156 protein (HSPC156), mRNA 


NM 014177 


Homo sapiens HSPC154 protein (HSPC154), mRNA 
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XTTV/f Al A 1 

NM_OI41 to 


Homo sapiens HSPC150 protein similar to ubiquitin-conjugating enzyme 
(HorClDOJ, mKJNA 


INM 0141 / j 


Homo sapiens xiord42 protein (Hort/142), mKNA 


JNM 0141 /2 


Homo sapiens HSPC141 protein (HSPC141), mKNA 


XT\/f A 1/1 1*71 

JNJVl 014171 


Homo sapiens postsynaptic protem CRJrT (CRIrT), mRNA 


JNJVl O141oy 


Homo sapiens HbrC134 protein (HSPC134), mRNA 


XTN X A1 /I1 £.0 

NM 014168 


Homo sapiens HSPC133 protein (HSPC133), mRNA 


XTN X A 1 A 1 

JNM 01410/ 


Homo sapiens HSPC128 protein (HSPC128), mRNA 


XTN if A1 >I1 

NM 014165 


TT • TTOT)/*!! /TTCIT^/^S-1 ^ ^\ T\\T A 

Homo sapiens HSPC125 protein (HSPC125), mRNA 


XTN X A1 /I 1 aCI 

NM 014163 


Homo sapiens HSPC073 protein (HSPC073), mRNA 


NM 014162 


Homo sapiens H&PC072 protein (HSPC072), mRNA 


XTfc K A1 A 1 Cft 

NM 014159 


Homo sapiens Huntingtin interacting protein B (HYPB), mRNA 


NM 014158 


Homo sapiens HSPC067 protein (HSPC067), mRNA 


NM 014157 


TT _ . _ _ ._ ; TTpT>/^A/ c a._.!_ /T TCI "r*/ - ""'i'\ f C\ TJ\T A 

Homo sapiens HSPC065 protein (HSPC065), mRNA 


NM 014152 


TT * T TnTl/^tA ^ X j ■ /T T fl T» y"^/"V -4 \ T» - VT A 

Homo sapiens HSPC054 protein (HSPC054), mRNA 


*HTX X A1 >I1 C1 

NM 014151 


Homo sapiens HSPC053 protein (HSPC053), mRNA 


XTX X A 1 A 1 /I O 

NM 014148 


TT— _ • TTOnnAvtO j. ' /TTPT»/*irV/10\ ti\T A 

Homo sapiens HSPC048 protein (HSPC048), mRNA 


XTAvf A1 yf 1 A1 

JNM 014147 


TT ' TTPUPAyn i * /TTOTT^'A /I *7\ TIXTA 

Homo sapiens HSPC047 protein (HSPC047), mRNA 


XTAvT A1 A A/1 1 

JNM 014041 


Homo sapiens signal peptidase 12kDa (SPC12), mRNA 


TVTAyf A1 /I A/IT 

NM 01404/ 


Homo sapiens HbPC023 protein (HSPC023), mRNA 


NM 014028 


TT — _ __* _ TTCDPAI A /TTCTir'AI AN ^t»\t A 

Homo sapiens HSPC019 protein (HSPC019), mRNA 


XTAvT A1 Af\0/Z 

JNM 014U26 


tt„ „ ^ • „„ ^ ttchpai c * • /ttcit»/~tvi tixt a 

Homo sapiens HSPC015 protein (HSPC015), mRNA 


NM 015362 


Homo sapiens HSPC002 protein (HSPC002), mRNA 


XTTVVf A1 C£m 

JNM 015603 


Homo sapiens DKFZP586M1019 protein {DKFZP586M1019), mRNA 


vnv>r A1 CCOT 

NM 015537 


Homo sapiens DKFZP586J1624 protem (DKFZP586J1624), mRNA 


JNM 015584 


Homo sapiens DKFZP586F1524 protein 0OKFZP586F1524), mRNA 


NM 015677 


Homo sapiens hypothetical protem (DKFZP586F1318), mRNA 


XTA X A 1 C A 1 ZT 

NM 015416 


Homo sapiens DKFZP586A01 1 protein (DKFZP586A01 1), mRNA 


NM 015513 


Homo sapiens DKFZP5 66D2 1 3 protem (DKFZP566D213), mRNA 


XTX/T A1 CCrtft 

NM 0155U9 


Homo sapiens DKFZP566B183 protem (DKFZP566B183), mRNA 


XTN4" A1 Af\A^ 

NM 014042 


Homo sapiens DKFZP564M082 protem (DKFZP564M082), mRNA 


XTTV X A 1 C /f C C 

NM 015455 


TT _ _ . _ _ _ ' T/^T A A 1 1 A A . /TTT A A 1 1 A A n\T A 

Homo sapiens KIAA1 194 protein (KIAA1 194), mRNA 


XTKvT A1 C£A1 

NM 0156U1 


Homo sapiens DKFZP564G092 protem (DKFZP564G092), mRNA 


\n /f Al /l A/1/1 

NM 014044 


Homo sapiens DKFZP564G0222 protein (DKFZP564G0222), mRNA 


XTAjT Al C/CCO 

NM 015658 


Homo sapiens DKFZP564C186 protein (DKFZP564C186), mRNA 


NM 015654 


TJa«ma * TNT^"T?'7TTCaC/I/"**1 AO » ■ /T~\T/~ » | \ r* X* A/~H T>"XTA 

Homo sapiens DKFZP564C103 protein (DKFZP564C103), mRNA 


XTN/T A1 < 

INM OIDDoj 


T T — TAT/" T? ' / HATZ* >l AO^'t^' _x /TrxT7"r^' # y A i Mil j»*x t*"v T a 

Homo sapiens DKFZP564A2416 protein (DKFZP564A2416), mRNA 


XT\yf A1 A t\1A 

JNM 014034 


Homo sapiens DKFZP547E21 10 protein (DKFZP547E21 10), mRNA 


NM 015607 


Homo sapiens DKFZP547E1010 protein (DKFZP547E1010), mRNA 1 


XTX/T A1 CCA/1 

JNM 015594 


Homo sapiens DKFZP434O047 protem (DKFZP434O047), mRNA 


XTfc 4" A 1 C /I AO 

NM 015492 


Homo sapiens DKFZP434H132 protein (DKFZP434H132), rnRNA 


XTX X ftirrif 

NM 015515 


Homo sapiens type I intermediate filament cytokeratin (HADCl), mRNA 


XTTV X A1 Af\CA 

NM_0 14064 


Homo sapiens AD-003 protein (AD-003), mRNA 


NM 014517 


Homo sapiens upstream binding protein 1 (LBP-la) (UBP1), mRNA 


NM_0l4294 


Homo sapiens translocating chain-associating membrane protein (TRAM), 


NM 014305 


Homo sapiens dTDP-D-glucose 4,6-dehydratase (TDPGD), mRNA 


NM 014300 


Homo sapiens signal peptidase complex (18kD) (SPC18), mRNA 


NM 014419 


Homo sapiens soggy-1 gene (DKKLl-pending), mRNA 


NMJH4445 


Homo sapiens stress-associated endoplasmic reticulum protein 1; ribosome 
associated membrane protein 4 (SERP1), mRNA 


NM 014329 


Homo sapiens autoantigen (RCD-8), mRNA 
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NM_0l4504 


Homo sapiens putative Rab5 GDP/GTP exchange factor homologue (RABEX5), 
mRNA 


"KTK f f\ 1 /If OA 

NM 014589 


Homo sapiens phosphohpas A2, group HE (PLA2G2E), mRNA 


NM 014471 


Homo sapiens serine protease inhibitor, Kazal type 4 (SPINK4), mRNA 


NM 014891 


Homo sapiens PDGFA associated protem 1 (PDAP1), mRNA 


NM_0l4308 


Homo sapiens phosphoinositide-3 -kinase, regulatory subunit, polypeptide plOl 
(P101-PI3K), mRNA 


NM 014359 


Homo sapiens opticm (OPTC), mRNA 


NM 014515 


Homo sapiens CCR4-NOT transcription complex, subunit 2 (CNOT2), mRNA 


NM 014360 


Homo sapiens NK-2 (Drosophila) homolog 8 (NKX2.8), mRNA 


NM 014371 


Homo sapiens neighbor of A-kinase anchoring protein 95 (NAKAP95), mRNA 


NM 014342 


Homo sapiens mitochondrial carrier homolog 2 (MTCH2), nuclear gene 
encodmg mitochondnal protem, mRNA 


NM 015716 


Homo sapiens Misshapen/MK-related kinase (MINK), mRNA 


NMJH4358 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectm, superfamily member 9 (CLECSF9), mRNA 


NM 014552 


Homo sapiens LBP protein 32 (LBP-32), mRNA 


NM_0l4247 


Homo sapiens PDZ domain containing guanine nucleotide exchange 
factor(GEF)l (PDZ-GEF1), mRNA 


NM 014267 


Homo sapiens small acidic protem (IMAGE145052), mRNA 


NM 014597 


Homo sapiens acidic 82 kDa protein mRNA (HSU15552), mRNA 


NM 014254 


Homo sapiens transmembrane protein 5 (TMEM5), mRNA 


NM 014362 


Homo sapiens 3-hydroxyisobutyryl-Coenzyme A hydrolase (HEBCH), mRNA 


NM 014365 


Homo sapiens protem kinase HI 1 (HI 1), mRNA 


NM 014584 


Homo sapiens EROl-like (S. cerevisiae) (EROIL), mRNA 


NM 014367 


Homo sapiens hypothetical protein, estradiol-induced (E2IG5), mRNA 


NM_014366 


Homo sapiens putative nucleotide binding protein, estradiol-induced (E2IG3), 
mRNA 


NMJH4380 


Homo sapiens nerve growth factor receptor (TNFRSF16) associated protein 1 
(NGFRAP1), mRNA 


NM 014890 


Homo sapiens downregulated in ovarian cancer 1 (DOC1), mRNA 


NM_014595 


Homo sapiens 5* nucleotidase, deoxy (pyrirnidine), cytosolic type C (NT5C), 
mRNA 


NMJH4316 


Homo sapiens calcium-regulated heat-stable protein (24kD) (CRHSP-24), 
mRNA 


NM 014430 


Homo sapiens cell death-inducing DFFA-like effector b (CIDEB), mRNA 


NM_0 14400 


Homo sapiens GPI-anchored metastasis-associated protein homolog (C4.4A), 
mRNA 


NM_0 14408 


Homo sapiens similar to yeast BET3 (S. cerevisiae) (BET3), mRNA 


NM 014374 


Homo sapiens replication initiation region protein (60kD) (RIP60), mRNA 


NM 013943 


TT * 11*1** ii i 4 ■« a //sr *v ▼ a 

Homo sapiens chloride intracellular channel 4 (CLIC4), mRNA 


XTTy AT A1 1 >1 11 

NM 013433 


Homo sapiens karyophenn beta 2b, transporhn (TRN2), mRNA 


XTX Jt A1 1 i11f 

NM 013435 


Homo sapiens retinal homeobox protein (RX), mRNA 


NM 013377 


Homo sapiens hypothetical protein (DKFZp434B0417), mRNA 


NMJ) 12297 


Homo sapiens Ras-GTPase activating protein SH3 domain-binding protein 2 


NM 013286 


Homo sapiens chromosome 3p21.1 gene sequence (HUMAGCGB). mRNA 


NMJH2472 [ 


Homo sapiens testis specific leucine rich repeat protein (TSLRP), mRNA 


NM 012119 


Homo sapiens cell cycle related kinase (CCRK), mRNA 


NM_0 13266 


Homo sapiens alpha-catenin-like protein (VR22), mRNA 


NM 013346 


Homo sapiens sorting nexin 12 (SNX12), mRNA 


NM 013322 


Homo sapiens sorting nexin 10 (SNX10), mRNA 
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1 XTTV K A1Til f\l\ 

I NM_0 13400 


Homo sapiens replication initiation region protein (60kD) (RIP60), mRNA 


NM 013355 


Homo sapiens protein kinase PKNbeta (pknbeta), mRNA 


NM 013240 


Homo sapiens putative No-DNA-metnyltransferase (N6AMT1), mRNA 


NM 013364 


Homo sapiens paraneoplastic cancer-testis-brain antigen (MA5), mRNA 


NM 013275 


Homo sapiens nasopharyngeal carcinoma susceptibility protein (LZ16), mRNA 


NM 013312 


Homo sapiens nookz protem (HOUK2), mRNA 


NM 013332 


Homo sapiens hypoxia-inducible protein 2 (HIG2), mRNA 


NM 013308 


Homo sapiens platelet activating receptor homolog (H963), mRNA 


NM 013394 


Homo sapiens acid fibroblast growth factor-like protem (GLIO703), mRNA 


NM 013329 


Homo sapiens chromosome 21 open reading frame 66 (C21orf66), mRNA 


NM 013333 


Homo sapiens EH domam-bmding mitotic phosphoprotem (EPSIN), mRNA 


NM 013395 


Homo sapiens proteinx0008 (AD013), mRNA 


NM 012463 


Homo sapiens TJ6 protein (TJ6), mRNA 


NM 012461 


Homo sapiens TERF1 (TRFl)-inter acting nuclear factor 2 (TENTF2), mRNA 


NM 012245 


Homo sapiens SKI-interacting protein (SNW1)> mRNA 


NM 012437 


Homo sapiens SNARE associated protein snapin (SNAPAP), mRNA 


NM 012433 


Homo sapiens splicing factor 3b, subunit 1, 155kD (SF3B1), mRNA 


NM_0 12431 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3E (SEMA3E), mRNA 


NM 012234 


Homo sapiens RING1 and YY1 binding protein (RYBP), mRNA 


NM_0 12420 


Homo sapiens retinoic acid- and interferon-inducible protein (58kD) (RI58), 
mRNA 


NM_012417 


Homo sapiens retinal degeneration B beta (RDGBB), mRNA 


NM 012229 


Homo sapiens 5 ! -nucleotidase (purine), cytosolic type B (NT5B), mRNA 


NMJH2390 


Homo sapiens protein homologous to salivary proline-rich protein P-B (PBI), 
mRNA 


NM 012346 


Homo sapiens nucleoporin 62kD (NUP62), mRNA 


NMJH2339 


Homo sapiens transmembrane 4 superfamily member (tetraspan NET-7) (NET- 
7), mRNA 


NM_012338 


Homo sapiens transmembrane 4 superfamily member (tetraspan NET-2) (NET- 
2), mRNA 


NM 012332 


Homo sapiens Mitochondrial Acyl-CoA Thioesterase (MT-ACT48), mRNA | 


NM 012327 


Homo sapiens phosphatidylinositol glycan, class N (PIGN), mRNA i 


NM 012321 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM4), mRNA 


NM_012294 


Homo sapiens guanine nucleotide exchange factor for Rapl; M-Ras-regulated 
GEF (KIAA0277), mRNA 


NM 012289 


Homo sapiens Kelch-like ECH-associated protein 1 (KIAA0132), mRNA 


NM_012285 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 4 (KCNH4), mRNA 


NM 012267 


Homo sapiens hsp70-interacting protein (HSPBP1), mRNA 


NM_0 12266 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 5 (DNAJB5), 
mRNA 


NM 012260 


Homo sapiens 2-hydroxyphytanoyl-CoA lvase (HPCL2V mRNA 


NM_0 12204 


Homo sapiens general transcription factor mC, polypeptide 4 (90kD) (GTF3C4), 
mRNA 




Homo sapiens general transcription factor EUC, polypeptide 3 (102kD) 
(GTF3C3), mRNA 


NM_012155 


Homo sapiens microtubule-associated protein like echinoderm EMAP (EMAP- 
2), mRNA 


NM 012123 


Homo sapiens CGI-02 protein (CGI-02), mRNA 


NM 012097 


Homo sapiens ADP-ribosylation factor-like 5 (ARL5), mRNA 


NM 005028 


Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type n, alpha 
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(rlr jJvzAJ, mKJNA 


NM 006869 


Homo sapiens centaurin, alpha I (CENTAl), mRNA 


NM 007362 


Homo sapiens nuclear cap binding protein subunit 2, 20kD (NCBP2), mRNA 


NM 007358 


Homo sapiens putative DNA binding protein (M96), mRNA 


xtx k rvrkT> A A 

NM_007344 


Homo sapiens transcription termination factor, RNA polymerase I (TTFl), 
mRNA 


NM 007369 


Homo sapiens G-protein coupled receptor (RE2), mRNA 


NMJW5176 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit c^subunit 9), isoform 2 (ATP5G2), mRNA 


NMJ)07347 


Homo sapiens adaptor-related protein complex 4, epsilon l subunit (AP4E1), 
mRNA 


NM 002673 


Homo sapiens plexin Bl (PLXNBl), mRNA 


NMJJ07034 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 4 (DNAJB4), 
mRNA 


NM_004547 


Homo sapiens NADH dehydrogenase (ubiqumone) 1 beta subcomplex, 4 (15kD, 
B15) (NDUFB4), mRNA 


NM 007180 


Homo sapiens trehalase (brush-border membrane glycoprotein) (TREH), mRNA 


NM_007115 


Homo sapiens tumor necrosis factor, alpha-induced protein 6 (TNFAIP6), 
mRNA 


XTK X AAT> 1 »7 

NM 007217 


Homo sapiens programmed cell death 10 (PDCD10), mRNA 


NM 007269 


Homo sapiens syntaxin binding protein 3 (STXBP3), mRNA 


NM_007107 


Homo sapiens signal sequence receptor, gamma (translocon-associated protein 
gamma) (SSR3), mRNA 


JNM W/ZqI 


Homo sapiens ring finger protein 13 (RNF13), mRNA 


JNM UU/ZOD 


Homo sapiens suppressor of S. cerevisiae gcr2 (HSGT1), mRNA 


NM 007223 


Homo sapiens putative G protein coupled receptor (GPR), mRNA 


XIX if AAT1 f\*\ 

NM__007192 


Homo sapiens chromatin-specific transcription elongation factor, 140 kDa 
subunit (FACTP140), mRNA 


NM 007263 


Homo sapiens coatomer protein complex, subunit epsilon (COPE), mRNA 


NM 007005 


Homo sapiens BCE-1 protein (BCE-1), mRNA 


NM 007019 


Homo sapiens ubiquitin-conjugating enzyme E2C (UBE2C), mRNA 


NM_007064 


Homo sapiens serine/threonine kinase with Dbl- and pleckstrin homology 
domains (TRAD), mRNA 


NM_007062 


Homo sapiens nuclear phosphoprotein similar to S. cerevisiae PWP1 (PWP1), 
mRNA 


JNM UU/UoU 


Homo sapiens Sm protem F (LSM6), mRNA 


NM UU7U72 


Homo sapiens HERV-H LTR-associating 2 (HHLA2), mRNA 


NM_007077 


Homo sapiens adaptor-related protein complex 4, sigma 1 subunit (AP4S1), 

__T) XT A ^ 

mKJNA 


NM 006751 


Homo sapiens sperm specific antigen 2 (SSFA2), mRNA 


NM_006748 


Homo sapiens Src-like-adaptor (SLA), mRNA 


NM 006851 


Homo sapiens glioma pathogenesis-related protein (RTVP1), mRNA 


NM 006815 


Homo sapiens coated vesicle membrane protein (RNP24), mRNA 


NMJ)0674l 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 1A 
(PPP1R1A), mRNA 


NM 006823 


xxuiiiu oapicu^ pruiein Kinase ^c^VLr-aepenaeni, caiaiyuc/ lnniDitor aiplia 
(PKIA), mRNA 


NM 006825 


Homo sapiens cytoskeleton-associated protein 4 (CKAP4), mRNA 


NMJW6833 


Homo sapiens COP9 subunit 6 (MOV34 homolog, 34 kD) (MOV34-34KD), 
mRNA 


NM 006838 


Homo sapiens methionvl aminopeptidase 2 (METAP2), mRNA 


NM 006634 


Homo sapiens vesicle-associated membrane protein 5 (myobrevin) (VAMP5), 
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mRNA 


NM 006676 


Homo sapiens ubiquitin specific protease 20 (USP20), mRNA 


NM 006662 


Homo sapiens Snf2-related CBP activator protein (SRCAP), mRNA 


NM_006692 


Homo sapiens DNA-binding protein amplifying expression of surfactant protein 
B(SPBPBP),mRNA 


NM 006590 


Homo sapiens SnRNP assembly defective 1 homolog (SAD1), mRNA 


NM 006695 


Homo sapiens RaP2 interacting protein 8 (RPIP8), mRNA 


NM 006663 


Homo sapiens RelA-associated inhibitor (RAI), mRNA 


NM 006570 


Homo sapiens Ras-related GTP-binding protein (RAGA), mRNA 


NM 002721 


Homo sapiens protein phosphatase 6, catalytic subunit (PPP6C), mRNA 


NM_006627 


Homo sapiens POP4 (processing of precursor , S. cerevisiae) homolog (POP4), 
mRNA 


NM 006580 


Homo sapiens claudin 16 (CLDN16), mRNA 


NM_006648 


Homo sapiens serologically defined colon cancer antigen 43 (SDCCAG43), 
mRNA 


NM 006681 


Homo sapiens neuromedin U (NMU), mRNA 


NM 006554 


Homo sapiens metaxin 2 (MTX2), mRNA 


NM_006609 


Homo sapiens mitogen-activated protein kinase kinase kinase 2 (MAP3K2), 
mRNA 


NM 004274 


Homo sapiens A kinase (PRKA) anchor protein 6 (AKAP6), mRNA 


NM_006633 


Homo sapiens IQ motif containing GTPase activating protein 2 (IQGAP2), 
mRNA 


NM 006548 


Homo sapiens IGF-II mRNA-binding protein 2 0MP-2), mRNA 


NM 006644 


Homo sapiens heat shock 105kD (HSP105B), mRNA 


NM 006543 


Homo sapiens Mahlavu hepatocellular carcinoma (HHCM), mRNA 


NM 006540 


Homo sapiens nuclear receptor coactivator 2 (NCOA2), mRNA 


NM_006578 


Homo sapiens guanine nucleotide binding protein (G protein), beta 5 (GNB5), 
mRNA 


NM_006550 


Homo sapiens fibrinogen silencer binding protein (FSBP), mRNA 


NM_006678 


Homo sapiens CMRF35 leukocyte immunoglobulin-like receptor (CMRF35), 
mRNA 


NM 006569 


Homo sapiens cell growth regulatory with EF-hand domain (CGR1 1), mRNA | 


NM_006584 


Homo sapiens chaperonin containing TCP1, subunit 6B (zeta 2) (CCT6B), 
mRNA 


NM 006538 


Homo sapiens BCL2-like 1 1 (apoptosis facilitator) (BCL2L1 1), mRNA 


NM 006628 


Homo sapiens cyclic AMP phosphQprotein, 19 kD (ARPP-19), mRNA 


NM_006370 


Homo sapiens vesicle-associated soluble NSF attachment protein receptor (v- 
SNARE; homolog of S. cerevisiae VTI1) (VTI2), mRNA 


NM_006354 


Homo sapiens transcriptional adaptor 3 (ADA3, yeast homolog)-like (PCAF 
histone acetylase complex) (TAD A3 L), mRNA 


NM 006456 


Homo sapiens sialyltransferase (STHM), mRNA 


NM_006409 


Homo sapiens actin related protein 2/3 complex, subunit 1 A (41 kD) (ARPC1 A), 
mRNA 


NM_006279 


Homo sapiens sialyltransferase 6 (N-acetyllacosaminide alpha 2,3- 
sialyltransferase) (SIAT6), mRNA 


JNM_UUol42 


Homo sapiens stratifin (SFN), mRNA 


NMJ)06455 


Homo sapiens nucleolar autoantigen (55kD) similar to rat synaptonemal complex 
protein (SC65), mRNA 


NM 006414 


Homo sapiens ribonuclease P (38kD) (RPP38), mRNA 


NM 006413 


Homo sapiens ribonuclease P (30kD) (RPP30), mRNA 


NM_006423 


Homo sapiens Rab acceptor 1 (prenylated) (RABAC1), mRNA 


NM 006239 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 2 (PPEF2), 
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mRNA 


NMJ)06230 


Homo sapiens polymerase (DNA directed), delta 2, regulatory subunit (50kD) 
(POLD2), mRNA 


NM_006156 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 
8 (NEDD8), mRNA 


NM 006369 


Homo sapiens MUF1 protein (MUF1), mRNA 


NMJ)06441 


Homo sapiens 5,10-memenyltetrahydrofolate synthetase (5- 
formyltetrahydrofolate cyclo-ligase) (MTHFS), mRNA 


NM_006309 


Homo sapiens leucine rich repeat (in FLIT) interacting protein 2 (LRRFTP2), 
mRNA 


NM 006330 


Homo sapiens lysophospholipase I (LYPLA1), mRNA 


NM 006344 


Homo sapiens macrophage lectin 2 (calcium dependent) (HML2), mRNA 


NM 006395 


Homo sapiens ubiquitin activating enzyme El -like protein (GSA7), mRNA 


NM 006322 


Homo sapiens spindle pole body protein (GCP3), mRNA 


NM_006141 


Homo sapiens dynein, cytoplasmic, light intermediate polypeptide 2 (DNCLI2), 
mRNA 


NM_006416 


Homo sapiens solute carrier family 35 (CMP-sialic acid transporter), member 1 
(SLC35A1), mRNA 


NM 006349 


Homo sapiens putative cyclin Gl interacting protein (CG1I), mRNA 


NM 006429 


Homo sapiens chaperonin containing TCP1, subunit 7 (eta) (CCT7), mRNA 


NM 006430 


Homo sapiens chaperonin containing TCP1, subunit 4 (delta) (CCT4), mRNA 


NM 006431 


Homo sapiens chaperonin containing TCP1, subunit 2 (beta) (CCT2), mRNA 


NM_002810 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 4 
(PSMD4), mRNA 


NM_006002 


Homo sapiens ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase) 
(UCHL3), mRNA 


NM 006068 


Homo sapiens toll-like receptor 6 (TLR6), mRNA 


NM 006100 


Homo sapiens alpha2,3-sialyltransferase (ST3GALVI), mRNA 


NM 006061 


Homo sapiens specific granule protein (28 kDa) (SGP28), mRNA 


NM 006063 


Homo sapiens sarcomeric muscle protein (SARCOSIN), mRNA 


NM_006076 


Homo sapiens Rev/Rex activation domain binding protein-related (RAB-R), 
mRNA 


NM 006034 


Homo sapiens p53-induced protein (PIG1 1), mRNA 


NM_006039 


Homo sapiens endocytic receptor (macrophage mannose receptor family) 
(KIAA0709),mRNA 


NM_006018 


Homo sapiens putative chemokine receptor; GTP-binding protein (HM74), 
mRNA 


NMJ)06101 


Homo sapiens highly expressed in cancer, rich in leucine heptad repeats (HEC), 
mRNA 


NMJ)06098 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 
2-Iike 1 (GNB2L1), mRNA 


NM 005895 


Homo sapiens golgi autoantigen, golgin subfamily a, 3 (GOLGA3), mRNA 


NM 006023 


Homo sapiens D123 gene product (D123), mRNA 


NM 006090 


Homo sapiens choline/ethanolaminephosphotransferase (CEPT1), mRNA 


NM 005822 


Homo sapiens Down syndrome critical region gene 1-like 1 (DSCR1L1), mRNA 




xiomo sapiens ujJr-gaiactose transporter related (UulKbLl), mKlNA 


NM 005725 


Homo sapiens tetraspan 2 (TSPAN-2), mRNA 


NM 005879 


Homo sapiens TRAF interacting protein (TRIP), mRNA 


NM 005816 ! 


Homo sapiens T cell activation, increased late expression (TACTILE), mRNA 


NM_005843 


Homo sapiens signal transducing adaptor molecule (SH3 domain and ITAM 
motif) 2 (STAM2), mRNA 


NM 005636 


Homo sapiens synovial sarcoma, X breakpoint 4 (SSX4), mRNA 
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INM__l/Uj / / j 


Homo sapiens vinexinbeta (SH3 -containing adaptor molecule- 1) (SCAM-1), 

mPTsJA 
niKlNA 




riomo sapiens nypoineucai aJ-StsiU j protein (oIAd 1 U 5 ), mlvN A 


NM 005862 


Homo sapiens stromal antigen 1 (STAG1), mRNA j 


INIVI UUJUli' 


riomo sapiens reticuion z (K1NZ), mKNA 


vr\/f (\r\c£ic 
iNJVl UvOOO 


riomo sapiens nbonuclease, RNase A family, k6 (RNASE6), mRNA 


X7X/T AACT71 

iNM L/Uj/71 


Homo sapiens retinol dehydrogenase homolog (RDHL), mRNA 


NM UUjoj.5 


Homo sapiens Kab9 effector p40 (RAB9P40), mRNA 


NM 005687 


Homo sapiens phenylalanyl-tRNA synthetase beta-subunit (PheHB), mRNA 


NM_005605 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, gamma 
isoform (calcineurin A gamma) (PPP3CC), mRNA 


NM 005796 


Homo sapiens nuclear transport factor 2 (placental protein 15) (PP15), mRNA 


NM 005742 


Homo sapiens protein disulfide isomerase-related protein (P5), mRNA 


NM 005824 


Homo sapiens 37 kDa leucine-rich repeat (LRR) protein (P37NB), mRNA 


NM_005861 


Homo sapiens STJLPl homology and U-Box containing protein 1 (STUB1), 
mRNA 


NM 005601 


Homo sapiens natural killer cell group 7 sequence (NKG7), mRNA 


XTK Jt /\ACOt 

NM 005831 


Homo sapiens nuclear domain 10 protein (NDP52), mRNA 


NM 005511 


Homo sapiens melan-A (ML ANA), mRNA 


NM 005575 


Homo sapiens leucyl/cystinyl aminopeptidase (LNPEP), rriRNA 


XTX K l\t\C*H\A 

NM_005794 


Homo sapiens short-chain alcohol dehydrogenase family member (HEP27), 
mRNA 


NM 005769 


Homo sapiens carbohydrate (N-ace1ylglucosamine 6-Q) sulfotransferase 4 

/Y-1TT n r T/l\ 71 XT A 

(CHST4), mRNA 


NM UlOoio 


Homo sapiens WD-repeat protein (HANI 1), mRNA 


NM_005804 


Homo sapiens nuclear RNA helicase, DECD variant of DEAD box family 
(DDXL), mRNA 


NM_005505 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin 
receptor)-like 1 (CD36L1), mRNA 


NM 005760 


Homo sapiens CCAAT-box-binding transcription factor (CBF2), mRNA 


NM_005795 


Homo sapiens calcitonin receptor-like (CALCRL), mRNA 


NM_005720 


Homo sapiens actin related protein 2/3 complex, subunit IB (41 kD) (ARPC1B), 
mRNA 


NM_005876 


Homo sapiens nuclear protein, marker for differentiated aortic smooth muscle 
and down-regulated with vascular injury (APEG1), mRNA 


NM 001540 


Homo sapiens heat shock 27kD protein 1 (HSPB1), mRNA 


xix Jt t\t\e jioi 

NM_00548l 


Homo sapiens thyroid hormone receptor-associated protein, 95-kD subunit 

/TTl A Tl f\ C \ T» "VTA 

(TRAP95), mRNA 


NM Ul044y 


Homo sapiens regulator of Fas-induced apoptosis (TOSO), mRNA 


NM 005480 


Homo sapiens trophinin associated protein (tastin) (TROAP), mRNA 


XTA A~ f\f\ C A 1 O 

NM__UU541V 


Homo sapiens signal transducer and activator of transcription 2, 1 13kD 
(STAT2), mRNA 


NM UUjjUU 


Homo sapiens SUMO-1 activating enzyme subunit 1 (SAE1), mRNA 


JNM UUD4UU 


Homo sapiens protein kinase C, epsilon (PRKCE), mRNA 


XTA/f AACOA1 

NM UUDjyi 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 3 (PDK3), mRNA 


NM 005494 


Aiuluu ^aiji^iio j-yndj ^xispHUj nomoiog, suDiamiiy x$, memoer o (JJNAJJoo), 
mRNA 


NMJ)05466 


Homo sapiens RNA polymerase II transcriptional regulation mediator (Med6, S. 
cerevisiae, homoloe of) (MED6), mRNA 


NM 005310 


Homo sapiens growth factor receptor-bound protein 7 (GRB7), mRNA 


NM 005497 


Homo sapiens gap junction protein, alpha 7, 45kD (connexin 45) (GJA7), mRNA 


NM_005175 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
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subunit c (subunit 9), isoiorm 1 (ATP5G1), mRNA 


NM 003418 


Homo sapiens zinc finger protein 9 (a cellular retroviral nucleic acid binding 
protein) (ZiNryj, iiikjna 


NM_005151 


Homo sapiens ubiquitin specific protease 14 (tRNA-guanine transglycosylase) 
(Ubrl4), mRNA 


XT\/f AAC 1 1 A 

jnm_uum iy 


Homo sapiens thyroid hormone receptor-associated protein, 150 fcDa subunit 
(TRAP 150), mRNA 


NM_O05071 


Homo sapiens solute carrier family 1 (high affinity aspartate/glutamate 
transporter), member 6 (SLC1A6), mRNA 


NM_005047 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 5 
(PSMD5), mRNA 


JNM 005134 


Homo sapiens protein phosphatase 4, regulatory subunit 1 (PPP4R1), mRNA 


NM_005033 


Homo sapiens polymyositis/scleroderma autoantigen 1 (75kD) (PMSCL1), 
mRNA 


NM 005025 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade I (neuroserpin) 
member 1 (SERPINI1), mRNA 


NM_005023 


Homo sapiens protein geranylgeranyltransferase type I, beta subunit (PGGT1B), 
mRNA 


XTTV/f AACA1A 

JNM_OOjOzO 


Homo sapiens phosphodiesterase 1C, calmodulin-dependent (70kD) (PDE1C), 

mKINA 


T^nv/f nn^n 17 


Homo sapiens phosphate cytidylyltransferase 1, choline, alpha isoform 

nirvn A"\ m ]?MA 
(f^ x 1 U\)> mKJNA 


"NTM nnsm 

l^ilVJ. uUJ ID L 


nomo sapiens nuciear matrix protein po4 (r o4), mRNA 


1N1VJL \J\JD X \J 1 


nomo sapiens lnteneron-strmulatea protein, 15 kDa (ISG15), mRNA 




nomo sapiens nuclear receptor subiamily l, group I, member 3 (NR1I3), mRNA 


iNlVi. UU^+DOO 


nomo sapiens vanm i (vjnjnij, mKJNA 


NM 004247 


Homo sapiens U5 snRNP-specific protein, 1 16 kD (U5-1 16KD), mRNA 


MM" (\C\A1(\A 
IN JYL U U*r / U*f 


Homo sapiens U3 snoRNP-associated 5 5 -kDa protein (U3-55K), mRNA 


NM 004786 


Homo sapiens thioredoxin-like, 32kD (TXNL), mRNA 


iMJYL UU4Z j / 


Homo sapiens TGF beta receptor associated protein -1 (TRAP-1), mRNA 


NM 004620 


Homo sapiens TNF receptor-associated factor 6 (TRAF6), mRNA 


NM UU46U4 


Homo sapiens syntaxin 4A (placental) (STX4A), mRNA 


NM 004785 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 
regulatory factor 2 (SLC9A3R2), mRNA 


NM_004252 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 
regulatory factor 1 (SLC9A3R1), mRNA 


NM_004694 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 6 (SLC 16 A6), mRNA 


NM_004696 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 4 (SLC16A4), mRNA 




Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4F (SEMA4F), 

mPXTA 


NM 004868 


Homo sapiens glycoprotein, synaptic 2 (GPSN2), mRNA 


\fM ClftARAA 


Homo sapiens SH3-domain binding protein 5 (BTK-associated) (SH3BP5), 
mRNA 


NM 004703 


Homo sapiens rabaptin-5 (RAB5EP), mRNA 


NM 004249 


Homo sapiens RAB28, member RAS oncogene family (RAB28), mRNA 


NM 004218 


Homo sapiens RAB 1 IB, member RAS oncogene family (RAB 1 IB), mRNA 


NM 004676 


Homo sapiens PTPN13-like, Y-linked (PRY), mRNA 


NM 004726 


Homo sapiens RALBP1 associated Eps domain containing 2 (REPS2), mRNA 


NM 004881 


Homo sapiens quinone oxidoreductase homolog (PIG3), mRNA 
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NM 004671 


Homo sapiens Protein inhibitor of activated STAT X (PIASX-BETA), mRNA 


NM 004565 


Homo sapiens peroxisomal biogenesis factor 14 (PEX14), mRNA 


NM_004845 


Homo sapiens phosphate cytidylyltransferase 1, choline, beta isoform 
(PCYT1B), mRNA 


NMJJ04563 


Homo sapiens phosphoenolpyruvate carboxykinase 2 (mitochondrial) (PCK2), 
mRNA 


NM 004800 


Homo sapiens transmembrane 9 superfamily member 2 (TM9SF2), mRNA 


NM 004556 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor, epsilon (NFKBBE), mRNA 


NM 004647 


Homo sapiens Neuro-d4 (rat) homolog (NEUD4), mRNA 


NM_004546 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 2 (8kD, 
AGGG) (NDUFB2), mRNA 


NMJ)04545 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 1 (7kD, 
MNLL) (NDUFB1), mRNA 


NM_004542 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 3 (9kD, 
B9) (NDUFA3), mRNA 


NM_004544 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 10 
(42kD) (NDUFA10), mRNA 


NM_004784 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 3 
(NDST3), mRNA 


NM 004901 


Homo sapiens lysosomal apyrase-like 1 (LYSAL1), mRNA 


NM 004798 


Homo sapiens kinesin family member 3B (KIF3B), mRNA 


NM 004515 


Homo sapiens interleukin enhancer binding factor 2, 45kD (ILF2), mRNA 


NM 004838 


Homo sapiens Homer, neuronal immediate early gene, 3 (HOMER-3), mRNA 


NM 004854 


Homo sapiens HNK-1 sulfotransferase (HNK-1ST), mRNA 


NM 004488 


Homo sapiens glycoprotein V (platelet) (GP5), mRNA 


NM 004485 


Homo sapiens guanine nucleotide binding protein 4 (GNG4), mRNA 


NM 004122 


Homo sapiens growth hormone secretagogue receptor (GHSR), mRNA 


NM_004479 


Homo sapiens fucosyltransferase 7 (alpha (1,3) fucosyltransferase) (FUT7), 
mRNA 


NM 004438 


Homo sapiens EphA4 (EPHA4), mRNA 


NMJ)04094 


Homo sapiens eukaryotic translation initiation factor 2, subunit 1 (alpha, 35kD ) 
(EIF2Sl),mRNA 


NMJ)04681 


Homo sapiens eukaryotic translation initiation factor 1 A, Y chromosome 
(EIF1AY), mRNA 


NMJ)04226 


Homo sapiens serine/threonine kinase 17b (apoptosis-inducing) (STK17B), 
mRNA 


NM 004792 


Homo sapiens peptidyl-prolyl isomerase G (cyclophilin G) (PPIG), mRNA 


NM_004831 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 7 
(70kD) (CRSP7),mRNA 


NMJ)04269 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 8 
(34kD)(CRSP8),mRNA 


NMJ)04270 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 9 
(33kD)(CRSP9),mRNA 


NM 004232 


Homo sapiens STAT induced STAT inhibitor-4 (CIS4), mRNA 


NM 004882 


Homo sapiens CBF1 interacting corepressor (CIR), mRNA 


NM_004198 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 6 (CHRNA6), 
mRNA 


NM 004825 


Homo sapiens chromodomain protein, Y chromosome, 2 (CDY2), mRNA 


NM_004351 


Homo sapiens Cas-Br-M (murine) ectropic retroviral transforming sequence b 
(CBLB), mRNA 


NM 004054 


Homo sapiens complement component 3a receptor 1 (C3AR1), mRNA 
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NMJ)04899 


Homo sapiens brain and reproductive organ-expressed (TNFRSF1 A modulator) 
(BRE), mRNA 


NM 004889 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 

1 » . o • f r% f A 'I'M C TO\ «_TJ\T A 

subunit f, isoform 2 (ATP5J2), mRNA 


NM 004890 


Homo sapiens sperm associated antigen 7 (SPAG7), mRNA 


NM 004908 


Homo sapiens pre-T/NK cell associated protem (6H9A), mRNA 


NM_003406 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, zeta polypeptide (YWHAZ), mRNA 


NM_003574 


Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein 
A (33kD) (VAPA), mRNA 


NMJ)01073 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide Bl 1 (UGT2B1 1), ; 
mRNA 


NM_003300 


Homo sapiens TNF receptor-associated factor 3 (TRAF3), mRNA 


NMJ)03297 


Homo sapiens nuclear receptor subfamily 2, group C, member 1 (NR2C1), 
mRNA 


NM 003212 


Homo sapiens teratocarcinoma-denved growth factor 1 (TDGF1), mRNA 


NM 003763 


Homo sapiens syntaxm 16 (STX16), mRNA 


NM 003955 


Homo sapiens STAT induced STAT inhibitor 3 (SSI-3), mRNA 


NM_003693 


Homo sapiens acetyl LDL receptor; SREOscavenger receptor expressed by 
endothelial cells (SREC), mRNA 


NM 003563 


Homo sapiens speckle-type POZ protein (SPOP), mRNA 


NM 003578 


Homo sapiens sterol O-acyltransferase 2 (SOAT2), mRNA 


NM_003099 


Homo sapiens sorting nexin 1 (SNX1), mRNA 


NM 003095 


Homo sapiens small nuclear ribonucleoprotein polypeptide F (SNRPF), mRNA 


NM_003091 


Homo sapiens small nuclear ribonucleoprotein polypeptides B and Bl (SNRPB), 
mRNA 


NMJ)03086 


Homo sapiens small nuclear RNA activating complex, polypeptide 4, 190kD 
(SNAPC4), mRNA 


NMJD03084 


Homo sapiens small nuclear RNA activating complex, polypeptide 3, 50kD 
(SNAPC3), mRNA 


NM 003825 


Homo sapiens synaptosomal-associated protein, 23kD (SNAP23), mRNA 


NM_003983 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 6 (SLC7A6), mRNA 


NM_003916 


Homo sapiens adaptor-related protem complex 1, sigma 2 subunit (AP1S2), 
mRNA 


NMJ)03896 


Homo sapiens sialyltransferase 9 (CMP-NeuAc:lactosylceramide alpha-2,3- 
sialyltransferase; GM3 synthase) (SIAT9), mRNA 


NM 003769 


Homo sapiens splicing factor, arginine/serine-rich 9 (SFRS9), mRNA 


NM 003016 


Homo sapiens splicing factor, arginine/serine-rich 2 (SFRS2), mRNA 


NM_003161 


Homo sapiens ribosomal protein S6 kinase, 70kD, polypeptide 1 (RPS6KB1), 
mRNA 


NMJ)03708 


Homo sapiens microsomal NAD+-dependent retmol dehydrogenase 4 (RODH- 
4), mRNA ! 


NM 002933 


Homo sapiens ribonuclease, RNase A family, 1 (pancreatic) (RNASE1), mRNA 


NMJ)02919 


Homo sapiens regulatory factor X, 3 (influences HLA class II expression) 

(Kr A3 J, mKJNA ^ 


NM 002865 


Homo sapiens RAB2, member RAS oncogene family (RAB2), mRNA 


NM 002849 


Homo sapiens protein tyrosine phosphatase, receptor type, R (PTPRR), mRNA 


NM 002822 


Homo sapiens protein tyrosine kinase 9 (PTK9), mRNA 


NM 002812 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 8 
(PSMD8), mRNA 


1 NM_002808 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 2 
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(PSMD2), mRNA 


NM_002816 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 12 
(PSMD12), mRNA 


NM_002814 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 10 
(PSMD10), mRNA 


NM_002789 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 4 
(PSMA4), mRNA 


NM_002787 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 2 
(PSMA2), mRNA 


NM.000951 


Homo sapiens proline-rich Gla (G-carboxyglutamic acid) polypeptide 2 
(PRRG2), mRNA 


NM_000950 


Homo sapiens proline-rich Gla (G-carboxyglutamic acid) polypeptide l 

fX\T\ T* * \ "VTA 

(PRRGl), mRNA 


NM 002750 


Homo sapiens mitogen-activated protein kinase 8 (MAPK8), mRNA 


NM 003981 


Homo sapiens protein regulator of cytokinesis l (PRC I), mRNA 


NM_002717 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B (PR 
52), alpha isoform (PPP2R2A), mRNA 


NM_002707 


Homo sapiens protein phosphatase lG (formerly 2C), magnesium-dependent, 
gamma isoform (PPM l G), mRNA 


NM 003620 


Homo sapiens protein phosphatase ID magnesium-dependent, delta isoform 
(PPM 1 D), mRNA 


NM_003625 


Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 
(PTPRF), interacting protem (lipnn), alpha 2 (PPFIA2), mRNA 


iNM VVZoyQ 


Homo sapiens POU domain, class 2, transcription factor 2 (POU2F2), mRNA 


NM 002687 


Homo sapiens pinin, desmosome associated protein (PNN), mRNA 


JNM UUiOOZ 


Homo sapiens Pirin (PIR), mRNA 


JNM UU2647 


Homo sapiens phosphoinositide-3 -kinase, class 3 (PIK3C3), mRNA 


JNM UUOzoo 


Homo sapiens peroxisomal biogenesis factor 12 (PEX12), mRNA 


NMJ)02861 


Homo sapiens phosphate cytidylyltransferase 2, ethanolainine (PCYT2), mRNA 


NM 002567 


Homo sapiens prostatic binding protein (PBP), mRNA 


NM_003899 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 7 (ARHGEF7), 
mRNA 


NM 002563 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 1 (P2RY1), mRNA 


NM 000913 


Homo sapiens opiate receptor-like 1 (OPRL1), mRNA 


NM_002493 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 6 (17kD, 
B17) (NDUFB6), mRNA 


NM_002492 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 5 (16kD, 
SGDH) (NDUFB5), mRNA 


xix <r nni a on 

NM_002489 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4 (9kD, 

X /TT T> /""VN /X. TTNT TT* A A\ 'VTA 

MLRQ) (NDUFA4), mRNA 


JNM_UU3oo4 


Homo sapiens MAP kinase-interacting serine/threonine kinase 1 (MKNK1), 
mRNA 




Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 7 (SERPINB7), mRNA 


INM 


Homo sapiens low density lipoprotein receptor-related protein 3 (LRP3), mRNA 


NM 002285 

1 i i.Vi. vV/^>^<Ui/ 


nomo sapiens lympnoia nuclear protem related to Ar4 (LAT4), mKJNA 


NM 002213 


Homo sapiens integrin, beta 5 (TTGB5), mRNA 


NM 003971 


Homo sapiens sperm associated antigen 9 (SPAG9), mRNA 


NM 002157 


Homo sapiens heat shock lOkD protein l (chaperonin 10) (HSPEl), mRNA 


NM_001521 


Homo sapiens general transcription factor mC, polypeptide 2 (beta subunit, 
HOkD) (GTF3C2), mRNA 


NM 001516 


Homo sapiens general transcription factor EH, polypeptide 3 (34kD subunit) 



320 



WO 03/074654 



PCT/US03/05028 





(GTF2H3), mRNA 


NM 003910 


Homo sapiens maternal G10 transcript (G10), mRNA 


NM 001969 


Homo sapiens eukaryotic translation initiation factor 5 (EIF5), mRNA 


NM_003751 


Homo sapiens eukaryotic translation initiation factor 3, subunit 9 (eta, 116kD) 
(EIF3S9), mRNA 


NM_003755 


Homo sapiens eukaryotic translation initiation factor 3, subunit 4 (delta, 44kD) 
(EIF3S4), mRNA 


NMJ)03756 


Homo sapiens eukaryotic translation initiation factor 3, subunit 3 (gamma, 40kD) 
(EIF3S3), mRNA 


NM_001414 


Homo sapiens eukaryotic translation initiation factor 2B, subunit 1 (alpha, 26kD) 
(EIF2B1), mRNA 


NM 001412 


Homo sapiens eukaryotic translation initiation factor 1A (EIF1A), mRNA 


NM 003566 


Homo sapiens early endosome antigen 1, 162kD (EEA1), mRNA 


NM 001957 


Homo sapiens endothelin receptor type A (EDNRA), mRNA 


NM 001936 


Homo sapiens dipeptidylpeptidase VI (DPP6), mRNA 


NM 003648 


Homo sapiens diacylglycerol kinase, delta (130kD) (DGKD), mRNA 


NM 001921 


Homo sapiens dCMP deaminase (DCTD), mRNA 


NM 003590 


Homo sapiens cullin 3 (CUL3), mRNA 


NM 003592 


Homo sapiens cullin 1 (CUL1), mRNA 


NMJ)01207 


Homo sapiens basic transcription factor 3 (BTF3), mRNA 


NM 001191 


Homo sapiens BCL2-like 1 (BCL2L1), mRNA 


NMJM689 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit c (subunit 9) isoform 3 (ATP5G3), mRNA 


NM 001688 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit b, isoform 1 (ATP5F1), mRNA 


NM_003664 


Homo sapiens adaptor-related protein complex 3, beta 1 subunit (AP3B1), 
mRNA 


NM 058168 


Homo sapiens gene differentially expressed in prostate (GDEP), mRNA 


NM 058222 


Homo sapiens tectorin beta (TECTB), mRNA 


NMJ)58192 


Homo sapiens ribosomal large subunit pseudouridine synthase C like (RLUCL), 
mRNA 


NM 058190 


Homo sapiens chromosome 21 open reading frame 70 (C21orf70), mRNA 


NM 058189 


Homo sapiens chromosome 21 open reading frame 69 (C21orf69), mRNA 


NM 058186 


Homo sapiens chromosome 21 open reading frame 1 1 (C21orfll), mRNA 


NM 058184 


Homo sapiens chromosome 21 open reading frame 42 (C21orf42), mRNA 


NM 058182 


Homo sapiens chromosome 21 open reading frame 51 (C21orf51), mRNA 


■v t> *■ Arm nA 

NM 058180 


Homo sapiens chromosome 21 open reading frame 58 (C21orf58), mRNA 


NM 058173 


Homo sapiens small breast epithelial mucin (LOCI 18430), mRNA 


NM 058172 


Homo sapiens capillary morphogenesis protem 2 (CMG2), mRNA 


NM 017884 


Homo sapiens PIN2-interacting protein 1 (PINX1), mRNA 


NM 054021 


Homo sapiens G protein-coupled receptor 101 (GPR101), mRNA 


NM_053280 


Homo sapiens h-Shippo 1 (LOCI 13746), mRNA 


NM 003449 


Homo sapiens tripartite motif-containing 26 (TRIM26), mRNA 


NM 052939 


Homo sapiens Fc receptor-like protein 3 (FCRH3), mRNA 


NM 052938 


Homo sapiens Fc receptor-like protein 1 (FCRH1), mRNA 




Homo sapiens interleukin 17F (IL17F), mRNA 


NM 024011 


Homo sapiens cell division cycle 2-like 2 CCDC2L2). transcript variant 1. mRNA 


NMJ)33621 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 10, 
mRNA 


NM 033537 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 9, mRNA 


NM 033536 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 8, mRNA 


NM 033534 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 7, mRNA 
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JNM U3.35JZ 


Homo sapiens ceil aivision cycle z-iiKe z (CJDUZJLz), transcript variant o, mKJN A 


XTAvT mien 


Homo sapiens cell aivision cycle z-UKe z (CJLj^zl,Zj, transcript variant d, mKJN a 


"MTi/T All COO 


Homo sapiens ceil aivision cycle z-iiKe z (ULH^zjlzj, transcript variant 4, mKJN A 


XTN/f Ala COO 

JNM VjjjZo 


Homo sapiens cell aivision cycle z-iiKe z (uDCZLrZ), transcript variant 3, mKJNA 


JNM \j5ooII 


Homo sapiens cell division cycle z-UKe Z (Uu^Z.Lz), transcript variant Z, mKJNA 


JNM UUoozy 


Homo sapiens zinc ringer protem z / 1 (ZINrZ / 1), mRNA 


JNM [)ljZy% 


TT nmft nnmann 4 , ? , ■ ,-, , f- I 4- n ,x\ s*4-*-C nnnlntMiM /■» /'I'll TTV AO *7\ __T5 XT A 

Homo sapiens tripartite motii-containing 3 / (LRxNLj/), mKJNA 


NM 033132 


Homo sapiens zinc family member 5 protein (ZIC5), mRNA 


NM 033108 


Homo sapiens neat shock transcription factor 2-like (LOC86614), mRNA 


XTX A" /no 1 /% 

NM 033106 


Homo sapiens galanin-like peptide precursor (LOC85569), mRNA 


NM 033105 


Homo sapiens beta cysteine string protem (LOC85479), mRNA 


NM 033104 


TT a * O /T A^OT/IOA\ nXT A 

Homo sapiens stonin 2 (LOC85439), mRNA 


NM 033102 


TT— . •— « • a_ ' /T AAOf /11 >* \ T1XT A 

Homo sapiens prostein protem (LOC85414), mRNA 


NM.003823 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant M68E, mRNA 


NM 006470 


Homo sapiens tripartite motif-containing 16 (TRIM16), mRNA 


NM 032606 


Homo sapiens calcyphosine (LOC84698), mRNA 


NM 032595 


Homo sapiens neurabin II (LOC84687), mRNA 


NM 032584 


Homo sapiens zinc finger protein 347 (ZNF347), mRNA 


NM_032576 


Homo sapiens lipopolysaccande-specmc response 5-hke protem (LOC84663), 
mRNA 


NM_0325l8 


TT * 11 1*1A11_* 1*J1 i 

Homo sapiens collagen-like Alzheimer amyloid plaque component precursor 
(LOC84570), mRNA 


NM 032509 


Homo sapiens RNA binding protein (LOC84549), mRNA 


X TX A ATI /I o ^ 

NM 032484 


TT ' 1 x 1_ a* 1 . s-r /-krtn i r i A \ T»X T A 

Homo sapiens hypothetical protem (LOC84514), mRNA 


NM 032389 


Homo sapiens zinc finger protein 289, ID1 regulated (ZNF289), mRNA 


NM 031918 


Homo sapiens Kruppel-like factor 16 (KLF16), mRNA 


XTX A* f\ 1 A S° ^ 

NM 031463 


Homo sapiens steroid dehydrogenase-hke (LOC83693), mRNA 


NM_031461 


Homo sapiens CocoaCrisp (LOC83690), mRNA 


NM_031417 


Homo sapiens MAP/microtubule affinity-regulating kinase like 1 (MARKL1), 
mRNA 


NM 030791 


Homo sapiens sphingosine-1 -phosphatase (LOC81537), mRNA 


NM_024670 


Homo sapiens suppressor of variegation 3-9 (Drosophila) homolog 2; 
hypothetical protein FLJ23414 (SUV39H2), mRNA 


NM_003414 


Homo sapiens zinc finger protein 267 (ZNF267), transcript variant 498723, 
mRNA 


NM_023945 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 5 

/» m A A ^\ T>XT A 

(MS4A5), mRNA 


XTX A A^l/M /i 

NM_023014 


Homo sapiens hypothetical protein similar to preferentially expressed antigen of 
melanoma (LOC65122), mRNA 


NM_0230l3 


Homo sapiens hypothetical protein similar to preferentially expressed antigen of 
melanoma (LOC65121), mRNA 


NM 022357 


Homo sapiens putative metallopeptidase (family Ml 9) (LOC64180), mRNA 


NM 022355 


Homo sapiens putative dipeptidase (LOC64174), mRNA 


XTX Jf AO^ICI 

NM 022353 


Homo sapiens putative sialoglycoprotease type 2 (LOC64172), mRNA 




xiomo sapiens uienne-aerrvea 14 Kua protem ^Lf\Joo4i jU;, rnKJNA 


NM 022343 


Homo sapiens 17kD fetal brain protein (LOC64148), mRNA 


NM 022340 


Homo sapiens FYVE-finger-containing Rab5 effector protein rabenosyn-5 
(LOC64145) jm RNA 


NM_021932 


Homo sapiens hypothetical protein from EUROMAGE 1987170 (LOC60626), 
mRNA 


NM 021931 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 35 (DDX35), 
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mRNA 


NM 021632 


Homo sapiens zinc-finger protein ZBRK1 (ZBRK1), mRNA 


NM 021630 


Homo sapiens PDZ-LIM protein mystique (LOC59346), mRNA 


NM 019591 


Homo sapiens zinc finger protein 26 (KOX 20) (ZNF26), mRNA 


NM 018675 


Homo sapiens zinc finger protein 302 (ZNF302), mRNA 


NMJ)21226 


Homo sapiens hypothetical protein from clones 23549 and 23762 (LOC58504), 
mRNA 


NM_021211 


Homo sapiens transposon-derived Busterl transposase-like protein (LOC58486), 
mRNA 


NM 021186 


Homo sapiens zona pellucida glycoprotein 4 (ZP4), mRNA 


NM 020903 


Homo sapiens ubiquitin-specific processing protease (LOC57663), mRNA | 


NM 020666 


Homo sapiens CDC-like kinase 4 (CLK4), mRNA 


NM_020421 


Homo sapiens hypothetical protein (LOC57143), mRNA 


NM 020140 


Homo sapiens putative 47 kDa protein (LOC56899), mRNA 


NM_016305 


Homo sapiens synovial sarcoma translocation gene on chromosome 18-like 2 
(SS18L2),mRNA 


NM 016417 


Homo sapiens clone FLB4739 (LOC51218), mRNA 


NM 020467 


Homo sapiens hypothetical protein from clone 643 (LOC57228), mRNA 


NM 020389 


Homo sapiens putative capacitative calcium channel (trp7), mRNA 


NM 020385 


Homo sapiens XPMC2 protein (LOC57109), mRNA 


NM 020381 


Homo sapiens candidate tumor suppressor protein (LOC57107), mRNA 


NM 020372 


Homo sapiens organic cation transporter (LOC57100), mRNA 


NM 020158 


Homo sapiens exosome component Rrp46 (RRP46), mRNA 


NM_020147 


Homo sapiens hypothetical protein from EUROIMAGE 5 1 1235 (LOC56906), 
mRNA 


NM 020154 


Homo sapiens chromosome 1 1 hypothetical protein ORF3 (LOC5685 1), mRNA 


NM 019613 


Homo sapiens hypothetical protein 628 (LOC56270), mRNA 


NM 019059 


Homo sapiens 6.2 kd protein (LOC54543), mRNA j 


NM 019037 


Homo sapiens exosome component Rrp41 (FLJ20591), mRNA 


NM 018579 


Homo sapiens mitochondrial solute carrier (LOC51312), mRNA 


NM 018485 


Homo sapiens G protein-coupled receptor C5L2 (LOC55868), mRNA 


NMJH8479 


Homo sapiens uncharacterized hypothalamus protein HCDA$E (LOC55862), 
mRNA 


NM 018447 


Homo sapiens 30 kDa protein (LOC55831), mRNA 


NM 018443 


Homo sapiens zinc finger protein 302 (ZNF302), mRNA 


NM 018430 


Homo sapiens hypothetical protein (LOC55815), mRNA 


NM 018402 


Homo sapiens interleukin 26 (EL26), mRNA 


NM 017692 


Homo sapiens aprataxin (APTX), mRNA 


NM 018171 


Homo sapiens hypothetical protein FLJ10659 (FLJ10659), mRNA 


NM 017530 


Homo sapiens hypothetical protein LOC55565 (LOC55565), mRNA 


NMJH3385 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 4 (PSCD4), 
mRNA 


NMO 16651 


Homo sapiens heptacellular carcinoma novel gene-3 protein (LOC51339), 
mRNA 


NM 016955 


Homo sapiens soluble liver antigen/liver pancreas antigen (LOC51091), mRNA 


NM 016422 


Homo sapiens C3HC4-like zinc finger protein (ZFP26), mRNA 


NMJH6520 


Homo sapiens hepatocellular carcinoma-associated antigen 59 (LOC51759), 
mRNA 


NM 016275 


Homo sapiens selenoprotein T (LOC51714), mRNA 


NM 016242 


Homo sapiens endomucin-2 (LOC51705), mRNA 


NM 016233 


Homo sapiens peptidylarginine deiminase type m (LOC51702), mRNA 


NM 016209 


Homo sapiens unknown (LOC51693), mRNA 
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"NTM" 0161 dd 

1N1V1 \J 1 D 1*tU 


TTnmri cnnipnQ brain ^neeific nrotein fLOPS! 671^ mRNA 


"ntm 016107 

INIVI UIOlU/ 


Wnmn cnnien^ 7i* nc finder RNA bindint? nrotein ( 7,FR^ niRNA 

XIOILWJ OdpiwilO £A.XX\J XllXf^sX IVliiX l/lllUHlg ^JL \J L^/ 111 V / 3 IIJ-LVJ. *1 K 


NM OlfiOQR 


Homo saniens HSPC040 nrotein fLOC5166(ft rnRNA 


toa/t oi^oqs 

1N1Y1 wlOv7J 


Homo «:anien<; HSPO037 nrotein CLOC516S9) mRNA 


iNlVi^U 1OU0O 


Wr\mn canipn^ mflti Irina^e nbo^nhatfl^e-lilfe nrntpin MTC-S'i VOC rL.OP51657^ 

XTU1I1U odU Jl wllO 11 1CI U JVllldo w UllUOL/ilUUiOw lllvw LJX\J\X*XXX 1VJ-LV. U X X -/V ^Jj^/\/J X l/v/ / Jy 

mRNA 


isj\yf oi^ofii 

INivl UiOUOl 


Homo <;anien<5 CGT-127 nrotein rLOC51646^ mRNA 


"MTVyf oi^oiq 


Wnmn ^smien*: PGT-QQ nrotein H" DP51617i mRNA 


"NTM" 01 £070 


Wnmn cn-nien«5 POT-R6 nrotein (X OP5161S» mRNA 


INiVl U 1 OvZ*f 


Uomo Qanient; PGT-7Q nrotein CI 0^516141 mRNA 


TsTNyf 016010 


Wnmn canienQ PGT-74 nrotein n OPS 1 61 1 i mRNA 




Urtmn cnnieriQ *hrain oneoifio nrotpin OPS1 671^ mRNA 




u nmn cam'pnQ PGT-0Q nrotein (1 OP51605 i mRNA 

IjLUIHU odpiCUd \s\J±~\J^ yL \J twill ^lA/vJlvvJyj llJULVi^zV 


INiYL U100*t/ 


u« mn carii<*nQ me^enrrivmal <stpm cell nrotein DSPD75 (\ OPS 1 117 1 mRNA 


fNJVl U10O*+0 


TTnmn on-nipnc mpQpnrVivmnl otpm rpll nrnfpin r)SIPD2f? (1 OPS 1 116 1 mRNA 

XlOIliO odpiCIia IIlCoCUt/IlYIIIdi oLCXii U1ULCIII JJOV/I/Z.O ^LUV/J IJJUy, lIUVL>i/^. 


VTXyf (Wfif/X^ 
INM. UIOOJZ 


WnTYio cnnipnc A"RT? nrntpin fT OPS11?6i mRNA 


xjXjf ni ££7Q 

1NJY1 UiOOZ> 


UAtMn conimic VixmntVi^+ioal Tvrr»f"*»iTi OPS1l2l^ mRM^A 
nOIIlO odpiCIlo llj pOLUCLlwdl pivlLClil ^WvJl JiJ/j lIIIVL^x^ 


"NTM" 016677 

IN IY1 U 1 DOZ / 


PTnmrv csmfpnc Vivnotliptip^l nrotpin (1 OPS1 121*^ mRNA 


KT\A 016676 


TJnmr\ co-nipriQ Tivnotliptiml nrotpin C\ OPS1 120^ mRNA 


"MM 01 661 R 
IN 1V1 v 1 DO 1 0 


TTnmA camVnc livnotnptipfil nrotpin C\ OPS1 11 S^ mRNA 


INIVI U I DO 1 o 


Homo <;ani pn <; "NM21-TTR C\ OPS1ll4i mRNA 

XxUlIIO odpivlio i x i vi s~ i "lio ^IvUwlJlTy) J. i JUL vi. ^ i\. 


"MM 016611 

IN 1VI \J 1 UU 1 J 


"Homo «;anipn<i AD021 nrotein fi OPSHHi mRNA 


"NTM 016619 

INIVI \J 1 OO 1 


Wnmn QnrtipnQ mitopnonHrial ^olntp rarripr C\ OPS1 112^ mRNA 

XJ.U1I1U odpivllO llllUJUllVJlIUIIdl avlUlt vdllAt/1 \Xj\~r\*r*J A-/ lxi*\X^*x\. 


"MM 016SQ4. 

INIVI U 1 D J 


IlAmn caTYiAnc T7ir^06 ViinHincr *nrr\tpiTi nrpnircnr C\ OPS1 101 1 rrVRMA 

IJ.U1I1U odpiCIlo JTIVJvU Uillvllilg piVJLvIil pivl/UIoUl yJ— IJvJ y ? UliVliii 


MM 016S67 

INIVJL 0 1 OJOi 


Homo canipnc toll-liVp rpppntor 7 m RTl mRNA 


MM 016S46 

INIVI U 1 D J*tO 


Uninn csmipnc lYimnlpmpnt PlT-1iVp nrotpina^p nrpnir^or fT OPS127Q^ mRNA 

liUHIO OdpiCIlo UOIIipiwLlAvIIlr vll I ls\S^ pi \J Lt/tildoO piul/UlaUl) IIIXXI^X*. 


MM 016^1/1 


Wrkmrt canipnc onnntncic r**1«it*»H -nrntpin PMA^-1 fl OPS127S^ ttiRMA 

rioino sdpicnb dpupiUMb-reidicu proLcm r in/\o-i iz. / j j 9 inxxiNrv 


MM 016571 
INlYl UlOOZl 


U nmn comVnc 1iVp nrntpin CI OPS 1 970 1 mRMA 


MM 01 6^1 1 


TTnmn cgnipn<: P-rvnp 1pptin-1iVp rpppntor-1 fT OPS 1 267 1 mRMA 
numo bdpiciio u-iypc ice* im-invc ic^cpiui-i ^jlvwiau/ iih\j.n^\. 


MM 016S0Q 

1N1V1 U10JU7 


TTnmo Qanipn<i P-tvnp Ipptin-likp rpppntor-9 (X OPS 1 266 1 mRNA 

XxUIIlU odpiCIlo V>"typG ICC' UULl 1 IIVC 1 CUC-pUJi X. ^JbVWA6UUy, ilULVlN^i. 


NM 016496 


Homo sapiens hypothetical protein (LOC51257), mRNA 


MM 0164QA 


xiomo sapiens nyputnencai protein iz.DD) y iiiivin/\ 


INivl UiO*fo*f 


xiomo sapiens nypouieucai pruicm ^juv^v^j iz*+o^, inx\j.N/\ 


MM 016471 
INiVl / 1 


iioniu Sapiens nypDincuodi pruicm ^luv^j 1 iiii\_ln/\ 


INlYl UiCWO/ 


nuuio sdpicnb aypDinciiLrai pruicm ^j^vyv-/jiz*rv^ J iiiivln/\ 


MM 016AS4 
INivl U10*O*f 


rioniu sdpicna nypumeucai pruicm ^JUvA^jizj*t^, iiu\in/\ 


MM 016490 
iNivl^JJ 1 o*f 


nomu sdpicnb uurz^ iur nunc id uu in cudi pruicm zcid-v^v^x \laj\^j iZtZAjjy 
mRMA 


MM 016181 

INIVI V/LUJOJ 


"Homo <?anipn<? TTOM-TF^-RS fiimnr antiapn (J OPS1211^ mRNA 


NM 016380 


Homo sapiens diferentiation-related protein difl3 (LOC51212), mRNA 


MM 016164 
iNiVl U I D^O*+ 


nomu adpiciia piuicin pnuspnaiasc ^jL/Wv^j izu / ) y iruxiNrv 


NM 016339 


Homo sapiens Link guanine nucleotide exchange factor II (L0C5 1 195), mRNA 


MM 016118 
INiVl UIOJOO 


xiomu t>dpiciij> ivdii Dinumg pruicm 1 1 ^i^v^v^j i lyH), iiu\in/\. 


MM 016111 

INiVl UlOJji 


TTnmn canipnc "zinp finrmi- TM-rit^in AXTP 7TT01 CI OPS 1 1 Ql\ mRMA 

nomu sdpiciio £iiivs imgcr proiem /vln\^ znui ^lu^j i iyj j y iiiivln/a. 


MM 01 611 1 
iNivi UlOJll 


nomu sapiens /\urase lrimDlior precursor ^LfU^D i Loy), rruviN/v 


NM 016256 


T-Tnmo saniens N-acetvlorliiro^nminp-l-nrioQnriofiieQter alnha-N- 

acetylglucosaminidase (LOC51172), mRNA 


NM_016223 


Homo sapiens protein kinase C and casein kinase substrate in neurons 3 
(PACSIN3), rnRNA 


NM 016202 


Homo sapiens LDL induced EC protein (L0C51 157), mRNA 


NM 016175 


Homo sapiens truncated calcium binding protein (L0C5 1 149), mRNA 


NM 016162 


Homo sapiens candidate tumor suppressor p33 ING1 homolog (L0C51 147), 
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mRNA 


NM 016158 


Homo sapiens erythrocyte transmembrane protein (L0C5 1 145), mRNA 


NM 016142 


Homo sapiens steroid dehydrogenase homolog (LOC51 144), mRNA 


NM 016141 


Homo sapiens dynein light chain-A (LOC51 143), mRNA 


NM 016125 


Homo sapiens PTD0 1 6 protein (LOC5 1136), mRNA 1 


NM 016121 


Homo sapiens NY-REN-45 antigen (LOC51 133), mRNA 


NM 016102 


Homo sapiens tripartite motif-containing 17 (TRIM17), mRNA 


NM 016038 


Homo sapiens CGI-97 protein (LOC51119), mRNA 


NM 016035 


Homo sapiens CGI-92 protein (LOC51117), mRNA 


NM 016026 


Homo sapiens CGI-82 protein (LOC51109), mRNA 


NM 016010 


Homo sapiens CGI-62 protein (LOC51101), mRNA 


NM 016001 


Homo sapiens CGI-48 protein (LOC51096), mRNA 


NM 015996 


Homo sapiens CGI-40 protein (LOC51092), mRNA 


NM 015978 


Homo sapiens putative protein-tyrosine kinase (LOC51086), mRNA 


NM 015962 


Homo sapiens CGI-35 protein (LOC51077), mRNA 


NM 015960 


Homo sapiens CGI-32 protein (LOC51076), mRNA 


NM 015957 


Homo sapiens CGI-29 protein (LOC51074), mRNA 


NM 015954 


Homo sapiens CGI-26 protein (LOC51071), mRNA 


NM_015917 


Homo sapiens glutathione S-transferase subunit 13 homolog (LOC51064), 
mRNA 


NM 015913 


Homo sapiens hypothetical protein (LOC51060), mRNA 


NM 015912 


Homo sapiens hypothetical protein (LOC51059), mRNA 


NM_015911 


Homo sapiens hypothetical protein (LOC51058), mRNA 


NM 015907 


Homo sapiens leucine aminopeptidase (LOC51056), mRNA 


NM 015883 


Homo sapiens clone 1900 unknown protein (LOC51049), mRNA 


NM 015872 


Homo sapiens kruppel-related zinc finger protein hcKrox (LOC51043), mRNA 


NM 015871 


Homo sapiens zinc finger protein (LOC51042), mRNA 


NM 016072 


Homo sapiens CGI-141 protein (LOC51026), mRNA 


NM 016068 


Homo sapiens CGI-135 protein (LOC51024), mRNA 


NM 016053 


Homo sapiens CGI-116 protein (LOC51019), mRNA 


NM 016046 


Homo sapiens homolog of yeast exosomal core protein CSL4 (CSL4), mRNA 


NM 016042 


Homo sapiens exosome component Rrp40 (RRP40), mRNA 


NM 015944 


Homo sapiens CGI-14 protein (LOC51005), mRNA 


NM 016060 


Homo sapiens CGI-125 protein (LOC51003), mRNA 


NM_0 16482 


Homo sapiens hepatocellular carcinoma-associated antigen 59 (LOC51759), 
mRNA 


NM_014681 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 34 (DDX34), 
mRNA 


NM 014415 


Homo sapiens zinc finger protein (ZNF-U69274), mRNA 


NM 014579 


Homo sapiens zinc transporter (ZIP2), mRNA 


NM 014347 


Homo sapiens zinc finger protein (ZF5128), mRNA 


NM 007146 


Homo sapiens zinc finger protein 161 (ZNF161), mRNA 


NM 006626 


Homo sapiens zinc finger protein with interaction domain (ZID), mRNA 


NM 006336 


Homo sapiens ZYG homolog (ZYG), mRNA 


NMJ)06138 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 3 
(hematopoietic cell-specific) (MS4A3), mRNA 


NM 005741 


Homo sapiens zinc finger protein 263 (ZNF263), mRNA 


NM_000227 


Homo sapiens laminin, alpha 3 (nicein (150kD), kalinin (165kD), BM600 
(150kD), epilegrin) (LAMA3), mRNA 


NM_000423 


Homo sapiens keratin 2A (epidermal ichthyosis bullosa of Siemens) (KRT2A), 
mRNA 


NM 000659 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
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candidiasis ectodermal dystrophy) (AIRE), transcript variant 3, niRNA 


NM_000658 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
candidiasis ecioaermai Gysrropny/ ^Aiivtsj, iranscnpt variant /\jjkjd-z, iilkin a 


NM 000383 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE-1, mRNA 


NM 003451 


Homo sapiens zinc finger protein 177 (ZNF177), mRNA 


NM 003419 


Homo sapiens zinc finger protein 345 (ZNF345), mRNA 


NM_003407 


Homo sapiens zinc finger protein 36, C3H type, homolog (mouse) (ZFP36), 
mRNA 


•v ti r r\r\ t 4 r\ 

NM_001519 


Homo sapiens BRF1 homolog, subunit of RNA polymerase ILL transcription 
initiation iactor II1B (S.cerevisiae) (BRF1), mRNA 


NM_000l57 


Homo sapiens glucosidase, beta; acid (includes glucosylceramidase) (GBA), 
mRNA 


NM 057178 


Homo sapiens fring (LOCI 17584), mRNA 


NM_057177 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
candidate 19 (ALS2CR19), mRNA 


NM 058178 


Homo sapiens neuronal pentraxin receptor (NPTXR), transcript variant 2, mRNA 


NM 014293 


Homo sapiens neuronal pentraxin receptor (NPTXR), transcript variant 1 , mRNA 


NM U 1222 5 


Homo sapiens myosin IB (MYU1B), mRNA 


NM_U 15277 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 
4-like (NEDD4L), mRNA 


JNM U150/4 


Homo sapiens kinesin family member IB (KIF1B), mRNA 


NMJ)32591 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 7 

/OT OA A ""7\ _ T)\T A 

(JSLC9A7), mRNA 


NM 014208 


Homo sapiens dentin sialophosphoprotein (DSPP), mRNA 


NM 014693 


Homo sapiens endothelin converting enzyme 2 (ECE2), mRNA 


NM_005461 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog B 
(avian) (MAFB), mRNA 


NM_030761 


Homo sapiens wingless-type MMTV integration site family, member 4 (WNT4), 

TN XT A 

mRNA 


NM_032642 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcnpt vanant 1, mRNA 


NM_030775 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcnpt vanant 2, mRNA 


NM_003392 


Homo sapiens wingless-type MMTV integration site family, member 5 A 
(WNT5A), mRNA 


NM_057168 


Homo sapiens wingless-type MMTV integration site family, member 16 
(WNT16), transcnpt vanant 1, mRNA 


NM_0 16087 


Homo sapiens wingless-type MMTV integration site family, member 16 
jn i lo), transcnpt vanant 2, rnKJNA 


JNM_U121U1 


tiomo sapiens tripartite motii-containing 2y (iKIMzyj, transcript vanant l, 
mRNA 


NM_UDoiyj 


Homo sapiens tripartite motif-containing 29 (TRIM29), transcript variant 2, 
mRNA 


NM 0009 oi 


Homo sapiens ribosomal protein L22 (RPL22), mRNA 


iNlVl Ujo^*to 


nuino sapiens uiNase li-iuce acia jL/JNase yULuJ\ij), Transcnpt variant z, mtuNA. 


NM 021233 


Homo sapiens DNase ll-like acid DNase (DLAD), transcript variant 1, mRNA 


NM_058175 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a f , 
mRNA 


NM_058174 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a, 
mRNA 


NM 001849 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2, 
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mRNA 


NM 003312 


TTataa QaiviernQ thin^nlfate ^ulftirtraTi^ferA^f* /rVinHanpse^ fTST^ mPNA 


NM 020731 


TTnmn QanienQ dinxin recentor renressor f ATTRP^ mRNA 


NM 053049 


TTntno sanien^ RtmsscATiin ^SPd^ mRNA 

lily oaylvlla ouvOuwupui i. V/^j llLLVll^v 


NM 052834 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 2, mRNA 


NM 01S98S 


TTnmn carvtpnc "XKI\ 1 T#*r»^at HAmain 7 fAA/TYR 7^ trcinor v rii"\t variant 1 ml? fVFA 
XlUIllU oapiGllo VV XJ icpcal UUlilalll / \ YV UI\.f J f UaJUawlipi Vallcult 1, IlilviN/A. 


NM 000507 


Homo sapiens fructose-l,6-bisphosphatase 1 (FBP1), mRNA 


vr\/r aaocqi 

JNJVL UUZjoI 


riomo sapiens pregnancy-associaxca piasma protein a Ar Jr aj, mKJNA 


NM 000968 


Homo sapiens ribosomal protein L4 (RPL4), mRNA 


xnvif aaca^i 


riomo sapiens noosomai protein Li-liKe (KrJLJL), mKJNA 


xnvvf ao no 1 1 
NM_l)3Uoll 


Homo sapiens mitochondrial ribosomal protein S26 (MRPS26), nuclear gene 
encoding mitochondrial protein, mRNA 


JNJVL_Uzz4y / 


Homo sapiens mitochondrial ribosomal protein S25 (MRPS25), nuclear gene 
encoding mitocnonanai protein, itikjn a 


1NJYL_UOoUZj 


jtiomo sapiens zinc linger protein nomoiogous xo zjpyi in mouse {z^rryi ) 9 
mRNA 


NM 052P.26 


Wattia cnTii^^nc AATPi rprvfrat ^Amain & f^JJ\WlG\ tr*ii"nc^T*ir\t variant 0 ml) "NT A 
JLlAJlllV/ aapiwlla YV l_y icpval UUlilalll U ^YYUAUJ) UOllo^lipi Yallalll ^, lluvTN.rY 


NM 0V>82S 


Wattia cani^Tic \X/ 1 ") rr*AP5*t Hr\mnin ^ ^AATT^T?^^ fmnQPfiAt variant ^ ml? T\IA 
XlwlilvJ oapiCUo VV XJ l&pCal UUlilalll KJ ^ VV XJX\\JJ, UalloUlljUl VallCUlL J ? lIlXVJL^rt. 


NM 052821 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 2, mRNA 


NM 


XlUIIlU odpiCllo W XJ repeal UUUldin D \ VV UsS^J U cLIloUlipL Vallani 1 , IILCvlN/\ 


NM_052990 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 4, mRNA 


INIVI U.)Z:707 


xiomo sapiens wu repeat uomain lu ^ w jl/iviuj, transenpt vanant z, mKJNA 


NM_052985 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 1, mRNA 


JNJVL UloZOZ 


xlomo sapiens WD repeat domain lu (WUKlUj, transcript vanant 3, mKJNA 


NM_031902 


Homo sapiens mitochondrial ribosomal protein S5 (MRPS5), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_015969 


Homo sapiens mitochondrial ribosomal protein S 17 (MRPS 17), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_016065 


Homo sapiens mitochondrial ribosomal protein S16 (MRPS 16), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_031280 


Homo sapiens mitochondrial ribosomal protein S15 (MRPS 15), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_022839 


Homo sapiens mitochondrial ribosomal protein S 1 1 (MRPS 1 1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_016034 


Homo sapiens mitochondrial ribosomal protein S2 (MRPS2), nuclear gene 
encoding mitochondrial protein, mRNA 


1N1VL_U LOU /U 


riomo sapiens mitocnonanai nDosomai protem o2.3 (JMKJro2i), nuclear gene 
encoding mitochondrial protein, mRNA 


VTXyf AOAIQI 

iN 1VI_UZU 1^1 


riomo sapiens mitocnonanai nDosomai protem ozz (^JVLKroZZj, nuclear gene 
encoding mitochondrial protein, mRNA 


iNlVL_J/10 L jD 


riomo sapiens mitocnonanai noosomai protem oloA (JVLKrbloA), nucJear gene 
encoaing mitocnonanai protein, mKJNA 




xiomo sapiens rorssman giyconpia syntnetase ^roj, mKJNA 


NM_052815 


Homo sapiens immediate early response 3 (BER3), transcript variant long, 

—VP XT A 


NM 003897 


Homo s aniens immediate earlv rponAn^e % (TPT^Yi tran^crint variant ^hArt 
mRNA 


NM 053013 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 2, mRNA 


NM 001976 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 1, mRNA 


NMJM8368 


Homo sapiens CTD (carboxy-tenninal domain, RNA polymerase II, polypeptide 
A) phosphatase, subunit 1 (CTDP1), transcript variant FCPlb, mRNA 


NMO'04715 


Homo sapiens CTD (carboxy-tenninal domain, RNA polymerase n, polypeptide 



327 



WO 03/074654 



PCT7US03/05028 





A) phosphatase, subunit 1 (CTDP1), transcript variant FCPla, mRNA 


INM uij/iy 


Homo sapiens collagen, type v , aipna $ ^luljAj ), mivLN/\ 


NM 000393 


Homo sapiens collagen, type V, alpha 2 (COL5 A2), mRNA 


XTX Jf AAAAftO 

NM 000093 


Jtiomo sapiens collagen, type v, aipna 1 (Ca/LdAI j, mKJNA 


NM OOIZjo 


Homo sapiens cell division cycle 2 / (cduz mKJNA 


XIX /T (\C\A£LC\ 

NM 004661 


Homo sapiens LUCZJ (cell envision cycle 23, yeast, nomoiogj (cul^zjj, mKJNA 


NM_037370 


Homo sapiens cyclin D-type binding-protein 1 (CCNDBP1), transcript variant 2, 

T»XT A 

mRNA 


NM012142 


Homo sapiens cyclin D-type binding-protein 1 (CCNDBP1), transcript variant 1, 
mRNA 


NM 019592 


Homo sapiens ring finger protein 20 (RNF20), mRNA 


NM 003386 


Homo sapiens zonadhesin (ZAN), mRNA 


NM_001959 


Homo sapiens eukaryotic translation elongation factor 1 beta 2 (EEF1B2), 
transcript variant 1, mRNA 


NM_021121 


Homo sapiens eukaryotic translation elongation factor 1 beta 2 (EEF1B2), 
transcript variant 2, mRNA 


NM 006778 


Homo sapiens ring finger protein 9 (RNF9), transcript variant 1, mRNA 


XTX jf ACOOIO 

NM 052828 


Homo sapiens ring finger protein 9 (RNF9), transcript variant 2, mRNA 


NM__U0 /U2o 


Homo sapiens tripartite motif-containing 31 (TRJM31), transcript variant 1, 

mKJNA 


xt/~» a Ann 1 Q 
Nva UUUUiy 


Homo sapiens chorionic gonadotropin beta region (CGB@) on chromosome 19 


NM UjZiOZ 


Homo sapiens disrupted in renal carcinoma 1 (DIRC1), mRNA 


XTN/f AAAOQO 

NM vvvyoy 


Homo sapiens noosomal protein (KJtXJ uj, mKJNA 


VTNvF AAAQTO 

NM uuuy/o 


Homo sapiens noosomal protein L,Z3 (Kt-LZj mKJNA 


"MTVjT aaaoqc 


Homo sapiens noosomal protein l,l / {KJrJLi / j, mKJNA 




Homo sapiens pro toe a anenn io y^XJiiioj, tjikjna 


JNJVL Ul/ouy 


Homo sapiens nuciear jcuna export iacior z ^iNyLrzj, transcnpi vanant 1, mKJNA 


XTA/f fil AO/11 

NM U3Uy43 


Homo sapiens ammonless protein (AMN), mRNA 


NM UZZUjJ 


Homo sapiens nuciear KN A export iactor z (NArZj, transcnpi vanant z, mKN A 


xtx >f a 1 a 
NM 014762 


Homo sapiens 24-aenyarocnolesterol reductase (UHOK24), mKN A 


NM 023922 


Homo sapiens taste receptor, type 2, member 14 (TAS2R14), mRNA 


NM 023921 


Homo sapiens taste receptor, type 2, member 10 (TAS2R10), mRNA 


NM 023920 


Homo sapiens taste receptor, type 2, member 13 (TAS2R13), mRNA 


NM 023919 


Homo sapiens taste receptor, type 2, member 7 (TAS2R7), mRNA 


NM 023918 


Homo sapiens taste receptor, type 2, member 8 (TAS2R8), mRNA 


XTTV if A<MAn 

NM 023917 


Homo sapiens taste receptor, type 2, member 9 (TAS2R9), mRNA 


xt\ x noi i aa 

NM_022100 


Homo sapiens mitochondrial ribosomal protein S14 (MRPS14), nuclear gene 
encoding mitochondnal protein, mRNA 


JNJVL__UZZ10y 


TT — A 'I'll \-' .-, ,1 ■ ■ -■ ,-, ^A~n~n44-*r* milt -fV, ! 1 -. , fW TT i v 1 k l i f\ 1~ A-<* A 

Homo sapiens Alr-binaing cassette, sub-tamily Lr {vvtillE,), memoer 4 
(ABCG4), mRNA 


NM 018031 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 1, mRNA 


NM U1Z3J3 


Homo sapiens c-myc bmdmg protem (MYCBP), mRNA 


NM U14D86 


Homo sapiens honnonally upregulated Neu-associated kinase (HUNK), mRNA 


NM 014296 


Homo sapiens calpain 7 (CAPN7), mRNA 


NM UUoolJ 


TT . ? 1 " f\ f fXT A \ A Ti\TA\ . . T>\T A 

Homo sapiens calpam 9 (nCL-4) (CAPN9), mRNA 




nurnu sapiens proteoglycan lmegaitaryocyLe sumuidimg laL/tui, aiu^uiar 
superficial zone protein, camptodactyly, arthropathy, coxa vara, pericarditis 
syndrome) (PRG4), mRNA 


NM 004467 


Homo sapiens fibrinogen-like 1 (FGL1), mRNA 


NM_003391 


Homo sapiens wingless-type MMTV integration site family member 2 (WNT2), 
mRNA 


NM 002995 


Homo sapiens small inducible cytokine subfamily C, member 1 (lymphotactin) 
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/CAVP1\ wiDXTA 

(SCYC1), mKJNA 


NM 002477 


Homo sapiens myosin, light polypeptide 5, regulatory (MYL5), mRNA 


1NM_058253 


Homo sapiens noosornai protein oo Kinase, jzkij, porypepuue i ^jNjrooJs-v^i^, 

T>XT A 

iriKNA 


INM UUuOZJ 


xiomo sapiens orauyKinin receptor dz ^ojujsjvdz iiixvin/a. 


NM_QQ0424 


rlomo sapiens Keratin d \epiuermorysis ounosa simplex, uownng- 
jYLeara/rwODner/ w eoer-^ocKayne rypes ) \jsj\. i dj, rnxsiN a 


NM 0U2272 


Homo sapiens Keratin vj\jvi*f ) y mKJNA 


NM 057088 


Homo sapiens keratin 3 (KRT3), mRNA 


NM 006121 


Homo sapiens keratin 1 (epiaermolytic hyperkeratosis) (KJvl 1), rnKJNA 


NM 057182 


Homo sapiens cyclin El (CCNE1), transcript variant 2, mRNA 


NM 001238 


Homo sapiens cyclin El (CCNE1), transcnpt van ant 1, mRNA j 


"V Tpk M f\ r~ 4AAA 

NM 054029 


Homo sapiens chromosome o open reading frame 14 (Coortl4), mJRNA 


NM_054017 


Homo sapiens chromosome 8 open reading frame 12 (C8orfl2), mRNA 


NM_052936 


Homo sapiens AUT-hke 2, cysteine endopeptidase (S. cerevisiae) (AUTL2), 
mRNA 


NM 004926 


Homo sapiens zinc finger protein 36, C3H type-like 1 (ZFP36L1), mRNA 


NM 006887 


Homo sapiens zinc finger protein 36, C3H type-like 2 (ZrP36L2), mKN A 


NM 015355 


TT ' * J A T A ' / 1 ' 1 /TT i *71\ TlTvT A 

Homo sapiens joined to JAZFl (JJAZ1), mRNA 


NM_005642 


Homo sapiens TAF7 RNA polymerase U, 1 Al A box binding protein ^IBr)- 
associated tactor, jj kjj (lAJt 4 /), mKNA 


NM 032685 


Homo sapiens hypothetical protein MUL/IJuUj (MvjCI J uudj, mfcsJNA 


NM_032656 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 37 (DDX37), 

„T)\T A 

rnKJNA 


NM 031919 


Homo sapiens cystatm ana JJUr iy aomam contammg 1 (LoU urJJij, niKJNA \ 


NM 031475 


Homo sapiens espin tbbrN), mKJNA 


NM 024101 


Homo sapiens melanophilin (MLPH), mRNA 


NM 002597 


Homo sapiens phosducin (PDC), transcript variant Phd, mRNA 


NM_021201 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 7 
(MS4A7), mRNA 


NM 020634 


Homo sapiens growth differentiation factor 3 (GDF3), mRNA 


NM 020185 


Homo sapiens mitogen-activated protein kinase phosphatase x (MKPX), mRNA 


NMJ)02897 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant scr2, mRNA 


NMJ)16839 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcnpt vanant MSSP-2, mRNA 


NM_016838 


Homo sapiens RNA binding motif, smgle stranded interacting protein 1 
(RBMSl), transcnpt vanant MSSP-l, mRNA 


NM_0 16837 


Homo sapiens RNA binding motif, single stranded interacting protein l 
(KBMolJ, transcnpt vanant MbSP-3, rriKJNA 


NM_0 16836 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
^KxJMoi )> transcnpt vanant YCl, mKJNA 


NM Uloy41 


riomo sapiens aeita-iiKe j ^L/rosopniia^ ^ujl.jlj j, itikina 


NM 016335 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NM 014122 


rlomo sapiens rKO0245 protem (PKUUZ4 j mKJNA 


NM 01 

\J l JJ fc rr 


Wnmn Qfim"**nQ 1*»ntm rwptvfrvr ftvpr1nnni'n(y tTJiTiQrri'nt-liVp 1 C\ PPT^OTI W mRNA 

aTXv/IIIv dd^/ldlo lCpLlll U VC1 ld^ljJill^ UCUIovA. l^Jl 11IVC 1 ^JLj1_/X ivv JLJbi^ lllXVA^ii*. 


NM 014450 


Homo sapiens SHP2 interacting transmembrane adaptor (SIT), mRNA 


NM 007159 


Homo sapiens sarcolemma associated protein (SLMAP), mRNA 


NM 005974 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NM_004974 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 2 (KCNA2), mRNA 


NM 003195 


Homo sapiens transcription elongation factor A (SH), 2 (TCEA2), mRNA 
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NM 001010 


Homo sapiens ribosomal protein S6 (RPS6), mRNA 


NM 000981 


Homo sapiens ribosomal protein LI 9 (RPL19) 5 mRNA 


NM 003378 


Homo sapiens VGF nerve growth factor inducible (VGF), mRNA 


NM 001612 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 1, mRNA 


NM_020115 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 11, 
mRNA 


NM 020114 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 9, mRNA 


NM 020113 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 8, mRNA 


NM 020112 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 7, mRNA 


NM 020111 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 6, mRNA 


NM_020110 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 10, 
mRNA 


NM 020109 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 5, mRNA 


NM 020108 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 4, mRNA 


NM 020107 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 3, mRNA 


NM 020069 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 2, mRNA 


NM 022909 


Homo sapiens centromere protein H (CENPH), mRNA 


NM_021734 


Homo sapiens solute carrier family 25 (mitochondrial deoxynucleotide earner), 
member 19 (SLC25A19), mRNA 


NM_021259 


Homo sapiens transmembrane protein 8 (five membrane-spanning domains) 
(TMEM8), mRNA 


NM 020139 


Homo sapiens oxidoreductase UCPA (LOC56898), mRNA 


NMJM5975 


Homo sapiens TAF9-like RNA polymerase H, TATA box binding protein 
(TBP)-associated factor, 31 kD (TAF9L), mRNA 


NM__013271 


Homo sapiens proprotein convertase subtilisin/kexin type 1 inhibitor (PCSK1N), 
mRNA 


NM 000904 


Homo sapiens NAD(P)H dehydrogenase, quinone 2 (NQ02), mRNA 


NM 000903 


Homo sapiens NAD(F)H dehydrogenase, quinone 1 (NQOl), mRNA 


NM 002959 


Homo sapiens sortilin 1 (SORT1), mRNA 


NM_057170 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 
variant 2, mRNA 


NMJ)57169 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 
variant 1, mRNA 


NM 057161 


Homo sapiens testis intracellular mediator protein (PEAS), mRNA 


NM 057167 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 5, mRNA 


NM 057166 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 4, mRNA 


NM 057165 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 3, mRNA 


NM 057164 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 2, mRNA 


NMJH4776 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 
variant 3, mRNA 


NM 004369 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 1, mRNA 


NM001183 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
subunit 1 (ATP6S1), mRNA 


NM 000675 


Homo sapiens adenosine A2a receptor (ADORA2A), mRNA 


NM 033027 


Homo sapiens AXIN1 up-regulated (AXUD1), mRNA 


NM 002539 


Homo sapiens ornithine decarboxylase 1 (ODC1), mRNA 


NM_058004 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide 
(PIK4CA), transcript variant 2, mRNA 


NM 000992 


Homo sapiens ribosomal protein L29 (RPL29), mRNA 


NM 000984 


Homo sapiens ribosomal protein L23a (RPL23A), mRNA 


NM 001289 


Homo sapiens chloride intracellular channel 2 (CLIC2), mRNA 


NM 018648 


Homo sapiens nucleolar protein family A, member 3 (H/ACA small nucleolar 
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RNrs) (NOLA3), mKJNA 


NM 021947 


Homo sapiens serine racemase vojtuvj, mr\jN/\ 


NM 016579 


Homo sapiens oUo anngen {puoj\)> iiiiuna 


NM 006849 


Homo sapiens protein aisumcie lsomerase, panuicaiu/ ^ri^ir^, nuu^n 


NMJ)02650 


Homo sapiens pnospriauQyiinosuoi *f -Kinase, uduuyuv, cupua puiypcpuuc 
(PEK4CA), transcript variant 1, mRNA 


NM 000988 


Homo sapiens nbosomal protein Lit (KrLZ l)> nutuNA 


NM 000987 


Homo sapiens nbosomal protein Lzo (Kr-Lzo), hikina 


NM 000986 


Homo sapiens nbosomal protein L24 (KFJLZ4), mKJNA 


NM 031964 


Homo sapiens keratin associated protein i / .i (JsJvr i / A), mtvJNA 


NM 000420 


tt _ tr _n i_i _ _ J j. i. tii,. /T/'CT \ ,T>XTA 

Homo sapiens Kell blood group (IsJiLj, mKJNA 


NM_052841 


Homo sapiens serine/threonine kinase 22C (spermiogenesis associated) 
(STK22C), mRNA 


NM 017647 


Homo sapiens FtsJ homolog 3 (E. coli) (FTSJ3), mRNA 


NM 001845 


Homo sapiens collagen, type IV, alpha 1 (COL4A1), mRNA 


NM 016508 


Homo sapiens cyclin-dependent kinase-like 3 (CDKL3), mRNA 


NM 001261 


Homo sapiens cyclin-dependent kinase 9 (CDC2-related kinase) (CDK9), mRNA 


NMJ)33131 


Homo sapiens wingless-type MMTV integration site family, member 3A ! 
(WNT3A), mRNA 


NM_030753 


Homo sapiens wingless-type MMTV integration site family, member 3 (WNT3), 
mRNA 


NM_003396 


Homo sapiens wingless-type MMTV integration site family, member 15 
(WNT15), mRNA 


NMJ)04626 


Homo sapiens wingless-type MMTV integration site family, member 1 1 
(WNTll),mRNA 


NM 057176 


Homo sapiens barttin (BSND), mRNA 


NM_0 12079 


Homo sapiens diacylglycerol O-acyltransferase homolog 1 (mouse) (DGAT1), 
mRNA 


NM 005490 


Homo sapiens SH2 domain-containing 3A (SH2D3A), mRNA 


NM_032563 


Homo sapiens epidermal differentiation complex protein like protein (LEP16), 
mRNA 


NM 014914 


Homo sapiens centaurin, gamma 2 (CENTG2), mRNA 


NM 014161 


Homo sapiens mitochondrial ribosomal protein L18 (MRPL18), mRNA 


NM 004895 


Homo sapiens cold automflammatory syndrome 1 (CIAS1), mRNA 


NM_000086 


Homo sapiens ceroid-lipofuscinosis, neuronal 3, juvenile (Batten, Spielmeyer- 
Vogt disease) (CLN3), mRNA 


NM 033341 


Homo sapiens baculoviral IAP repeat-containing 8 (BIRC8), mRNA 


NM_054013 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotein beta-l,4-N- 
acetylglucosaminyltransferase, isoenzyme B (MGAT4B), transcnpt vanant z, 
mRNA 


NM_000449 


Homo sapiens regulatory factor X, 5 (influences riLA class 11 expression; 
(RFX5),mRNA 


NM_054025 


Homo sapiens beta- 1,3-glucuronyltransierase 1 (glucuronosyitransieraserj 
(B3GAT1), transcript variant 2, mRNA 


NM 002628 


Homo sapiens profilin 2 fPFN2). transcript variant 2, mRNA 




"HVvmrt cntvifmc nrnfilin 9 rPT7M9^ frjincrrint variant 1 mRNA 
I1UIUU od.pi Clio pi U ill 111 £. UTalloWlipt vaiiaiii, i, aili'sj.i^t. 


NM 003930 


Homo sapiens src family associated phosphoprotein 2 (SCAP2), mRNA 


NM_014018 


Homo sapiens mitochondrial ribosomal protein S28 (MRPS28), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_015971 


Homo sapiens mitochondrial ribosomal protein S7 (MRPS7), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 032476 


Homo sapiens mitochondrial ribosomal protein S6 (MRPS6), nuclear gene 
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encoding mitochondrial protein, mRNA 


NM018141 


Homo sapiens mitochondrial ribosomal protein S10 (MRPS10), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_014046 


Homo sapiens mitochondrial ribosomal protein S18B (MRPS18B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 006513 


Homo sapiens seryl-tRNA synthetase (SARS), mRNA 


NM 021153 


Homo sapiens cadherin 19, type 2 (CDH19), mRNA 


NMJB3664 


Homo sapiens cadherin 11, type 2, OB-cadherin (osteoblast) (CDH11), transcript 
variant 2, mRNA 


NM_001797 


Homo sapiens cadherin 11, type 2, OB-cadherin (osteoblast) (CDH1 1), transcript 
variant 1, mRNA 


NM 033381 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 3, mRNA 


NM_033380 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 2, mRNA 


NM_000495 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 1 , mRNA 


NM 000092 


Homo sapiens collagen, type IV, alpha 4 (COL4A4), mRNA 


NM 033184 


Homo sapiens keratin associated protein 2.4 (KAP2.4), mRNA 


NM_032014 


Homo sapiens mitochondrial ribosomal protein S24 (MRPS24), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001006 


Homo sapiens ribosomal protein S3A (RPS3A), mRNA 


NMO 12411 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
(FTPN22), transcript variant 2, mRNA 


NM_015967 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
(PTPN22), transcript variant 1, mRNA 


NM 006310 


Homo sapiens aminopeptidase puromycin sensitive (NPEPPS), mRNA 


NM_033335 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 3, mRNA 


NM_033334 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 1, mRNA 


NM_001489 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 2, mRNA 


NM_001606 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 2 
(ABCA2), mRNA 


NM 002284 


Homo sapiens keratin, hair, basic, 6 (monilethrix) (KRTHB6), mRNA 


NM 002283 


Homo sapiens keratin, hair, basic, 5 (KRTHB5), mRNA 


NM 002282 


Homo sapiens keratin, hair, basic, 3 (KRTHB3), mRNA 


NM 033033 


Homo sapiens keratin, hair, basic, 2 (KRTHB2), mRNA 


NM 002281 


Homo sapiens keratin, hair, basic, 1 (KRTHBl), mRNA 


NM 033045 


Homo sapiens keratin, hair, basic, 4 (KRTHB4), mRNA 


NM 001011 


Homo sapiens ribosomal protein S7 (RPS7), mRNA 


NM 000980 


Homo sapiens ribosomal protein LI 8a (RPL1 8A), mRNA 


NM 000979 


Homo sapiens ribosomal protein LI 8 (RPL18), mRNA 


NM 000977 


Homo sapiens ribosomal protein L13 (RPL13), transcript variant 1, mRNA 


NM 033251 


Homo sapiens ribosomal protein L13 (RPL13), transcript variant 2, mRNA 


NM 000976 


Homo sapiens ribosomal protein LI 2 (RPL12), mRNA 


NM 000975 


Homo sapiens ribosomal protein LI 1 (RPL1 1), mRNA 


NM 000894 


Homo sapiens luteinizing hormone beta polypeptide (LHB), mRNA 


NM_005082 


Homo sapiens zinc finger protein 147 (estrogen-responsive finger protein) 
(ZNF147), mRNA 


NM 003549 


Homo sapiens hyaluronoglucosaminidase 3 (HYAL3), mRNA 
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XT* jr t\1 11 Ol 

NM_033181 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 3, 
mKJNA 


XT/**« A AAA 1 O 

NCj_00001o 


Homo sapiens genomic type I (acidic) hair keratin gene cluster (KRTHA.1@) on 
cnromosome 1 / 


NMJ)33151 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 11 
/'AXJ^ , ^ , 11^ mi?XTA 

( AJdUL/ 1 1 J, mKJNA j 


JNM uuoyyo 


xlomo sapiens secretagogm (bjat^Kii i j, mivN A 


XTX/f AA/OA1 

NM UUozUl 


jiomo sapiens rul AlKb protem Kinase l (rLlKl), transcript variant l, mKJNA 


XTA K ni'JAlO 

JNM UiiUly 


.Homo sapiens rLl Alivb protem Kinase i (rciivi )> transcript variant J, mKJNA , 


XTX K ATTAIO 

NM 033018 


Homo sapiens rui AiKJi protem Kinase i (ruiKl ), transcript variant z, mKJNA 


\T/-i A AAA 1 A 

NG_000012 


Homo sapiens genomic protocadherin gamma cluster (PCDHG@) on 
chromosome 5 


NM 001023 


Homo sapiens ribosomal protein S20 (RPS20), mRNA 


NM 004451 


Homo sapiens estrogen-related receptor alpha (ESRRA), mRNA 


NM 005755 


Homo sapiens Epstein-Barr virus induced gene 3 (EBB), ixiRNA 


XTX JT AA1 A1 C 

NM 001015 


Homo sapiens ribosomal protein SI 1 (RPS1 1), mRNA 


NM 006923 


Homo sapiens stromal cell-derived factor 2 (SDF2), mRNA 


NM 000394 


Homo sapiens crystallin, alpha A (CRYAA), mRNA 


NM_003761 


Homo sapiens vesicle-associated membrane protein 8 (endobrevin) (VAMP8), 

T> XT A 

mRNA 


NM 031958 


Homo sapiens keratin associated protein 3.1 (KRTAP3.1), mRNA 


NM 031957 


Homo sapiens keratin associated protein 1 .5 (KRTAP1 .5), mRNA 


NM_004776 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
5 (B4GALT5), mRNA 


NM_030587 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
2 (B4GALT2), transcript variant 1, mRNA 


NMJ)03780 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
2 (B4GALT2), transcript variant 2, mRNA 


NMJ)04391 


Homo sapiens cytochrome P450, subfamily VliLB (sterol 12-alpha-hydroxylase), 

1 i • J -1 //Tl/TIOTI 1 \ T» XT A 

polypeptide l (CYP8B1), mRNA 


NMJ)00785 


Homo sapiens cytochrome P450, subfamily XXVTEB (25-hydroxyvitamin D-l- 

1__1 i i i \ i A " i \ //-> nmain 1 \ j • i . • jj 

alpha-hydroxylase), polypeptide 1 (CYP27B1), mitochondnal protein encoded 
by nuclear gene, mRNA 


XTX IK AO 1 A 1 n 

NM_03l419 


Homo sapiens molecule possessing ankyrin repeats induced by 
lipopolysaccharide (MAIL), homolog of mouse (MAIL), mRNA 


NM 000961 


Homo sapiens prostaglandin 12 (prostacyclin) synthase (PTGIS), mRNA 


NM 003293 


TT * j a 1 ^ /mnn 1 X T>^T A. 

Homo sapiens tryptase, alpha (TPS1), mRNA 


NM 016630 


Homo sapiens acid cluster protem 33 (ACP33), mRNA 


XTX iT At/litCO 

NM 014458 


Homo sapiens Kelch motif containing protein (AB026190), mRNA 


XTXjT aatoat 

NM_007207 


Homo sapiens dual specificity phosphatase 10 (DUSPIO), mRNA 


NM_030660 


Homo sapiens Machado-Joseph disease (spinocerebellar ataxia 3, 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MJD), transcript 
variant 2, mKJNA 




Homo sapiens potassium channel, subfamily K, member 12 (KAJNK12), mRNA 


NM_021175 


Homo sapiens hepcidin antimicrobial peptide (HAMP), mRNA 


iNlYA UIOOUD 


xiomo sapiens sarcoma antigen ^oAijiij, mKJNA 


NMJH6532 


Homo sapiens SKIP for skeletal muscle and kidney enriched inositol 
phosphatase (LOC5 1763), mRNA 


NM 015987 


Homo sapiens heme binding protein 1 (HEBP1), mRNA 


NM 014079 


Homo sapiens Kruppel-like factor 15 (KLF15), mRNA 


NM 014759 


Homo sapiens phytanoyl-CoA hydroxylase interacting protein (PHYHIP), 
mRNA * * \ 
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NM 002590 


Homo sapiens protocadherin 8 (PCDH8), transcript variant 1, mRNA 


XN1VI UU45ZO 


xiomo Sapiens eiiuuuiciiu veiling cnzyinc-iiive i ^jz>v^jj«i^i ) i nuu>n. 


IN1VL UU*f*f ZU 


XlOmt) Sapiens UUal fcpcuilU/iljr pilUSpilalaSC O ^UuiOj, UJIVLN/V 


1NJV1 UU1UIZ 


xiomo sapiens riuusuinai pi mem oo yisjroo) > iiuss\r\ 


IN1V1 UUZJiO 


nomo sapiens xr ^i/vuxii piuicui Kinase z ^ru ijvxj, iiuvrN/\ 


iNjyi uuioio 


nomo sapiens uuai opcLim->iLy pnuspnaiasc y \iJKjory), iiuss\r\ 


VTAyf AfllSC7 
JNJV1__UU JOO / 


riomo Sapiens ueveiopinem anu uiiierenuaiion ennancmg iacior z ^lyiyJipzj, 
mRNA 


xnv/T HA 1 AAA 
INM 


riomo Sapiens iauy acia uinamg protein /, Drain \rJ\Dr / ) 9 uumna 


NM_001259 


Homo sapiens cyclin-dependent kinase 6 (CDK6), mRNA 


XTTV A AA1"7i£A 

NM 001760 


riomo sapiens cyclin l>5 (iajnij i ), mKJN A 


NM_001759 


Homo sapiens cyclin D2 (CCND2), mRNA 


"XT-Ik g t\l\ 1 ^ *1 ^ 

NM 001237 


Homo sapiens cyclin Az (CCNA2), mRNA 


NM.057158 


Homo sapiens dual specificity phosphatase 4 (DUSP4) transcript variant 2, 

Tl XT A 

mRNA 


NM_001394 


Homo sapiens dual specificity phosphatase 4 (DUSP4), transcript variant 1, 

_,DV A 


JNM__0j2yoo 


Homo sapiens eyenn-aepenaent Kinase (CJJCZ-lilcej 10 (CDKlO;, transcript 
van am j, mrsJN/v 




Homo sapiens cyclin-dependent kinase (CDC2-like) 10 (CDK10), transcript 
variant z, nuvrN/\ 


lNlVl Uj / 1 OU 


xiomo sapiens anemin ^/viviiN^, Txanscripi vanani niKiNA. 


"NTVyl fK7AQ1 
JN1VL uD/uyi 


riomo sapiens artenun ^/viviiN ), uanscnpi vanani z, mKiNA 


NM 057090 


Homo sapiens artemin (ARTN), transcript variant 4, mRNA 


XTM" 0.0.307^ 
IN1YL UUj^/O 


riomo sapiens anemin ^/\rvi in ), transcnpi vanani l, mKJN/Y 


NM 000050 


Homo sapiens argininosuccinate synthetase (ASS), transcript variant l; mRNA 


JNJV1 UD4U1Z 


Homo sapiens argininosuccinate synthetase (ASS), transcript vanant 2, mRNA 


NM 053286 


Homo sapiens aquaporin 6, kidney specific (AQP6), transcript variant 2, mRNA 


MM 


Homo sapiens aquaporin 6, kidney specific (AQP6), transcript variant l, mRNA 


NM_053032 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 8, 
mKJN A 


NM.053031 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 7, 
mRNA 


NM_053030 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 5, 

Ti XT A 

mRNA 


NM_053029 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 4, 

, -Tl XT A 

mRNA 


NM_053028 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 3B, 

__T>XT A 

mKJN A 


NM_053027 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 3 A, 

_,T)\T A 

mKJNA 


NM.053026 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 2, 
mRNA 


NM_053025 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant l, 

mKJNA 


1N1V1 V 10*t7/ 


xiuiuu sapiens miiocnononai riuusomai protein oh ^ivixnJl o^t ), nuciear gene 
encoding mitochondrial protein, mRNA 


NM_024026 


Homo sapiens mitochondrial ribosomal protein 63 (MRP63), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_021821 


Homo sapiens mitochondrial ribosomal protein S35 (MRPS35), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 005965 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 6, 
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mRNA 


NM 016640 


Homo sapiens mitochondrial nbosomal protein S30 (MRPS30), mRNA 


MM_053035 


Homo sapiens mitochondrial ribosomal protein S33 (MRPS33), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM_0 16071 


Homo sapiens mitochondrial ribosomal protein S33 (MRPS33), transcript variant 
1, nuclear gene encoding mitochondrial protein, mRNA 


NM_031901 


Homo sapiens mitochondrial ribosomal protein S21 (MRPS21), transcript variant 
1, nuclear gene encoding mitochondrial protein, mRNA 


NM_0l8997 


Homo sapiens mitochondrial ribosomal protein S21 (MRPS21), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM_033363 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 
3, nuclear gene encoding mitochondrial protein, mRNA 


NM_033362 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM 021144 


Homo sapiens PC4 and SFRS1 interacting protein 1 (PSEP1), mRNA 


NM 052953 


Homo sapiens hypothetical protem LRP15 (LRP15), mRNA 


XTTV AT 

NM 033207 


Homo sapiens transmembrane protein HTMP10 (HTMP10), mRNA 


NM 030649 


Homo sapiens centaunn, beta 5 (CENTB5), mRNA 


NM_023936 


Homo sapiens mitochondrial ribosomal protein S34 (MRPS34), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_J)211Q7 


Homo sapiens mitochondnal nbosomal protein S12 (MRPS12), transcnpt vanant 
1, nuclear gene encoding mitochondrial protein, mRNA 


XTX Jf A 1 /Oil 

NM 014322 


Homo sapiens opsm 3 (encephalopsm, panopsm) (OPN3), mRNA 


NM 001260 


Homo sapiens cyclin-dependent kinase 8 (CDK8), mRNA 


NM_003o/4 


Homo sapiens cyclin-dependent kinase (CDC2-like) 10 (CDK10), transcript 
variant 1, mRNA 


NM 057094 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 3, mRNA 


NM UD/Oi/3 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 2, mRNA 


NM 052984 


Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 2, mRNA 


NM 000075 


Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 1, mRNA 


NM 052827 


Homo sapiens cyclin-dependent kinase 2 (CDK2), transcript variant 2, mRNA 


NM 001798 


Homo sapiens cyclin-dependent kinase 2 (CDK2), transcript variant 1, mRNA 


NM_006522 


Homo sapiens wingless-type MMTV integration site family, member 6 (WNT6), 
mRNA 


NM_005430 


Homo sapiens wingless-type MMTV integration site family, member 1 (WNT1), 
mRNA 


NM_003394 


Homo sapiens wingless-type MMTV integration site family, member 10B 

Airvm rv.n\ t>xta 

(WNT 10B), mRNA 


NM_025Zlo 


Homo sapiens wingless-type MMTV integration site family, member 10A 
(WIN 1 1UAJ, ITLKJNA 


NM__0Oj3 /O 


Homo sapiens mel transforming oncogene (derived from cell line NK14)- RAB8 
homolog (MEL), mRNA 


NM 033100 


Homo sapiens M 1 -protocadhenn (KIAA1775), mRNA 


NM_005086 


Homo sapiens sarcospan (Kras oncogene-associated gene) (SSPN), mRNA 


NM 003737 


Homo sapiens protocadhenn 16 (PCDH16), mRNA 


MM 01 R1 


jiomo s»d.picnt> tumor enaoineiiai marKer 5 \ l&nio), uanscnpt variant 3, mKJNA 


NM 053034 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 2 t mRNA 


NM_005929 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 1, mRNA 


NM_033316 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 2, mRNA 


NM 001002 


Homo sapiens ribosomal protein, large, P0 (RPLP0), transcript variant 1, mRNA 
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NM 053275 


Homo sapiens ribosomal protein, large, P0 (KPLPO), transcript variant 2, mRNA 


NM 054034 


Homo sapiens fibronectin 1 (FN1), transcript variant 2, mRNA 


NM 002026 


Homo sapiens fibronectin 1 (FN1), transcnpt vanant 1, mRNA J 


NM 004460 


Homo sapiens fibroblast activation protein, alpha (FAP), mRNA 


NM_000783 


Homo sapiens cytochrome P450, subfamily XXVTA, polypeptide 1 (CYP26A1), 
transcript variant 1, mRNA 


MM_057157 


Homo sapiens cytochrome P450, subfamily XXVIA, polypeptide 1 (CYP26A1), 
transcript variant 2, mRNA 


NM 032211 


Homo sapiens lysyl oxidase-like 4 (LOXL4), mRNA 


NM_003395 


Homo sapiens wingless-type MMTV integration site family, member 14 
(WNT14), mRNA 


NM_033101 


Homo sapiens lectin, galactoside-binding, soluble, 12 (galectin 12) (LGALS12), 
mRNA 


NM_032611 


Homo sapiens protein tyrosine phosphatase type IV A, member 3 (PTP4A3), 
transcript variant 1, mRNA 


NM_007079 


Homo sapiens protein tyrosine phosphatase type IV A, member 3 (PTP4A3), 
transcript variant 2, mRNA 


NM 032208 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 1, mRNA 


NM_0 14644 


Homo sapiens phosphodiesterase 4D interacting protein (myomegalin) 
(PDE4DIP), mRNA 


NM_006551 


Homo sapiens lipophilin B (uteroglobin family member), prostatein-like 
(LPHB), mRNA 


NM 012280 


Homo sapiens FtsJ homolog 1 (E. coli) (FTSJ1), mRNA 


NM 005209 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 1, mRNA 


NM 007346 


Homo sapiens opioid growth factor receptor (OGFR), mRNA 


NM 006552 


Homo sapiens lipophilin A (uteroglobin family member) (LPHA), mRNA 


NM 015965 


Homo sapiens cell death-regulatory protein GRIM19 (GRIM19), mRNA 


NM_014275 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotein beta-l,4-N- 
acetylglucosaminyltransferase, isoenzyme B (MGAT4B), transcript variant 1, 
mRNA 


NM_001872 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) (CPB2), 
transcript variant 1, mRNA 


NM_016413 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) (CPB2), 
transcript variant 2, mRNA 


NM_004632 


Homo sapiens death associated protein 3 (DAP3), transcript variant 2, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_033657 


Homo sapiens death associated protein 3 (DAP3), transcript variant 1, nuclear 
gene encodingmitochondrial protein, mRNA 


NM_001266 


Homo sapiens carboxylesterase 1 (monocyte/macrophage serine esterase 1) 
(CESl),mRNA 


NM_004287 


Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcript 
variant A, mRNA 


NM_054022 


Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcript 
variant B, mRNA 


NM 002906 


Homo sapiens radixin (RDX), mRNA 


NM 001004 


Homo sapiens ribosomal protein, large rZ (KrLrz), mKJNA 


NM 001003 


Homo sapiens ribosomal protein, large, PI (RPLP1), mRNA 


NM_0 18644 


Homo sapiens beta-l,3-glucuronyltransferase 1 (glucuronosyltransferase P) 
(B3GAT1), transcript variant 1, mRNA 


NM 022145 


Homo sapiens leucine zipper protein FKSG14 (FKSG14), mRNA 


NM 013363 


Homo sapiens procollagen C-endopeptidase enhancer 2 (PCOLCE2), mRNA 


NM 033119 


Homo sapiens naked cuticle homolog 1 (Drosophila) (NKD1), mRNA 
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NM 020439 


Homo sapiens calcium/calmodulin-dependent protein kinase IG (CAMK1G), 
mRNA , 


NM 032158 


Homo sapiens NOL1R2 protein (NOL1R2), mRNA 


NM 022470 


Homo sapiens p53 target zinc finger protein (WIG1), mRNA 


NM 018044 


Homo sapiens NOL1R protein (NOL1R), mRNA 


NM 016262 


Homo sapiens epsilon-tubulin (LOC5 1 175), mRNA 


NMJ) 14239 


Homo sapiens eukaryotic translation initiation factor 2B, subunit 2 (beta, 39kD) 
(EIF2B2), mRNA 


NMJ)02308 


Homo sapiens lectin, galactoside-binding, soluble, 9 (galectin 9) (LGALS9), 
transcript variant short, mRNA 


NM_009587 


Homo sapiens lectin, galactoside-binding, soluble, 9 (galectin 9) (LGALS9), 
transcript variant long, mRNA 


NM 001187 


Homo sapiens B melanoma antigen (BAGE), mRNA 


NM_022162 


Homo sapiens caspase recruitment domain family, member 15 (CARD 15), 
mRNA 


NM 014733 


Homo sapiens endosome-associated FYVE-domain protein (ENDOFIN), mRNA 


NM 013393 


Homo sapiens FtsJ homolog 2 (E. coh) (FTSJ2), mRNA 


NM 006440 


Homo sapiens thioredoxin reductase beta (TR), mRNA 


NM 005863 


Homo sapiens neuroepithelial cell transforming gene 1 (NET1), mRNA 


NM_002119 


Homo sapiens major histocompatibility complex, class II, DO alpha (HLA- 

*T~*v /""V A \ T™\ X T A 

DOA), mRNA 


NM_021908 


Homo sapiens suppression of tumorigenicity 7 (ST7), transcript variant b, 
mRNA 


"v TTk r ft 1 o /1 1 O 

NM 018412 


Homo sapiens suppression of tumorigenicity 7 (ST7), transcript variant a, mRNA 


NM 054020 


Homo sapiens putative ion channel protein CATSPER2 (CATSPER2), mRNA 


NM 053281 


Homo sapiens dachshund homolog 2 (Drosophila) (DACH2), mRNA 


NM 031439 


Homo sapiens SOX7 transcription factor (SOX7), mRNA 


NMJ)30796 


Homo sapiens hypothetical protein DKFZp564K0822 (DKFZP564K0822), 
mRNA 


NM 025117 


Homo sapiens hypothetical protein FIJI 1871 (FIJI 1871), mRNA 


NM 014893 


Homo sapiens KIAA0951 protein (KIAA0951), mRNA 


NM_000113 


Homo sapiens dystonia 1, torsion (autosomal dominant; torsin A) (DYT1), 
mRNA 


NM 053055 


Homo sapiens C-terminal modulator protein (CTMP), mRNA 


NM 021212 


Homo sapiens HCF-binding transcription factor Zhangfei (ZF), mRNA 


NM 007237 


Homo sapiens SP140 nuclear body protein (SP140), mRNA 


NM_006368 


Homo sapiens cAMP responsive element binding protein 3 (luman) (CREB3), 

T» XT a 

mRNA 


NM 005759 


Homo sapiens abl-interactor 12 (SH3-contaimng protem) (AIP-1), mRNA 


NM 052966 


Homo sapiens chromosome 1 open reading frame 24 (Clorf24), mRNA 


XTX K A 1 i^^n 

NM 013247 


Homo sapiens protease, serine, 25 (PRSS25), mRNA 


XTA jT ft/\*>/\1T 

NM 003017 


Homo sapiens splicing factor, arginine/serine-rich 3 (SFRS3), mRNA 


NM 006289 


Homo sapiens talin 1 (TLN1), mRNA 


NM 000970 


Homo sapiens ribosornal protein L6 (RPL6), mRNA 


XTA K A AO AT> 

NM 003973 


Homo sapiens ribosornal protein L14 (RPL14), mRNA 


IN1VL__UU I j 0 1 


Homo sapiens dihydroorotate dehydrogenase (DHODH), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 021248 \ 


Homo sapiens cadherin-like 22 (CDH22), mRNA 


NM 033224 


Homo sapiens purine-rich element binding protein B (PURB), mRNA 


NM 005859 


Homo sapiens purine-rich element binding protein A (PURA), mRNA 


NM 005022 


Homo sapiens profilin 1 (PFN1), mRNA 


NM 017481 


Homo sapiens ubiquilin 3 (UBQLN3), mRNA 



337 



WO 03/074654 



PCT/US03/05028 



NM 013444 


Homo sapiens uDiquinn i (UDV<J.L,rNzj, iiuuna 


NM 053067 


tt „ ,"U4rtnil<**-» 1 (\ XT 1 ^\ traricnrmt variant 9 TTlRNA 

Homo sapiens uoiquiiin i ^ur>v^i-.rN i ), transcript vdridni z., mra^n 


NM 013438 


Homo sapiens uDiquiiin i (ujd<s</ij.nij, cran&enpi v«uidin i, uuu^n. 


NM 032115 


Homo sapiens potassium cnannei, buoidiruiy jv, mcmuw iu v rwA ^ 1 ^ xvlv V' AAAAVA ™ 


NMJ)53284 


Homo sapiens WAr, ro, ig, jsjj, anu in ixv-uoniuiiiiiig pi mem v. v»ium^;> 
mRNA 


NM 053278 


Homo sapiens vj protein-coupiea. receptor iuz ^jr.rjxiuz,^ nuu>n 


NM 053276 


Homo sapiens vitnn (VllJ, mKJNA 


NM 032649 


Homo sapiens glutamate carDOxypeptiaase-UKe protein z ivrui^j, mru^r*. 


NM 053012 


Homo sapiens hypothetical protem ^iaa^i i*ri j / mruN/v 


NM 003268 


Homo sapiens toll-liice receptor :> ( i lkjj, mruNA 


NM 053005 


Homo sapiens HCCA2 protein (HCCA2), mRNA 


NM 052889 


Homo sapiens CARD only protem (Cur j, mKJNA 


NM 024740 


Homo sapiens disrupted m bipolar disorder i (jjjldui j, misjNA 


NM 015721 


Homo sapiens gem (nuclear organelle; associated protein h ^uriivurNHj, ihimna 


NM 003730 


Homo sapiens nbonuclease o precursor (KJNAMiar.L}, mKJNA 


NM 030916 


tt t <v - _ j.^— I KTIT& /T Xl IU\ ml? NT A 

Homo sapiens Ig superlamily receptor LJN1K (I^jnikj, iiikjna 


NM_022358 


Homo sapiens potassium channel, subiamiiy memoer 10 (i a^is.o; 
(KCNK15), mRNA 


NM 022576 


Homo sapiens phosaucm (rUUj, transcripi van an i rnLuri, huvina 


NM 018269 


Homo sapiens SIPL protein (SIPL), mRNA 


NM 015915 


Homo sapiens spastic paraplegia 3 A (autosomal aormnani; pruJAj, iiusj.n^v 


NM 053036 


Homo sapiens G protem-coupled receptor /4 (urK/^fj, rmiN/i 


NM 053016 


Homo sapiens paralemrmn 2 (r A-LJVU;, mKJNA 


NM 053057 


Homo sapiens hypothetical protein (LOCI 14138), mRNA 


NM 052838 


Homo sapiens septm 1 (SEPT1), mRNA 


NM_032034 


Homo sapiens solute earner family 4, sodium bicarbonate transporter-UKe, 

< 4-1 /"O T Oil A 1 T \ T">"VT A 

member 1 1 (SLC4AH), mRNA 


NM 031899 


Homo sapiens golgi phosphoprotem 5 ((jULFHd), mKiNA 


NM 018448 


Homo sapiens TBP-mteractmg protein ( ilr lzUA), mKJNA 


NM_016952 


Homo sapiens cell adhesion molecule-reiatea/aown-reguiaiea oy oncogenes 
(CDON), mRNA 


NM 053050 


Homo sapiens mitochondrial nbosomal protein ld3 (JVlktlo-* j, uikina 


NM 053045 


Homo sapiens hypothetical protein MGC14327 (MGC14327), mRNA 


NM 017680 


tt * /T T>T> .1... IN / A CDXTV -~"D XT A 

Homo sapiens asporm (LRR class 1) (Abl^JN), mKJNA 


NM 003914 


Homo sapiens cyclin Al (CCNA1), mRNA 


NM 032387 


Homo sapiens protein kinase, lysine deficient 4 (PRKWNK4), mKJNA 


NM_019093 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A3 (UGT1 A3), 
mRNA 


NM 021027 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide Ay (Uul AAV), 
mRNA 


NMJ) 19076 


Homo sapiens UDP glycosyltransterase 1 tamily, poiypepnoe as (uvji iao;, 
mRNA 


NMJ)00463 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide Al (UGT1 Al), 
mRNA 


JNJYl U100U5 


Urvmn esmipnQ AT FY1 nrntpin ^AT FXl^ mRNA 


NM 016607 


Homo sapiens ALEX3 protein (ALEX3), mRNA 


NM 014860 


Homo sapiens SPTF-associated factor 65 gamma (STAF65(gamma)), mRNA 


NM 014782 


Homo sapiens armadillo repeat protein ALEX2 (ALEX2), mRNA 


NM_001072 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A6 (UGT1 A6), 
mRNA 


NM 000405 


Homo sapiens GM2 ganglioside activator protein (GM2A), mRNA 
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NM_001975 


Homo sapiens enolase 2, (gamma, neuronal) (IiNUz), mRNA 


Tk.ni r ai~\Ci 

NM 001428 


Homo sapiens enolase 1, (alpha) (biNUl), mKJNA 


NM 052836 


Homo sapiens cadherin related 23 (CDH23), transcript variant 2, mRNA 


NM 022124 


Homo sapiens cadherin related 23 (CDH23), transcript variant 1, mKJNA 


NM 004063 


Homo sapiens cadherin 17, LI cadherin (liver-intestine) (CDH17), mRNA 


NM 004062 


Homo sapiens cadherin 16, KSP-cadhenn (CDH16), mRNA 


NM 004933 


Homo sapiens cadherin 15, M-cadherin (myotubule) (CDH15), mRNA 


NM 001257 


Homo sapiens cadherin 13, H-cadherin (heart) (CDH13), mRNA 


NMJ)52819 


Homo sapiens caspase recruitment domain protein 14 (CARD14), transcript 
variant 2, mRNA 


NMJ)24110 


Homo sapiens caspase recruitment domain protein 14 (CARD14), transcript 
variant 1, mRNA 


NM_032415 


Homo sapiens caspase recruitment domain family, member 1 1 (CARD 1 1), 
mRNA 


NM 014466 


Homo sapiens tektin 2 (testicular) (TEKT2), mRNA 


NM_053006 


Homo sapiens serine/threonine kinase 22B (spermiogenesis associated) 
(STK22B), mRNA 


NM 012083 


Homo sapiens frequently rearranged in advanced T-cell lymphomas 2 (FRAT2), 
mRNA 


NMJ)06922 


Homo sapiens sodium channel, voltage-gated, type m, alpha polypeptide 
(SCN3A), mRNA 


NM_005347 


Homo sapiens heat shock 70kD protein 5 (glucose-regulated protein, 78kD) 
(HSPA5), mRNA 


NM 003777 


■w-r ♦ l • 11 1 j • i 1 t /TVKTATT1 1\ ■ -T\"vT A 

Homo sapiens dynem, axonemal, heavy polypeptide 1 1 (DNAH1 1), mRNA 


NM_0 13282 


Homo sapiens ubiquitin-hke, contaimng PHD and RING finger domains, 1 
(UHRF1), mRNA 


NM 020886 


Homo sapiens ubiquitin specific protease 28 (USP28), mRNA 


NM 020843 


Homo sapiens zinc finger protein 291 (ZNF291), mRNA 


NM 024529 


Homo sapiens chromosome l open readmg frame 28 (Clorf28), mRNA 


NM 053003 


Homo sapiens SIGLEC-hke l (SIGLECLl), mRNA 


NM 033329 


Homo sapiens SIGLEC-hke 1 (SIGLECLl), mRNA 


NM 015101 


Homo sapiens chromosome l open reading frame 17 (Cloriw), mRNA 


NM 032551 


Homo sapiens G protein-coupled receptor 54 (GPR54), mRNA 


NM 031898 


Homo sapiens tektin 3 (TEKT3), mRNA 


NM 025191 


Homo sapiens chromosome 1 open readmg frame 22 (Clon22), mRNA 


NM 022755 


Homo sapiens chromosome 9 open reading frame 12 (C9orfl2), mRNA 


NM 021104 


Homo sapiens ribosomal protein L41 (RPL41), mRNA 


NM 017847 


Homo sapiens chromosome 1 open reading frame 27 (Clorf27), mRNA 


NM 017673 


Homo sapiens chromosome 1 open reading frame 26 (Clorf26), mRNA 


NM_016000 


Homo sapiens mitochondrial CCA-adding tRNA-nucleotidylfransferase 
(MtCCA), mRNA 


NM_015989 


Homo sapiens cysteine sulfinic acid decarboxylase-related protem 2 (CSAD), 
mRNA 


NM 014654 


Homo sapiens syndecan 3 (N-syndecan) (SDC3), mRNA 


NM 014837 


Homo sapiens chromosome 1 open reading frame 16 (Clorilo), mRNA 


NM UU/1 fy 


Homo sapiens lnsuiin-liKe o (UNoJLo), mKJNA 


NM 005478 


Homo sapiens insulin-like 5 (INSL5), mRNA 


NM 053000 


Homo sapiens TIGA1 (TIGA1), mRNA 


NM 052940 


Homo sapiens hypothetical protein MGC8974 (MGC8974), mRNA 


NM 052830 


Homo sapiens gamma-glutamyltransferase-like 3 (GGTL3), mRNA 


NM 053002 


Homo sapiens no opposite paired repeat protein (NOPAR), mRNA 


NM 052998 


Homo sapiens ornithine decarboxylase-like protein (ODC-p), mRNA 
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NM 052996 


Homo sapiens PR domain containing 7 (PRDM7), mRNA 


NM 052995 


Homo sapiens Usher syndrome 3A (USH3A), mRNA 


NM 007110 


Homo sapiens telomerase-associated nrotein 1 frEPl'l mRNA 


NM 033656 


Homo sapiens WD repeat domain 9 (WDR9) transcrint variant 2 mRNA 


NM 018963 


Homo sapiens WD repeat domain 9 (WDR9), transcript variant 1, mRNA 


NM 017818 


Homo saniens WD reneat domain 8 fWDR X\ ml? MA 


NM 033662 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 3, mRNA 


NM 033661 


Homo saniens reneat domain A fXWTXQ A\ trane/<»ri™t Tra*-io«t 9 »WDXTA 
ixviuu oapxv/xxa tt i^jjcai uuuxaiii *f ^ VV x^xVr uanSCnpi Vailalli Z, ITxxyxN/V. 


NM 018669 


Homo saniens WD reneat domain 4 fWTYR trancpririt van'onf 1 mPMA 

xAViuu 0upwiu ~" ' Avowal uuixxaxxi *t \VV XJJ\rrj 9 UalloCxipi VaJLlaxlt 1 } InA. IN/V 


NM 017883 


Homo sapiens WD repeat domain 13 (WDR13), mRNA 


NM 052837 


xxuiiiu aapicuo oct»rciury carrier xuemDrane protein d ^ov^AJVjLr J ) 9 transcript 
variant 2, mRNA 


NM 005698 

X^tXYX \J\JJ VJ.7 O 


xiumu oapiciio ocurciory carrier memDrane protein o ^oCAlVLr j), transcript 

variant 1 mPNA 

V CXI 1 Oil I JL y IXXXvl 1 A 


NM 005697 


xxumu sapiens fccoictury carrier memDrane protein z ^ow^JVLrZ ) 9 mKINA. 


NM 004866 


xiuiiiu ^apiciia ^ccretury carrier meruDrane pro tern i ^oO/viVJLrl^, transcript 
variant 1 mRNA 


NM_052822 


Homo saniens secretorv carrier memhranp nrntpin 1 f QP ATM"P 1 ^ froTi c/->r-i-rt f 
■*■ ^wiiiv ju^ivuo otwviui w»axxi&i iiitiiiui aiic jpiuicni 1 \ v jv \ i vi i 1 Jj ITanSCOpt 

Variant 2, mRNA 


NM 052811 


Homo saniens ret fineer Drotein 2 TRFP2^ tran<?rrint variant ? ml? NT A 


NM 005798 


Homo saniens ret fineer Drotein 2 fRFP2^ tran<5crint variant 1 mRNA 

lAuuiv wm^an/uli iwk Auigvi jja vy l^iii ^ yAV-L l u.aiioLll|Jl V ax lull L Xj IXXXvlN^V 


NM 052817 


Homo saniens midline 2 rMlD2 > l transcrint variant 7 nYRMA 


NM 012216 


Homo Saniens midline 2 fMID2 , i tran^crint variant 1 mRTsIA 

axvuiv w|/ivuo Axxiu-Ajxi^ yi.r±A±*t 4* j j ixaiiowii^JL vaiiani 1 j lllxvlNiV 


NM 000798 


Homo saniens donamine recentor DS fTjRT^S^ mTJTvIA 


NM 000794 


Homo saniens donamine recentor Dl n*jRD1^ mPTJA 


NM 000796 


Homo saniens doDamine recentor D^ (T)RD1^ trancrrint variant a mPM a 


NM 033663 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant e, mRNA 


NM 033660 


Homo saniens donamine recentor rn"R T^'Vi trancrrint van'onf /I tmPXTA 

xxv^uv ouLyAwxaa u>wpaiixxxi& xtA/bpiui i/j ^l_yjVX_/»? ^, 11 alio CI lpL V ai lallL vj, I Ilix l\ M 


NM 033659 


Homo saniens dorjarrHne recentor /TyRD^ trancprint vonant r» w t?xt a 

hvimv oHpviiD uupouiuiw x^v/^piux x^ j {Lsi\xsjj) UolloCiipi Vox loJlt C, rixxxlN/V 


NM 033658 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant b, mRNA 


NM 004934 


Homo ^anienc raHherin 1 R tvnp 9 /'PFiPTI R i tyVPMA 
LAuiiiu oaL/i^xxo V/auxi&ixll lOj IjfJJC Z. ^VvJ_/xxlOJj lTlrvlNzv 


NM 004061 


Homo sapiens cadherin 12, type 2 (N-cadherin 2) (CDH12), mRNA 


NM 030622 


nmiiu bapiciib cyiocnrome rn dkj, suDiamiiy llo, poiypepnae 1 (v-»Y"2ol ), 
mRNA 


NM 052831 


Homo ^anienQ r1TSSP9^ opnp MT^^P91 /T* W PMA 
iiuuiu aapiciib ujjjc/fj.o gene ^qj»jj\^zj.oj, mivlNA 


NM 052816 


Homo 9ar>1PTlQ trinarti tp mntifLprmtainitifr ^1 /T'D TA/fl 1 \ fra«onrint -.__*_ 4. /> 
xxurixxv oajj 1^115 UlL/allxLC UlUUl-CUniaimrig jl ^lxVlxVljl J, tTanSCIipt VaTiant L 

mRNA 


NM_052812 


HOmO Saniens tnnartitP mnti"flpr»nt5»ir»infr 1 ^ /^I'T? TA/T1 ^\ frnnrnnnf «mmn«4- 0 

■*" ,A "' x - ll ' v ' oaL/iwxxo uipaxuic iiiULIi-CUIllalillllg 1 J 1 xSJUVX J. Jj y uailSCTipi Variant Z. 

mRNA 


NM 052955 


Homo saniens transglutaminase 7 fTGMl} mPNA 


NM 052957 


Homo saniens nutative nuclear nrotein fM A AP 1 ^ nVPXT A 


NM 052851 


Homo saniens similar to RhoGAP TGTfiSO^ mRNA 

OXIXXXXOX IV XVI I\J Vj ill l\J 1 1 tlV 1 >J jTV 


NMJ)33229 


Homo saniens trinartitp motiflrontainincr 1 ^ C \ V\A 1 ^^ h^ncrmW irama«t 1 
■*- iV,iJ " 1 ' v ' ^•'•i'^.ixo ixxiyox uic iii\/ux~cciiiLaiiiiiig X <J ^ A IVxlVl 1.0 jy tlaTlaCTipi VaTiani i 9 

mRNA 


NM 018103 


Homo Saniens leucine-rirh reneat-rontainintr S C\ PPr^ mPlsJA 

w *vno iVfUvlilv XXlsll i V>pvuL vlrll LaXllXXlg «,/ yx*/±\J\\ m/ ,j J ^ 1 1 llx l>| r\ 


NM 014879 


Homo sapiens G protein-coupled receptor 105 (GPR105), mRNA 


NM 000797 


Homo sapiens dopamine receptor D4 (DRD4), mRNA 


NM 006596 


Homo sapiens polymerase (DNA directed), theta (POLO), mRNA 


NM 052972 


Homo sapiens leucine-rich alpha-2-glycoprotein (LRG), mRNA 


NM 052967 


Homo sapiens mas-related G protein-coupled MRG flvlRG), mRNA 


NM 052963 


Homo sapiens mitochondrial topoisomerase I (TOP1MT), mRNA 


NM 052962 


Homo sapiens class II cytokine receptor (DL22RA2), mRNA 
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NM 052961 


Homo sapiens solute carrier family 26, member 8 (SLC26A8), mRNA 


NM 052958 


Homo sapiens vestibule- 1 protein (VEST1), mRNA 


NM 052954 


Homo sapiens cysteine and tyrosine-rich protein 1 (CYYR1), mRNA 


NM 052949 


Homo sapiens RAS guanyl releasing protein 4 (RASGRP4), mRNA 


NM 052934 


Homo sapiens solute carrier family 26, member 9 (SLC26A9), mRNA 


NM 052933 


Homo sapiens testis specific, 13 (TSGA13), mRNA 


NM_052932 


Homo sapiens pro-oncosis receptor inducing membrane injury gene (PORIMIN), 
mRNA 


NM_052891 


Homo sapiens peptidoglycan recognition protein-I-alpha precursor 
(PGLYRPIalpha), mRNA 


NM 052888 


Homo sapiens KIAA0563-related gene (LOCI 14659), mRNA 


NM_052887 


Homo sapiens Toll-interleukin 1 receptor (TIR) domain-containing adapter 

jfm nn % A T\\ T*» "VTA. 

protein (TERAP), mRNA 


NM 052886 


Homo sapiens mal, T-cell differentiation protem 2 (MAL2), mRNA 


NM 052882 


Homo sapiens zinc finger, imprinted 3 (ZIM3), mRNA 


NM 052880 


Homo sapiens hypothetical protem MGC17330 (MGC17330), mRNA 


NM 052875 


Homo sapiens hypothetical protem MGC10485 (MGC10485), mRNA 


NM 052874 


Homo sapiens syntaxinlB2 (STX1B2), mRNA 


NM 052863 


Homo sapiens putative cytokine high m normal-1 (HIN-1), mRNA 


NM 052862 


Homo sapiens hypothetical protein MGC21854 (MGC21854), mRNA 


NM 052861 


Homo sapiens hypothetical protein MGC21675 (MGC21675), mRNA 


NM 052853 


Homo sapiens hypothetical protein MGC20727 (MGC20727), mRNA 


NM 052848 


Homo sapiens hypothetical protein MGC20255 (MGC20255), mRNA 


NM 052845 


Homo sapiens hypothetical protein MGC20496 (MGC20496), mRNA 


NM 052842 


Homo sapiens BCL2-like 12 (proline rich) (BCL2L12), mRNA 


NM 052818 


Homo sapiens hypothetical gene CG018 (CG018), mRNA 


NMJ)32514 


Homo sapiens microtubule-associated protein 1 light chain 3 alpha 
(MAP1LC3A), mRNA 


NMJ)22829 


Homo sapiens solute carrier family 13 (sodium-dependent dicarboxylate 
transporter), member 3 (SLC13A3), mRNA 


NM_018835 


Homo sapiens olfactory receptor, family 1, subfamily K, member 1 (OR1K1), 
mRNA 


NM_006750 


Homo sapiens syntrophin, beta 2 (dystrophin-associated protein Al, 59kD, basic 
component 2) (SNTB2), mRNA 


NM 033641 


Homo sapiens collagen, type IV, alpha 6 (COL4A6), transcript variant B, mRNA 


NM_001847 


Homo sapiens collagen, type IV, alpha 6 (COL4A6), transcript variant A, mRNA 


NM 004359 


Homo sapiens cell division cycle 34 (CDC34), mRNA 


NMJ)33493 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 9, mRNA 


NM_033492 


Homo sapiens cell division cycle 2-like 1 (PUSLRE proteins) (CDC2L1), 
transcript variant 8, mRNA 


NM_033491 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 7, mRNA 


NM_033490 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 6, mRNA 


NM_033489 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 5, mRNA 


NM.033488 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 4, mRNA 


NM_033487 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 3, mRNA 


NM_033486 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
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transcript variant 2, mRNA 


NM_001787 


Homo sapiens cell division cycle 2-like 1 (PUSLRE proteins) (CDC2L1), 
transcript variant 1, mRNA 


NMJ)05983 


Homo sapiens S-phase kinase-associated protein 2 (p45) (SKP2), transcript 
variant l,mRNA 


NMJ)32637 


Homo sapiens S-phase kinase-associated protein 2 (p45) (SKP2), transcnpt 
variant 2, mRNA 


NM 021968 


Homo sapiens H4 histone family, member E (H4FE), mRNA 


NM 002748 


Homo sapiens mitogen-activated protein kinase 6 (MAPK6), mRNA 


NM 003527 


Homo sapiens H2B histone family, member N (H2BFN), mRNA 


NM 001000 


Homo sapiens ribosomal protein L39 (RPL39), mRNA 


NM 000999 


Homo sapiens ribosomal protein L38 (RPL38), mRNA 


NM 000998 


Homo sapiens ribosomal protein L37a (RPL37A), mRNA 


NM 000997 


Homo sapiens ribosomal protein L37 (RPL37), mRNA 


NM 022054 


Homo sapiens potassium channel, subfamily K, member 13 (KCNK13), mRNA 


NMJ)21161 


Homo sapiens potassium channel, subfamily K, member 10 (TREK-2) 
(KCNK10), mRNA 


NM 003944 


Homo sapiens selenium binding protein 1 (SELENBP1), mRNA 


NM 033649 


Homo sapiens fibroblast growth factor 18 (FGF18), transcript variant 2, mRNA 


NM 004114 


Homo sapiens fibroblast growth factor 13 (FGF13), transcnpt variant 1A, mRNA 


NM 033642 


Homo sapiens fibroblast growth factor 13 (FGF13), transcript variant IB, mRNA 


NM 016279 


Homo sapiens cadherin 9, type 2 (Tl-cadherin) (CDH9), mRNA 


NM 001796 


Homo sapiens cadherin 8, type 2 (CDH8), mRNA 


NM 031891 


Homo sapiens cadherin 20, type 2 (CDH20), mRNA 


NM 006727 


Homo sapiens cadherin 10, type 2 (T2-cadherin) (CDH10), mRNA 


NM 033671 


Homo sapiens cyclin B3 (CCNB3), transcript variant 2, mRNA 


NM 033670 


Homo sapiens cyclin B3 (CCNB3), transcript variant 1, mRNA 


NM_033379 


Homo sapiens cell division cycle 2, Gl to S and G2 to M (CDC2), transcript 
variant 2, mRNA 


NM_001786 


Homo sapiens cell division cycle 2, Gl to S and G2 to M (CDC2), transcript 
variant 1, mRNA ■ 


NM 004361 


Homo sapiens cadherin 7, type 2 (CDH7), transcript variant b, mRNA 


NM 033646 


Homo sapiens cadherin 7, type 2 (CDH7), transcript variant a, mRNA 


NM 017734 


Homo sapiens palmdelphin (PALMD), mRNA 


NM 052832 


Homo sapiens solute carrier family 26, member 7 (SLC26A7), mRNA 


NM 018718 


Homo sapiens testis specific, 14 (TSGA14), mRNA 


NM 015935 


Homo sapiens CGI-01 protein (CGI-01), mRNA 


NM 033120 


Homo sapiens naked cuticle homolog 2 (Drosophila) (NKD2), mRNA 


NM 033031 


Homo sapiens cyclin B3 (CCNB3), transcript variant 3, mRNA 


NM 012068 


Homo sapiens activating transcription factor 5 (ATF5), mRNA 


NM 019617 


Homo sapiens CA11 (LOC56287), mRNA 


NM_018398 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta 3 subunit 
(CACNA2D3), mRNA 


NM 018319 


Homo sapiens tyrosyl-DNA phodphodiesterase (TDP1), mRNA 


NM J) 14404 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 5 
(CACNG5), mRNA 


NM_0 14405 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 4 
(CACNG4), mRNA 


NM 012114 


Homo sapiens caspase 14, apoptosis-related cysteine protease (CASP14), mRNA 


NM 006985 


Homo sapiens nuclear pore complex interacting protein (NPIP), mRNA 


NM 006816 


Homo sapiens chromosome 5 open reading frame 8 (C5orf8), mRNA 


NM 006539 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 3 
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(CAt^rsLroj, niKJN/v 


TVTTV/T AA/1 1 A H 


Homo sapiens caspase 5, apoptosis-related cysteine protease (CASP5), mRNA 


NM 003862 


Homo sapiens fibroblast growth factor 18 (FGF18), transcript variant 1, mRNA 


NM 020770 


Homo sapiens cmgulin (KIAA1319), mRNA 


XTTV A A 1 A*7*7 O 

NM 0307/O 


Homo sapiens hypothetical protein PR01331 (PRO 1331), mRNA 


NM 004927 


Homo sapiens mitochondrial ribosomal protein L49 (MRPL49), mRNA 


X TTV /T AO 1 t\f*\ 

NM 031962 


Homo sapiens keratin associated protein 9.3 (KRTAP9.3), mRNA 


NM 031961 


Homo sapiens keratin associated protein 9.2 (KRTAP9.2), mRNA 


NM_033456 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant E, mRNA 


NM 031854 


Homo sapiens keratin associated protein 4.12 (KRTAP4.12), mRNA 


NMJ)33455 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant D, mRNA 


NM_033348 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant B, mRNA 


NM_033347 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant A, mRNA 


XTTV X A*301A1 

NM 033191 


Homo sapiens keratin associated protein 9.4 (KAP9.4), mRNA 


NM 033U61 


Homo sapiens keratin associated protein 4.7 (KAP4.7), mRNA 


XTAvT AT3 lOO 

NM 033 loo 


Homo sapiens keratin associated protein 4.5 (KAP4.5), mRNA 


NM 033Uoz 


Homo sapiens keratin associated protein 4.2 (KAP4.2), mRNA 


NM 033059 


Homo sapiens keratin associated protein 4. 14 (KAP4.14), mRNA 


NM 033060 


Homo sapiens keratin associated protein 4. 10 (KAP4.10), mRNA 


XTTV K AOO^itl 

NM 033643 


Homo sapiens ribosomal protein L36 (RPL36), transcript variant 1, mRNA 


NM 015414 


Homo sapiens ribosomal protein L36 (RPL36), transcript variant 2, mRNA 


XTTV X AAT*»AA 

NM 007209 


Homo sapiens ribosomal protein L35 (RPL35), mRNA 


NM 000996 


Homo sapiens ribosomal protein L35a (RPL35A), mRNA 


NM__033637 


Homo sapiens beta-transducin repeat containing (BTRC), transcript variant 1, 

Tj XT A 

mRNA 


NM 033345 


Homo sapiens regulator of G-protein signalling 8 (RGS8), mRNA 


xttv x moc/io 

NM 033543 


Homo sapiens hypothetical protein R29 124 1 (R29124 1), mRNA 


XIX X ATO 1 

NM 033 loo 


Homo sapiens keratin associated protein 4.13 (KAP4.13), mRNA 


XTTV A11ACA 

NM 033050 


Homo sapiens G protein-coupled receptor 91 (GPR91), mRNA 


XTTV X AIOTIO 

NM 032728 


Homo sapiens hypothetical protein MGC 12921 (MGC 12921), mRNA 


XTTV X AO TAl A 

NM 032910 


Homo sapiens hypothetical protein MGC14136 (MGC14136), mRNA 


NM 03zoj/ 


Homo sapiens mitochondrial ribosomal protein L56 (MRPL56), mRNA 


XTTV X AOO^/IA 

NM 032640 


Homo sapiens hypothetical protein MGC10526 (MGC10526), mRNA 


XTAyr AQ1^<A 

NM 032 j oO 


Homo sapiens MSTP033 protein (MSTP033), mRNA 


NM 032324 


Homo sapiens keratin associated protein 4.4 (KRTAP4.4), mRNA 


NM 032351 


Homo sapiens mitochondrial ribosomal protein L45 (MRPL45), mRNA 


XTXvf All Ci£.1 

NM 031963 


Homo sapiens keratin associated protein 9.8 (KRTAP9.8), mRNA 


XTA/T A*3 1/111 

NM 031432 


Homo sapiens uridine-cytidine kinase 1 (UCK1), mRNA 


xtx x ninoft 

NM 031289 


Homo sapiens hypothetical protein MGC3146 (MGC3146), mRNA 


NM 031269 


Homo sapiens PRO 13 86 protein (PR01386), mRNA 


XTTV X A1AATC 

NM 030975 


Homo sapiens keratin associated protein 9.9 (KRTAP9.9), mRNA 




riomo sapiens nypoineucai protein DJsJr/,p434rOJlo (JUJ^Zr434r031o) > 
mRNA 


NM 017970 


Homo sapiens hypothetical protein FLJ10008 (FIJI 0008), mRNA 


NM 024510 


Homo sapiens hypothetical protein MGC4368 (MGC4368), mRNA 


NM 024325 


Homo sapiens hypothetical protein MGC10715 (MGC10715), mRNA 


NM 023914 


Homo sapiens G protein-coupled receptor 86 (GPR86), mRNA 


NM 022915 


Homo sapiens mitochondrial ribosomal protein L44 (MRPL44), mRNA 
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NM_022469 


Homo sapiens hypothetical protein FLJ21 195 similar to protem related to DAC 
and cerberus (FLJ21 195;, mRNA 


NM 022344 


Homo sapiens protein kinase Njmu-Rl (NJMU-R1), mRNA 


NM 002924 


Homo sapiens regulator of G-protein signalling 7 (RGS7), mRNA 


NM_020402 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 10 (CHRNA10), 
mKJNA 


JNM 01j42U 


Homo sapiens XJJsJrZ.r->o4UU4oJ protein (DKrZrjo4UU4o3), mRNA 


NM 016355 


Homo sapiens hqp025o protein (LOC5 1202), mRNA i 


NM 020370 


Homo sapiens G protein-coupled receptor 84 (GPR84), mRNA 


NM 019016 


Homo sapiens hypothetical protein (FLJ20261), mRNA. 


NM 017872 


Homo sapiens hypothetical protein FLJ20546 (FU20546), mRNA 


NM 018373 


Homo sapiens hypothetical protem FIJI 1271 (FIJI 1271), mRNA 


NM 018277 


Homo sapiens hypothetical protein FLJ10932 (FLJ10932), mRNA 


NM 018242 


Homo sapiens hypothetical protein FLJ10847 (FIJ10847), mRNA 


NM 016055 


Homo sapiens mitochondrial nbosomal protein L48 (MRPL48), mRNA 


NM 016468 


TT * 1 il A. " t J. AT A^l n T^ \ T i 

Homo sapiens hypothetical protem (LOC5 1241), mRNA 


\T» / /\ 1 A f\C\f\ 

NM 014099 


Homo sapiens PR01768 protem (PR01768), mRNA 


NM 014964 


Homo sapiens KIAA1065 protein (KIAA1065), mRNA 


NM 014859 


Homo sapiens KIAA0672 gene product (KIAA0672), mRNA 


XTX AT A1 A A 'I A 

NM 014174 


Homo sapiens HSPC144 protem (HSPC144), mRNA 


NM 014156 


Homo sapiens DKFZP564O0463 protein (DKFZP5 6400463), mRNA 


*V AT I\ + f" I™ A A 

NM 015544 


Homo sapiens DKFZP564K1964 protein (DKFZP564K1964), mRNA 


NM 015681 


Homo sapiens B9 protein (B9), mRNA 


NMJ) 12301 


Homo sapiens atrophin-1 interacting protein 1; activin receptor interacting 
protem 1 (KIAA0705), mRNA 


NM 006856 


Homo sapiens activating transcription factor 7 (ATF7), mRNA ! 


NM_005714 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant C, mRNA 


NM 005756 


Homo sapiens G protein-coupled receptor 64 (GPR64), mRNA 


NM 005267 


Homo sapiens gap junction protein, alpha 8, 50kD (connexin 50) (GJA8), mRNA 


NM 003457 


Homo sapiens zinc finger protein 207 (ZNF207), mRNA | 


NM_003184 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, B, 150kD (TAF2B), mRNA 


NM_003079 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily e, member 1 (SMARCE1), mRNA j 


NM_002815 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 1 1 
(PSMDll),mRNA 


NM 002577 


Homo sapiens p21 (CDKN1 A)-activated kinase 2 (PAK2), mRNA 


NM 003867 


Homo sapiens fibroblast growth factor 17 (FGF17), mRNA 


NMJ)03885 


Homo sapiens cyclin-dependent kinase 5, regulatory subunit 1 (p35) (CDK5R1), 
mRNA 


NMJ)03939 


Homo sapiens beta-transducin repeat containing (BTRC), transcript variant 2, 
mRNA 


NM 001208 


Homo sapiens basic transcription factor 3, like 1 (BTF3L1), mRNA j 


NM_033500 


Homo sapiens hexokinase 1 (HK1), transcript variant 5, nuclear gene encoding 
mitochondrial protein, mRNA 


NM_033498 


Homo sapiens hexokinase 1 (HK1), transcript variant 4, nuclear gene encoding 
mitochondrial protein, mRNA 


NM_033497 


Homo sapiens hexokinase 1 (HK1), transcript variant 3, nuclear gene encoding 
mitochondrial protein, mRNA 


NM_033496 


Homo sapiens hexokinase 1 (HK1), transcript variant 2, nuclear gene encoding 
mitochondrial protein, mRNA 
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NM_033640 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 6, 
mKJNA 


NM_033636 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 5, 

mKJNA 


NM.033635 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 4, 


NM_033634 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 3, 

yWDKTA 
mKJNA 


JNM_U33o3J 


Homo sapiens &CAN domain-contaming 2 (SCAND2), transcnpt variant 2, 

mKJNA 


JNJVL_U22U5U 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 1, 
mRNA 


JNM 03340 / 


Homo sapiens membrane metallo-endopeptidase-like 2 (MMEL2), mRNA 


NM 032409 


Homo sapiens PTEN induced putative kinase 1 (P1NK1), mRNA 


NM 013267 


Homo sapiens breast cell glutaminase (GA), mRNA 


NM 004729 


Homo sapiens Ac-like transposable element (ALTE), mRNA 


NM 004192 


Homo sapiens acetylserotonin O-methyltransferase-like fASMTL), mRNA 


NM_002115 


Homo sapiens bexokinase 3 (white cell) (HK3), nuclear gene encoding 
mitochondrial protein, mRNA 


X TTV vf AAA1 OO 

NM_0U01oo 


Homo sapiens hexokinase 1 (HK1), transcript variant 1, nuclear gene encoding 
mitochondrial protein, mRNA 


JNM__UU4/2o 


Homo sapiens DbAD/H (Asp-ulu-Ala-Asp/His) box polypeptide 21 (DDX21), 

•WD XT A 

1T1KNA 


IN1V1 UZZ l*tO 


Homo sapiens cytokine receptor-like factor 2 (CRLF2), mRNA 


iNlvl UZZ j j / 


jiomo sapiens kabjo, member KAo oncogene tamily (RAB38), mRNA 


INIVI V/IOH-Zo 


xiomo sapiens iNjiori protein iiMcoxij, ttik in a 


INIVI V/IOZZ/ 


riomo sapiens cnromosome i open reading rrame y lorry), mKNA 


"MTVyf ni4752^ 
iNiyi uinZoj 


Homo sapiens chromosome 1 open reading frame 9 (Clorf9), mRNA 


INiVI VjLoH/J 


riomo sapiens 1 rA regulated locus ( i x\AKu), mKJNA 


INiVI UZW^fOl 


Homo sapiens gamma-tubulin complex component (GCP6), mRNA 


JNJYl U3Ui/34 


Homo sapiens chromosome 1 open reading frame 25 (Clorf25), mRNA 


NM 030933 


Homo sapiens chromosome 1 open reading frame 14 (Clorfl4), mRNA 


NM 030769 


Homo sapiens chromosome 1 open reading frame 13 (Clorfl3), mRNA 


NM 016604 


Homo sapiens chromosome 5 open reading frame 7 (C5orf7), mRNA 


NM 016605 


Homo sapiens chromosome 5 open reading frame 6 (C5orf6), mRNA 


NM_016603 


Homo sapiens chromosome 5 open reading frame 5 (C5orf5), mRNA 


NM 014144 


Homo sapiens chromosome 1 1 open reading frame 21 (CI lorf21), mRNA 


NM_033508 


Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young 
2) (GCK), transcript variant 3, nuclear gene encoding mitochondrial protein, 
mRNA 


NM_033507 


Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young j 
2) (GCK), transcript variant 2, nuclear gene encoding mitochondrial protein, 
mKJNA 


NM 000162 


Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young 
2) (uCK), transcript variant 1, nuclear gene encoding mitochondrial protein, 
mRNA 


NM 025241 


Homo sapiens UBX domain-containing 1 (UBXD1), mRNA 


NM 002098 


Homo sapiens guanylate cyclase activator IB (retina) (GUCA1B). mRNA 


NM 003137 


Homo sapiens SFRS protein kinase 1 (SRPK1), mRNA 


NMJ)03064 


Homo sapiens secretory leukocyte protease inhibitor (antileukoproteinase) 
(SLPD.mRNA 


NM 033484 


Homo sapiens F-box only protein 4 (FBXQ4), transcript variant 2, mRNA 
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NM 012176 


Homo sapiens F-box only protein 4 (FBX04), transcript variant 1, mRNA 


NM_000400 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 2 (xeroderma pigmentosum D) (ERCC2), mRNA 


NM 014266 


Homo sapiens DNAX-activation protein 10 (DAP10), mRNA 


NM 002821 


Homo sapiens PTK7 protein tyrosine kinase 7 (PTK7), mRNA 


NM_033502 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant l,mRNA 


NMJJ33501 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 2, mRNA 


NM_018415 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 3, mRNA 


NM 000994 


Homo sapiens ribosomal protein L32 (RPL32), mRNA 


NM_033437 


Homo sapiens phosphodiesterase 5A, cGMP-specific (PDE5A), transcript variant 
3, mRNA 


NM_033431 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5 A), transcript variant 
4, mRNA- 


NM_033430 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5A), transcript variant 
2, mRNA 


NMJ)01083 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5A), transcript variant 
1, mRNA 


NM 000189 


Homo sapiens hexokinase 2 (HK2), mRNA 


NM 033185 


Homo sapiens keratin associated protein 3.3 (KAP3.3), mRNA 


XTX Jt AO 1 f\Ct\ 

NM 031959 


Homo sapiens keratin associated protein 3.2 (KRTAP3.2), mRNA 


NM 033481 


Homo sapiens F-box only protem 9 (FBX09), transcnpt vanant 3, mRNA 


NM 033480 


Homo sapiens F-box only protem 9 (FBX09), transcnpt vanant 2, mRNA 


NM 012347 


Homo sapiens F-box only protein 9 (FBX09), transcript variant l, mRNA 


NM 033506 


Homo sapiens F-box only protein 24 (FBX024), transcript variant l, mRNA 


NM 012172 


Homo sapiens F-box only protein 24 (FBX024), transcript variant 2, mRNA 


NM 012179 


Homo sapiens F-box only protein 7 (FBX07), mRNA 


NM 018438 


Homo sapiens F-box only protein 6 (FBX06), mRNA 


NM 012177 


Homo sapiens F-box only protein 5 (FBX05), mRNA 


NM 032145 


Homo sapiens F-box protein 30 (FBXO30), mRNA 


NM_003813 


Homo sapiens a disintegrin and metalloproteinase domain 21 (ADAM21), 
mRNA 


NM_J)03814 


Homo sapiens a disintegrin and metalloproteinase domain 20 (ADAM20), 
mRNA 


NM 015698 


Homo sapiens T54 protein (T54), mRNA 


NM 033222 


Homo sapiens PC4 and SFRS1 interacting protein 2 (PSIP2), mRNA 


NM„002887 


Homo sapiens arginyl-tRNA synthetase (RARS), mRNA 


NM 033084 


Homo sapiens Fanconi anemia, complementation group D2 (FANCD2), mRNA 


NM 014005 


Homo sapiens protocadherin alpha 9 (PCDHA9), transcript variant 2, mRNA 


NM 018902 


Homo sapiens protocadherin alpha 1 1 (PCDHA1 1), transcript variant L mRNA 


NM_031882 


Homo sapiens protocadherin alpha subfamily C, 1 (PCDHAC1), transcript 
variant 2, mRNA 


NM_018898 


Homo sapiens protocadherin alpha subfamily C, 1 (PCDHAC1), transcript 
vanant l, mKJNA 


NM_031883 


Homo sapiens protocadherin alpha subfamily C, 2 (PCDHAC2), transcript 
variant 2, mRNA 


NM_018899 


Homo sapiens protocadherin alpha subfamily C, 2 (PCDHAC2), transcript 
variant 1, mRNA 


NM 019119 


Homo sapiens protocadherin beta 9 (PCDHB9), mRNA 


NM 018916 


Homo sapiens protocadherin gamma subfamily A, 3 (PCDHGA3), transcript 
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variant 1, mRNA 


NM 032704 


Homo sapiens tubulin alpha 6 (TUBA6), mRNA 


NM_032407 


Homo sapiens protocadherin gamma subfamily C, 5 (PCDHGC5), transcript 
variant 2, mRNA 


1SIM_018929 


Homo sapiens protocadherin gamma subfamily C, 5 (PCDHGC5), transcript 
variant l,mRNA 


NM_032406 


Homo sapiens protocadherin gamma subfamily C, 4 (PCDHGC4), transcript 
variant 2, mRNA 


NMJU8928 


Homo sapiens protocadherin gamma subfamily C, 4 (PCDHGC4), transcript 
variant 1, mRNA 


NM 032101 


Homo sapiens protocadherin gamma subfamily B, 7 (PCDHGB7), transcript 
variant 2, mRNA 


NMJH8927 


Homo sapiens protocadherin gamma subfamily B, 7 (PCDHGB7), transcript 
variant 1, mRNA 


NM__032099 


Homo sapiens protocadherin gamma subfamily B, 5 (PCDHGB5), transcript 
variant 2, mRNA 


NM_018925 


Homo sapiens protocadherin gamma subfamily B, 5 (PCDHGB5), transcript 
variant 1, mRNA 


NM 032100 


Homo sapiens protocadherin gamma subfamily B, 6 (PCDHGB6), transcript 
variant 2, mRNA 


NMJH8926 


Homo sapiens protocadherin gamma subfamily B, 6 (PCDHGB6), transcript 
variant l,mRNA 


NMJ)32097 


Homo sapiens protocadherin gamma subfamily B, 3 (PCDHGB3), transcript 
variant 2, mRNA 


NM_018924 


Homo sapiens protocadherin gamma subfamily B, 3 (PCDHGB3), transcript 
variant 1, mRNA 


NM_032096 


Homo sapiens protocadherin gamma subfamily B, 2 (PCDHGB2), transcript 
variant 2, mRNA 


NMJU8923 


Homo sapiens protocadherin gamma subfamily B, 2 (PCDHGB2), transcript 
variant 1, mRNA 


NMJB2095 


Homo sapiens protocadherin gamma subfamily B, 1 (PCDHGB1), transcript 
variant 2, mRNA 


NM_018922 


Homo sapiens protocadherin gamma subfamily B, 1 (PCDHGB1), transcript 
variant 1 , mRNA 


NM_032089 


Homo sapiens protocadherin gamma subfamily A, 9 (PCDHGA9), transcript 
variant 2, mRNA 


NM_018921 


Homo sapiens protocadherin gamma subfamily A, 9 (PCDHGA9), transcript 
variant 1, mRNA 


NMJ)32088 


Homo sapiens protocadherin gamma subfamily A, 8 (PCDHGA8), transcript 
variant l,mRNA 


NMJH4004 


Homo sapiens protocadherin gamma subfamily A, 8 (PCDHGA8), transcript 
variant 2, mRNA 


NM 032853 


Homo sapiens hypothetical protein FLJ14868 (FLJ14868), mRNA 


NM 032589 


Homo sapiens Down syndrome critical region gene 8 (DSCR8), mRNA 


NM_032087 


Homo sapiens protocadherin gamma subfamily A, 7 (PCDHGA7), transcript 
variant 2, mRNA 


NM_018920 


Homo sapiens protocadherin gamma subfamily A, 7 (PCDHGA7), transcript 
variant l,mRNA 


NMJ)32086 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 2, mRNA 


NMJU8919 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 1, mRNA 
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NM_032054 


Homo sapiens protocadherin gamma subfamily A, 5 (PCDHGA5), transcript 
variant 2, mRNA 


NM_018918 


Homo sapiens protocadherin gamma subfamily A, 5 (PCDHGA5), transcript 
variant l,mRNA 


NM 032053 


Homo sapiens protocadherin gamma subfamily A, 4 (PCDHGA4), transcript 
variant 2, mRNA 


NM018917 


Homo sapiens protocadherin gamma subfamily A, 4 (PCDHGA4), transcript 
variant 1, mRNA 


NM_032011 


Homo sapiens protocadherin gamma subfamily A, 3 (PCDHGA3), transcript 
variant 2, mRNA 


NM_032009 


Homo sapiens protocadherin gamma subfamily A, 2 (PCDHGA2), transcript 
variant 2, mRNA 


NM_018915 


Homo sapiens protocadherin gamma subfamily A, 2 (PCDHGA2), transcript 
variant 1, mRNA 


NM 031993 


Homo sapiens protocadherin gamma subfamily A, 1 (PCDHGA1), transcript 
variant 2, mRNA 


NM_032092 


Homo sapiens protocadherin gamma subfamily A, 11 (PCDHGA11), transcript 
variant 3, mRNA 


NM_018912 


Homo sapiens protocadherin gamma subfamily A, 1 (PCDHGA1), transcript 
variant 1, mRNA 


NM_032091 


Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHGA1 1), transcript 
variant 2, mRNA 


NM_018914 


Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHGA1 1), transcript 
variant 1, mRNA 


NMJ)32090 


Homo sapiens protocadherin gamma subfamily A, 10 (PCDHGA10), transcript 
variant 2, mRNA 


XTTV K Ai Oft 1 *> 

NM_018913 


Homo sapiens protocadherin gamma subfamily A, 10 (PCDHGA10), transcript 
variant 1, mRNA 


XTTV 4" AlAnA 

NM UiylzO 


Homo sapiens protocadherin beta 8 (PCDHB8), mRNA 


XTTV X A1 OA A A 

NM 018940 


Homo sapiens protocadherin beta 7 (PCDHB7), mRNA 


XTTV A A 1 OftOft 

NM 018939 


Homo sapiens protocadherin beta 6 (PCDHB6), mRNA 


XTX K A1 f £~ £(\ 

NM 015669 


Homo sapiens protocadherin beta 5 (PCDHB5), mRNA 


XTTV K A1 OAOO 

NM 018938 


Homo sapiens protocadherin beta 4 (PCDHB4), mRNA 


XTTV If A 1 Om *7 

NM 018937 


Homo sapiens protocadherin beta 3 (PCDHB3), mRNA 


XTTV /f A1 OAliC 

NM 018936 


Homo sapiens protocadherin beta 2 (PCDHB2), mRNA 


XTTV >f A 1 1 1 Vf A 

NM 013340 


Homo sapiens protocadherin beta 1 (PCDHB1), mRNA 


XTX If AOAAfJ 

NM 020957 


Homo sapiens protocadherin beta 16 (PCDHB16), mRNA 


xttvt ai om c 
JNM 018935 


Homo sapiens protocadherin beta 1 5 (PCDHB 15), mRNA 


XTA/T A1 OAT A 

NM 018934 


Homo sapiens protocadherin beta 14 (PCDHB 14), mRNA 


XTTV IT AIOAII 

NM 018933 


Homo sapiens protocadherin beta 13 (PCDHB 13), mRNA 


XTTV K A1 OAOO 

NM 018932 


Homo sapiens protocadherin beta 12 (PCDHB 12), mRNA 


XTX It A10A0 1 

NM 018931 


Homo sapiens protocadherin beta 1 1 (PCDHB 1 1), mRNA 


XTTV If A1 OAOA 

NM 018930 


Homo sapiens protocadherin beta 10 (PCDHB 10), mRNA 


XTTV If AIIOCI 

NM 031857 


Homo sapiens protocadherin alpha 9 (PCDHA9), transcript variant 1 , mRNA | 


NM 031856 


Homo sapiens protocadherin alpha 8 (PCDHA8), transcript variant 2, mRNA 




nomo sapiens protocaanenn alpna o (rUiJrlAo), transcript variant 1, mRNA 


NM 031852 


Homo sapiens protocadherin alpha 7 (PCDHA7), transcript variant 2, mRNA 


NM 018910 


Homo sapiens protocadherin alpha 7 (PCDHA7), transcript variant 1, mRNA 


NM 031501 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcript variant 2, mRNA 


NM 018908 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcript variant 1, mRNA 


NM 031500 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcript variant 2, mRNA 


NM 018907 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcript variant 1, mRNA 
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NM 031497 


Homo sapiens protocadherin alpha 3 (PCDHA3), transcript variant 2, mRNA 


NM 018906 


Homo sapiens protocadherin alpha 3 (PCDHA3), transcript variant 1, mRNA 


NM 031496 


Homo sapiens protocadherin alpha 2 (PCDHA2), transcript variant 3, mRNA 


NM 031495 


Homo sapiens protocadherin alpha 2 (PCDHA2), transcript variant 2, mRNA 


NM 018905 


Homo sapiens protocadherin alpha 2 (PCDHA2), transcript variant 1, mRNA 


NM 031411 


Homo sapiens protocadherin alpha 1 (PCDHA1), transcript variant 3, mRNA 


NM 031410 


Homo sapiens protocadherin alpha 1 (PCDHA1), transcript variant 2, mRNA 


NM 018900 


Homo sapiens protocadherin alpha 1 (PCDHA1), transcript variant 1, mRNA 


NM 031865 


Homo sapiens protocadherin alpha 13 (PCDHA13), transcript variant 2, mRNA 


NM 018904 


Homo sapiens protocadherin alpha 13 (PCDHA13), transcript variant 1, mRNA 


NM_031849 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 3, mRNA 


NM 031864 


Homo sapiens protocadherin alpha 12 (PCDHA12), transcript variant 2, mRNA 


NM 031848 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 2, mRNA 


NM 018903 


Homo sapiens protocadherin alpha 12 (PCDHA12), transcript variant 1, mRNA 


NM 031861 


Homo sapiens protocadherin alpha 1 1 (PCDHA1 1), transcript variant 2, mRNA 


NM 018909 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 1, mRNA 


NM 031860 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 3, mRNA 


NM 031859 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 2, mRNA 


NM 018901 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 1, mRNA 


NM 015429 


Homo sapiens DKFZP586L2024 protein (NESHBP), mRNA 


NM_031481 


Homo sapiens solute carrier family 25, (mitochondrial carrier), member 18 
(SLC25A18),mRNA 


NM 031442 


Homo sapiens brain cell membrane protein 1 (BCMP1), mRNA 


NM_030762 


Homo sapiens basic helix-loop-helix domain containing, class B, 3 (BHLHB3), 
mRNA 


NM_023035 


Homo sapiens calcium channel, voltage-dependent, P/Q type, alpha 1 A subunit 
(CACNA1A), transcript variant 2, mRNA 


NM 014487 


Homo sapiens nucleolar cysteine-rich protein (HSA6591), mRNA 


NM 025239 


Homo sapiens programmed death ligand 2 (PDL2), mRNA 


NM 024859 


Homo sapiens hypothetical protein FU21687 (FLJ21687), mRNA 


NM 000575 


Homo sapiens interleukin 1, alpha (ILIA), mRNA 


NM 005348 


Homo sapiens heat shock 90kD protein 1, alpha (HSPCA), mRNA 


NM 006900 


Homo sapiens interferon, alpha 13 (IFNA13), mRNA 


NM 023067 


Homo sapiens forkhead transcription factor FOXL2 (BPES), mRNA 


NM 022552 


Homo sapiens DNA (cytosine-5-)-methyltransferase 3 alpha (DNMT3A), mRNA 


NM 022346 


Homo sapiens chromosome condensation protein G (HCAP-G), mRNA 


NM 022119 


Homo sapiens protease, serine, 22 (PRSS22), mRNA 


NM 022062 


Homo sapiens PBX/knotted 1 homeobox 2 (PKNOX2), mRNA 


NM 018665 


Homo sapiens DEAD-box protein (HAGE), mRNA 


NM 004614 


Homo sapiens thymidine kinase 2, mitochondrial (TK2), mRNA 


NM_020346 


Homo sapiens solute carrier family 17 (sodium-dependent inorganic phosphate 
cotransporter), member 6 (SLC17A6), mRNA 


NM_020309 


Homo sapiens solute carrier family 17 (sodium-dependent inorganic phosphate 
cotransDOrter), member 7 (SLC17A7), mRNA 


NM 020131 


Homo sapiens chromosome 1 open reading frame 6 (Clorf6), mRNA 


NM 017444 


Homo sapiens chromatin accessibility complex 1 (CHRAC1), mRNA 


NM 016260 


Homo sapiens zinc finger protein, subfamily 1 A, 2 (Helios) (ZNFN1A2), mRNA 


NM 015510 


Homo sapiens DKFZP566O084 protein (DKFZp566O084), mRNA 


NM 014433 


Homo sapiens rhabdoid tumor deletion region gene 1 (RTDR1), mRNA 


NM 014312 


Homo sapiens cortical thymocyte receptor (X. laevis CTX) like (CTXL), mRNA 


NM 004539 


Homo sapiens asparaginyl-tRNA synthetase (NARS), mRNA 


NM 013284 


Homo sapiens polymerase (DNA directed), mu (POLM), mRNA 
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NM 013274 


Homo sapiens polymerase (DNA directed), lambda (POLL), mRNA 


NM 003235 


Homo sapiens thyroglobulin (TG), mRNA _J 


NM 001963 


Homo sapiens epidermal growth factor (beta-urogastrone) (EGF), mRNA 


NM_007158 


Homo sapiens NRAS-related gene (D1S155E), mRNA 


NM 007000 


Homo sapiens uroplakin 1A (UPK1A), mRNA 


NM 006947 


Homo sapiens signal recognition particle 72kD (SRP72) ? mRNA 


NM 006892 


Homo sapiens DNA (cytosine-5-)-methyltransferase 3 beta (DNMT3B), mRNA 


NM 006760 


Homo sapiens uroplakin 2 (UPK2), mRNA 


NM 006691 


Homo sapiens extracellular link domain^ontaming 1 PQLKDl), mRNA 


NM_006572 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 13 
(GNA13), mRNA 


NM 006494 


Homo sapiens Ets2 repressor factor (ERF), mRNA 


NM 006352 


Homo sapiens zinc finger protein 238 (ZNF238), mRNA 


NM 006082 


Homo sapiens tubulin, alpha, ubiquitous (K-ALPHA-1), mRNA 


NM_005084 


Homo sapiens phospholipase A2, group VII (platelet-activating factor 
acetylhydrolase, plasma) (PLA2G7), mRNA 


NM 004999 


Homo sapiens myosin VI (MY06), mRNA 


NM 004937 


Homo sapiens cystinosis, nephropathic (CTNS), mRNA 


NM_004212 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 
member 2 (SLC28A2), mRNA 


NM_004555 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 3 (NFATC3), mRNA 


NM_004554 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcmeurin- 
dependent 4 (NFATC4), mRNA 


NM_000695 


Homo sapiens aldehyde dehydrogenase 3 family, member B2 (ALDH3B2), 
mRNA 


NM_000373 


Homo sapiens uridine monophosphate synthetase (orotate phosphoribosyl 
transferase and orotidine-5*-decarboxylase) (UMPS), mRNA 


NM_003332 


Homo sapiens TYRO protein tyrosine kinase binding protein (TYROBP), 
mRNA 


NM 000367 


Homo sapiens thiopurine S-methyltransferase (TPMT), mRNA 


NM_001250 


Homo sapiens tumor necrosis factor receptor superfamily, member 5 
(TNFRSF5), mRNA 


NM_002880 


Homo sapiens v-raf-1 murine leukemia viral oncogene homolog 1 (RAF1), 
mRNA 


NM_003978 


Homo sapiens proline-serine-threonine phosphatase interacting protein 1 
(PSTPIPl),mRNA 


NM 003627 


Homo sapiens prostate cancer overexpressed gene 1 (POV1), mRNA 


NM_002557 


Homo sapiens oviductal glycoprotein 1, 120kD (mucin 9, oviductin) (OVGP1), 
mRNA 


NM_002541 


Homo sapiens oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) 
(OGDH), mRNA 


NM 000406 


Homo sapiens gonadotropin-releasing hormone receptor (GNRHR), mRNA 


NM 001979 


Homo sapiens epoxide hydrolase 2, cytoplasmic (EPHX2), mRNA 


NM 001761 


Homo sapiens cyclin F (CCNF), mRNA 


NM_001190 


Homo sapiens branched cham aminotransferase 2, mitochondrial (BCAT2), 
mRNA 


NM 000485 


Homo sapiens adenine phosphoribosyltransferase (APRT), mRNA 


NM 033514 


Homo sapiens pinch-2 (LOC96626), mRNA 


NM 033495 


Homo sapiens KIAA1309 protein (KIAA1309), mRNA 


NM_022436 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 5 (sterolin 
l)(ABCG5),mRNA 
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NM 016333 


Homo sapiens senne/arginine repetitive matrix 2 (SRRM2), mRNA 


NM 012412 


Homo sapiens histone H2A.F/Z variant (H2AV), mRNA 


NMJ)01897 


Homo sapiens chondroitin sulfate proteoglycan 4 (melanoma-associated) 
(CSPG4), mRNA 


NM 031420 


Homo sapiens mitochondrial ribosomal protein L9 (MRPL9), mRNA 


NM 020393 


Homo sapiens hypothetical protein SBBI67 (LOC57115), mRNA 


NM 015956 


TT * ■ . -f J * 1 "1 1 i • T A /H >m T"lT yj\ n\T A 

Homo sapiens mitochondnal ribosomal protein L4 (MRPL4), mRNA 


NM 004537 


T T • * 14 . • 4 ^ • 1 < y-v T A TX * T A "\ TX "VTA 

Homo sapiens nucleosome assembly protem 1-like 1 (NAP1L1), mRNA 


NM 033504 


Homo sapiens CAC-1 (CAC-1), mRNA 


NM 033503 


Homo sapiens Bcl-2 modifying factor (BMF), mRNA 


NM 022059 


Homo sapiens chemokine (C-X-C motif) ligand 16 (CXCL16), mRNA 


NM 022048 


Homo sapiens casein kinase 1, gamma 1 (CSNK1G1), mRNA 


NM 019009 


Homo sapiens Toll-interacting protein (TOLLIP), mRNA 


NM 018058 


Homo sapiens cartilage acidic protein 1 (CRTAC1), mRNA 


NMJH7443 


Homo sapiens polymerase (DNA directed), epsilon 3 (pi 7 subunit) (POLE3), 
mRNA 


NM_007359 


Homo sapiens MLN5 1 protein (MLN5 1), mRNA 


NM 030956 


Homo sapiens toll-like receptor 10 (TLR10), mRNA 


NM 020653 


Homo sapiens zinc finger protein 287 (ZNF287), mRNA 


NM 020652 


Homo sapiens zinc finger protein 286 (ZNF286), mRNA 


NM_020365 


Homo sapiens eukaryotic translation initiation factor 2B, subunit 3 (gamma, 
58kD) (EEF2B3), mRNA 


NMJH3432 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor-like 2 (NFKBIL2), mRNA 


NMJJ03740 


Homo sapiens potassium channel, subfamily K, member 5 (TASK-2) (KCNK5), 
mRNA 


NM_033311 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 3, mRNA 


NMJ)33310 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 2, mRNA 


NMJ)16611 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 1, mRNA 


NM 033360 


Homo sapiens v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog 
(KRAS2), transcript variant a, mRNA 


NM_004985 


Homo sapiens v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog 
(KRAS2), transcript variant b, mRNA 


NMJ)22442 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 3, mRNA 


NM_021988 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 1, mRNA 


NM_003349 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 2, mRNA 


NM 003546 


Homo sapiens H4 histone family, member K (H4FK), mRNA 


NM 003541 


TT * TT 4 1 1 f ft -i STT A ■ 1 1 \\ n\ T A 

Homo sapiens H4 histone family, member D (H4FD), mRNA 


NM 003536 


Homo sapiens H3 histone family, member K (H3FK), mRNA 




Homo sapiens Jtii histone family, member J (Hir J), mKJNA 


NM 003533 


Homo sapiens H3 histone family, member F (H3FF), mRNA 


NM 003521 


Homo sapiens H2B histone family, member E (H2BFE), mRNA 


NM 003520 


Homo sapiens H2B histone family, member D (H2BFD), mRNA 


NM 003519 


Homo sapiens H2B histone family, member C (H2BFC), mRNA 


NM 003514 


Homo sapiens H2A histone familv. member N (H2AFN), mRNA 


NM 003511 


Homo sapiens H2A histone family, member I (H2AFI), mRNA 
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NM 005322 


Homo sapiens HI histone family, member 5 (H1F5), mRNA 


NM 021066 


Homo sapiens H2A nistone lamily, memoer n (riiArh), mKNA 


NM 003510 


Homo sapiens H2A histone family, member D (H2AFD), mRNA 


NM 003509 


Homo sapiens H2A histone family, member C (H2ArC), mKNA 


NM_033358 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant E, mRNA 


NM_033357 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant D, mRNA 


NM_033356 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant C, mRNA 


NM_033355 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant B, mRNA 


NM_001228 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant A, mRNA 


NM_033340 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant beta, mRNA 


NM_033339 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant gamma, mRNA 


NMJ)33338 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant delta, mRNA 


NM_001227 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant alpha, mRNA 


NM 001005 


Homo sapiens ribosomal protein S3 (RPS3), mRNA 


NM UUoUli 


Homo sapiens noosomal protein Ll\) (KrLlU), mKNA 


1NM UliJOO 


Homo sapiens KrA-oinding trans-activator (KB1 1), rnJKJNA 


NM 002286 


Homo sapiens lymphocyte-activation gene 3 (LAG3), mRNA 


NM 005546 


Homo sapiens DL2-inducible T-cell kinase (1TK), mRNA 


NM 005538 


Homo sapiens inhibm, beta C (1NHBC), mRNA 


NM_033257 


Homo sapiens DiGeorge syndrome cntical region gene 6 like (DGCR6L), 
mRNA 


NM 001917 


Homo sapiens D-ammo-acid oxidase (DAO), mRNA 


"X TK K ftA1 ^Ift 

NM_001629 


Homo sapiens arachidonate 5 -lipoxygenase-activating protein (ALOX5AP), 
mRNA 


NM 000024 


Homo sapiens adrenergic, beta-2-, receptor, surface (ADRB2), mRNA 


NM 000683 


Homo sapiens adrenergic, alpha-2C-, receptor (ADRA2C), mRNA 


NM 000682 


Homo sapiens adrenergic, alpna-2B-, receptor (ADRA2B), mRNA 


NM 000681 


Homo sapiens adrenergic, alpha-2A-, receptor (ADRA2A), mRNA 


xtx jt aaz" 1 

NM 006179 


Homo sapiens neurotrophin 5 (neurotrophin 4/5) (NTF5), mRNA 


NM 033277 


Homo sapiens lacritin (LACRT), mRNA 


NM 022128 


Homo sapiens ribokmase (RBSK), mRNA 


NM_004823 


Homo sapiens potassium channel, subfamily K, member 6 (TWIK-2) (KCNK6), 
mRNA 


NM_002246 


Homo sapiens potassium channel, subfamily K, member 3 (TASK-1) (KCNK3), 
mRNA 


NM_032405 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
U, mKJNA 


NM_032404 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
C, mRNA 


NM_032401 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
B, mRNA 


NM_024022 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
A, mRNA 
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MM 016234 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 5 (FACL5), mRNA 


NM_006883 


Homo sapiens short stature homeobox (SHOX), transcript variant SHOXb, 
mRNA 


NM_000451 


_ __ % - + « /^ITT/NT A j j ♦ j ri*T/W 

Homo sapiens short stature homeobox (SHOX), transcript variant SHOXa, 
mRNA 


NM_006476 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit g (ATP5L), mRNA 


NM_006356 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit d (ATP5H), mRNA 


NM 024683 


Homo sapiens hypothetical protein FLJ22729 (FLJ22729), mRNA 


NM 033468 


Homo sapiens zinc finger protein 257 (ZNF257), mRNA 


NM_033453 


Homo sapiens inosine triphosphatase (nucleoside triphosphate pyrophosphatase) 
(ITPA), mRNA 


NM 032144 


Homo sapiens RAB6C, member RAS oncogene family (RAB6Q, mRNA 


NM 031296 


Homo sapiens RAB33B, member RAS oncogene family (RAB33B), mRNA 


NM_022570 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 12 (CLECSF12), mRNA 


NM 022825 


Homo sapiens porcupine (MG61), mRNA 


NM 022449 


Homo sapiens RAB17, member RAS oncogene family (RAB17), mRNA 


NM 016322 


Homo sapiens RAB14, member RAS oncogene family (RAB14), mRNA 


NM 006331 


Homo sapiens C2f protein (C2F), mRNA 


NM_007066 


Homo sapiens protein kinase (cAMP-dependent, catalytic) inhibitor gamma 
(PKIG), mRNA 


NM_002732 


Homo sapiens protein kinase, cAMP-dependent, catalytic, gamma (PRKACG), 
mRNA 


NM_005055 


Homo sapiens receptor-associated protein of the synapse, 43kD (RAPSN), 
transcript variant 1, mRNA 


NM_032645 


Homo sapiens receptor-associated protein of the synapse, 43kD (RAPSN), 
transcript variant 2, mRNA 


NM 033305 


Homo sapiens chorea acanthocytosis (CHAC), transcript variant A, mRNA 


NM 015186 


Homo sapiens chorea acanthocytosis (CHAC), transcript variant B, mRNA 


NM 004624 


Homo sapiens vasoactive intestinal peptide receptor 1 (V1PR1), mRNA 


NM 030967 


Homo sapiens keratin associated protein 1.1 (KRTAP1.1), mRNA 


NM 015696 


Homo sapiens weakly similar to glutathione peroxidase 2 (CL683), mRNA 


NM 031885 


Homo sapiens Bardet-Biedl syndrome 2 (BBS2), mRNA 


NM 030966 


Homo sapiens keratin associated protein 1.3 (KRTAP1.3), mRNA 


NM_007083 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 6 
(NUDT6), mRNA 


NM_013317 


Homo sapiens lung type-I cell membrane-associated glycoprotein (Tl A-2), 
transcript variant 1, mRNA 


NM_006474 


Homo sapiens lung type-I cell membrane-associated glycoprotein (Tl A-2), 
transcript variant 2, mRNA 


NM 006275 


Homo sapiens splicing factor, arginine/serine-rich 6 (SFRS6), mRNA 


NM 016041 


Homo sapiens CGI-101 protein (F-LAN-1), mRNA 1 


NM_001954 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant 2, mRNA 


NM_013994 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant 3, mRNA 


NM_013993 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant l,mRNA 


NM_022117 


Homo sapiens cutaneous T-cell lymphoma-associated tumor antigen se20-4; 
differentially expressed nucleolar TGF-betal target protein (DENTT) (SE20-4), 
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mRNA 


NM_003048 


Homo sapiens solute earner family 9 (sodium/hydrogen exchanger), isoform 2 
(SLC9A2), mRNA 


NM 001971 


Homo sapiens elastase i, pancreatic (iilai ) 9 itikina 


NM 033412 


Homo sapiens nypotneucai protein similar 10 vaj /yu vivilj^ihojo^, iuivln^v 


NM 033420 


Homo sapiens hypothetical protein MvjU4Uzz {KjZ i oh j mruN a 


NM 033408 


Homo sapiens hypothetical protem ms>\s$2\)j (Mtsu^zuDj, mruNA 


NM 014395 


Homo sapiens dual adaptor of phosphotyrosine and 3-phosphoinositides 

^T""k A T^T» 1 \ T"* X T A 

(DAPPl),mRNA 


NM 003918 


Homo sapiens glycogemn 2 (GYG2), mRNA 


NM 001502 


Homo sapiens glycoprotein 2 (zymogen granule membrane) (GP2), mRNA 


NM 006362 


Homo sapiens nuclear RNA export tactor 1 (JN Ar 1 J, mKJNA 


NM 033155 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 5, mRNA 


NM 033154 


— _ • t T»\T a _ ■ <* ■ c /*x "p\y i j ^ \ j * j- j- /I _^*T^ TvT A 

Homo sapiens nuclear RNA export iactor 5 (NXr 5), transcript variant 4, mKJNA 


NM 033153 


Homo sapiens nuclear RNA export factor 5 (NXJb5), transcript vanant 3, mKJNA 


NM_033152 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 2, mRNA 


NM 032946 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 1, mRNA 


NM 022052 


Homo sapiens nuclear RNA export factor 3 (NXF3), mRNA 


NM_021808 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamme:polypeptide N- 
acetylgalactosaminyltransferase 9 (GalNAc-T9) (GALNT9), mRNA 


NM 017840 


__. « J • 1 *1 1 j • T 1 4?" /TV jrT>TYT 1 Z*\ . , , T*> XT A 

Homo sapiens mitochondrial nbosomal protem L16 (MRPL16), mRNA 


NM_017417 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 

... • a . r% / ^\ IX T A rpft\ f j*^ ATX TTPO\ Tfc XT A 

acetylgalactosammyltransferase 8 (GalNAc-T8) (GALNT8), mRNA 


NM 004261 


Homo sapiens 15 kDa selenoprotein (SEP 15), mRNA 


NM 021998 


Homo sapiens zinc finger protem 6 (CMPX1) (ZNF6), mRNA 


NM_004570 


Homo sapiens phosphoinositide-3-kinase, class 2, gamma polypeptide 
(PIK3C2G), mRNA 


NM_002646 


Homo sapiens phosphoinositide-3-kinase, class 2, beta polypeptide (PIK3C2B), 
mRNA 


NM_004598 


Homo sapiens sparc/osteonectin, ewev and kazal-like domains proteoglycan 
(testican) (SPOCK), mRNA 


NM_033135 


Homo sapiens spinal cord-derived growth factor-B (SCDGF-B), transcript 
variant 2, mRNA 


NM_025208 


Homo sapiens spinal cord-derived growth factor-B (SCDGF-B), transcript 
variant l,mRNA 


NM_033346 


Homo sapiens bone morphogenetic protein receptor, type II (serine/threonine 
kinase) (BMPR2), transcript variant 2, mRNA 


NM_001204 


Homo sapiens bone morphogenetic protein receptor, type II (serine/threonine 
kinase) (BMPR2), transcript variant 1, mRNA 


NM 003933 


Homo sapiens BAH -associated protein 3 (BAIAP3), mRNA 


NM_005467 


Homo sapiens N-acetylated alpha-linked acidic dipeptidase 2 (NAALAD2), 
mRNA 


NM_005944 


Homo sapiens antigen identified by monoclonal antibody MRC OX-2 (MOXl), 
mRNA 


NM_002245 


Homo sapiens potassium channel, subfamily K, member 1 (1 W1K-1) (KClNKi;, 

mKJNA 


NM_005247 


Homo sapiens fibroblast growth factor 3 (murine mammary tumor virus 
integration site (v-int-2) oncogene homolog) (FGF3), mRNA 


NM 002006 


Homo sapiens fibroblast growth factor 2 (basic) (FGF2), mRNA 


NM_000647 


Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcript variant A, 
mRNA 


NM 032047 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminvltransferase 
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j {£> 3vjJN l jJ, huunA 


NM 014256 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 

«? Vx5 jVjrlN 1 j ) 9 niKJN A 


NM 015904 


Homo sapiens translation initiation factor IF2 (EF2), mRNA 


J.NJLYA UUjjZD 


Homo sapiens hydroxyacyl glutathione hydrolase (HAGH), mRNA 


NM_0 13445 


Homo sapiens glutamate decarboxylase i (brain, 67kD) (GAD1), transcript 
variant LjAUzj, mKJNA 


NM_033173 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (13 3 CjALJL 5), transcnpt vanant 5, mRNA 


NM_033172 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3CJALT5), transcnpt vanant 4, mRNA 


NM_033171 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3UALT5), transcnpt vanant 3, mRNA 


NM 033170 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcnpt vanant 2, mRNA 


NM 033169 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcnpt vanant 4, mRNA 


NM 033168 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcnpt vanant 3, mRNA 


NM_033167 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcnpt vanant 2, mRNA 


NM 003781 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3UAJL13), transcnpt vanant l, mRNA 


NM_003782 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
4 (B3(aALi4), mKJNA 


NM 003783 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
2 (B3uALr2), mRNA 


NM_004631 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 
e receptor (LRP8), transcript variant 1, mRNA 


JNJYL__U3 3 3 UU 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 
e receptor (LRJro), transcnpt vanant 2, mRNA 


JNM_U1 /jZZ 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 
e receptor (LRP8), transcript variant 3, mRNA 


NM__033323 


Homo sapiens sodium bicarbonate transporter 4 (NBC4), transcript variant b, 

mKJNA 


NM 033337 


Homo sapiens caveolin 3 (CAV3), transcript variant 1, mRNA 


iNlvl Uvl/34 


Homo sapiens caveolin 3 (CAV3), transcript variant 2, mRNA 


NM 001233 


Homo sapiens caveolin 2 (CAV2), mRNA 


JNM UIH /53 


Homo sapiens caveolin 1, caveolae protein, 22kD (CAV1), mRNA 


NM_033291 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 2, 
mRNA 


MM_033290 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 3, 
mRNA 


NM_033274 


Homo sapiens a disintegrin and metalloproteinase domain 19 (meltrin beta) 
(ADAM 19), transcnpt vanant 2, mRNA 


NM 023038 

X llTl VAl«/ V»/U 


numu bdpienb a uisiniegriii anu meiaiioproieinase domain 1 y ^meitnn oeta ) 
(ADAM 19), transcript variant 1, mRNA 


NM_033308 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 2, mRNA 


NMJH9112 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 1, mRNA 


NM 002609 


Homo sapiens platelet-derived growth factor receptor, beta polypeptide 
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(PDGFRB), mRNA 


NM 006206 


Homo sapiens platelet-derived growth factor receptor, alpha polypeptide 
(PDGFRA), mRNA 


NM_033016 


Homo sapiens platelet-derived growth factor beta polypeptide (simian sarcoma 
viral (v-sis) oncogene nomolog) (PDGFB), transcript variant 2, mRNA 


NM 000678 


Homo sapiens adrenergic, alpha- 1D-, receptor (ADRA1D), mRNA 


NM 000679 


Homo sapiens adrenergic, alpha-IB-, receptor (ADRA1B), mRNA 


NM 002675 


Homo sapiens promyelocytic leukemia (PML), transcript variant 6, mRNA 


NM 033250 


Homo sapiens promyelocytic leukemia (PML), transcript variant 1 1, mRNA 


NM 033249 


Homo sapiens promyelocytic leukemia (PML), transcript variant 10, mRNA 


NM 033247 


Homo sapiens promyelocytic leukemia (PML), transcript variant 8, mRNA 


NM 033246 


Homo sapiens promyelocytic leukemia (PML), transcript variant 7, mRNA 


NM 033245 


Homo sapiens promyelocytic leukemia (PML), transcript variant 12, mRNA 


NM 033244 


Homo sapiens promyelocytic leukemia (PML), transcript variant 5, mRNA 


NM 033242 


Homo sapiens promyelocytic leukemia (PML), transcript variant 3, mRNA 


NM_033240 


Homo sapiens promyelocytic leukemia (PML), transcript variant 2, mRNA 


NM 033239 


Homo sapiens promyelocytic leukemia (PML), transcript variant 9, mRNA 


NM 033238 


Homo sapiens promyelocytic leukemia (PML), transcript variant 1, mRNA 


NM_033304 


Homo sapiens adrenergic, alpha-1 A-, receptor (ADRA1 A), transcript variant 4, 
mRNA 


NM_033303 


Homo sapiens adrenergic, alpha- 1A-, receptor (ADRA1A), transcript variant 2, 
mRNA 


NM_033302 


Homo sapiens adrenergic, alpha-1 A-, receptor (ADRA1A), transcript variant 3, 
mRNA 


NM 033279 


Homo sapiens ring finger protein 22 (RNF22), transcript variant gamma, mRNA 


NM 033278 


Homo sapiens ring finger protein 22 (RNF22), transcript variant beta, mRNA 


NM 000737 


Homo sapiens chorionic gonadotropin, beta polypeptide (CGB), mRNA 


NM_033295 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant epsilon, mRNA, 


NM_033294 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant delta, mRNA 


NM_033293 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant gamma, mRNA 


NM_033292 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant alpha, mRNA 


NM_001223 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant beta, mRNA 


NM 006771 


Homo sapiens keratin, hair, acidic, 8 (KRTHA8), mRNA 


NM 002280 


Homo sapiens keratin, hair, acidic, 5 (KRTHA5), mRNA 


NM_O00526 


Homo sapiens keratin 14 (epidermolysis bullosa simplex, Dowling-Meara, 
Koebner) (KRT14), mRNA 


NM 033301 


Homo sapiens ribosomal protein L8 (RPL8), transcript variant 2, mRNA 


NM 000973 


Homo sapiens ribosomal protein L8 (RPL8), ftanscript variant 1, mRNA 


NM 000661 


Homo sapiens ribosomal protein L9 (RPL9), mRNA 


NM 007104 


Homo sapiens ribosomal protein LlOa (RPL10A), mRNA 


NM 033255 


Homo sapiens epithelial stromal interaction 1 (breast) (EPSTIl), mRNA 


NM_021196 


Homo sapiens sodium bicarbonate transporter 4 (NBC4), transcript variant a, 
mRNA 


NM 032241 


Homo sapiens ribosomal protein L10 (RPL10), mRNA 


NM_030955 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 12 (ADAMTS12), mRNA 


NM 030765 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
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4 (B3GNT4), mRNA 


NM 014670 


Homo sapiens oasic leucme-zipper protein r>z^r\jr*+j ^isZ/AJr 4 * d j, iiiivln/y 


NM 013379 


Homo sapiens dipeptidylpeptidase 7 (DPP7), mRNA 


NM 006458 


Homo sapiens ring ringer protein zz visJNrzzj, Transcript variant aipna, ttuvin/y 


NM_006057 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GAL15), transcript variant 1, mKJNA 


NM 000648 


Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcript variant B, 
mRNA 


NM_000381 


Homo sapiens midline 1 (Upitz/rJon syndrome) (MIDI transcript variant i, 
mRNA 


NM_002645 


Homo sapiens phosphomosmde-3 -kinase, class 2, alpha polypeptide (FUsJCzA), 
mRNA 


NM_002608 


Homo sapiens platelet-derived growth factor beta polypeptide (simian sarcoma 
viral (v-sisj oncogene nomoiogj \rU\jrD) y transcript variant i, mKJCNA 


"XTA X f\{\ 1 llil 

NM 001134 


Homo sapiens alpha-fetoprotein (AFP), mRNA 


XTA X r\(\C\£lO{\ 

NM_0006oO 


Homo sapiens adrenergic, aipna- 1A-, receptor jajljkaiaj, transcript variant 1, 
mRNA 


XTA It AIIA^ft 

NM 023929 


Homo sapiens zinc linger protem KUN/.r (kun z,r ), itokin/y 


NM_020353 


Homo sapiens phospholipid scramblase 4 (PLSCR4), mRNA 


NM 020359 


Homo sapiens phospholipid scramblase l (rJLbCKzj, mKJNA 


NM_018494 


Homo sapiens leucine-rich and death domain containing (LRDD), mRNA 


NM 004998 


TT * * TP /X /X7/-\ 1 T"7\ n\T A 

Homo sapiens myosin IE (MYOIE), mRNA 


NM_033226 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 12 
(ABCC12), mRNA 


NM_032105 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 2, mRNA 


NM_032l04 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), trans enpt van ant 4, mRNA 


NM_032l03 


Homo sapiens protein phosphatase l, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transenpt variant 3, mRNA 


NM_002481 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 1, mRNA 


NM 004689 


Homo sapiens metastasis associated 1 (Ml Al), mKJNA 


XTA X f\f\ /TAA C 

NM 006005 


Homo sapiens woliram syndrome 1 (woltramin; ^Wrbij, rnKJNA 


NM 0 15722 


Homo sapiens calcyon; Dl dopamine receptor-interacting protein (CALCYON), 
mKJNA 


NM 004184 


Homo sapiens tryptophanyl-tRNA synthetase (WARS), mRNA 


NMJ) 14228 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, L-proline), 
member 7 (bLCoA/), mRNA 


XTA X AACOn 

NM 005823 


Homo sapiens mesothelin (MSLN), transcript variant 1 , mRNA 


NM 013404 


Homo sapiens mesothelin (MSLN), transcript variant 2, mRNA 


NM 012341 


Homo sapiens O protein-bmding protein CR-bCj (CKJbu;, mKlNA 


NM_002480 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12A 

/T»T>T> itiII A \ T> XT A 

(PPP1R12A), mKJNA 


XTA X /\/AO O /T O 

NM 003868 


Homo sapiens ribroblast growth factor 16 (rur lo), mKJNA 


XTA/T Al CQ7Q 


xiomo sapiens protem Kinase, lysine aencient i ^iviwvinxvij, ini\iN/\ 


NM_022127 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 
member 3 (SLC28A3), mRNA 


NM_005517 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17 
(HMG17), mRNA 


NM 022465 


Homo sapiens zinc finger protein, subfamily 1A, 4 (Eos) (ZNFN1 A4), mRNA 


NM 005768 


Homo sapiens putative protein similar to nessy (Drosophila) (C3F), mRNA 
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NM 033199 


Homo sapiens stresscopin-related peptide (SRP), mRNA 


NM_032243 


Homo sapiens thioredoxm domain-containing z (spermatozoa) (1 aNL>uz), 

T>XT A 

mRNA 


NM 031433 


Homo sapiens membrane-type fiizzled-related protein (MFRP), mRNA 


NM_022466 


Homo sapiens zinc finger protein, subfamily 1A, 5 (Pegasus) (PEGASUS), 

_^TTi XT A 

mRNA 


NM_004320 


Homo sapiens ATPase, Ca-H- transporting, cardiac muscle, fast twitch 1 

f A TTV* A 1 \ - Tt XT A 

(A1P2A1), mRNA 


NM 021047 


Homo sapiens zinc finger protein 253 (ZNF253), mRNA 


NM 020152 


Homo sapiens chromosome 21 open reading trame / (vziort/), mKNA 


NM 017447 


Homo sapiens chromosome 21 open reading frame 91 (C21orf91), mRNA 


NM 016154 


Homo sapiens RAB4B, member RAS oncogene iamily (KAJo4b), mJKJNA 


NM 016308 


Homo sapiens UMP-CMr kinase (UMP-CMrK), mKJNA 


NM 016066 


Homo sapiens glutaredoxin 2 (GLRX2), mRNA 


NM_0 16255 


tt • i* *1 j i _ _ _ ^ * * j o — i_ — A 1 A? AX/TO A 1\ 

Homo sapiens family with sequence similarity 8, member Al (bAMoAl ), 
mRNA 


NM_0 14781 


Homo sapiens likely ortholog of mouse coiled coil forming protein 1 

/T^T A A AOA*>\ T>XT A 

(KIAA0203), mRNA 


NM 014468 


Homo sapiens VbN i-like nomeobox z ivmN l AZ), mJKJNA 


"KTfc AT A11O01 

NM 013383 


Homo sapiens transcription tactor-liKe 4 llUrl>r), mKJNA 


NM 012481 


Homo sapiens zmc linger protein, suDiamiiy ia, d ^aioiosj ^ZiJNriNi/o;, rntsJNA 


NM 012230 


Homo sapiens POM (POM121 rat homolog) and ZP3 fusion (POMZP3), mRNA 


NM 012199 


Homo sapiens eukaryotic translation mitiation tactor ZU, l (tlrzuij, mKJNA 


NM 005849 


Homo sapiens immunoglobulin superfamily, member 6 (IGSF6), mRNA 


NM 005414 


Homo sapiens SKI-like (SKlL), mRNA 


NM 004245 


tt . 1 a * £" /T , ^X jTC\ Tl XT A 

Homo sapiens transglutammase 5 (TGM5), mRNA 


NM 020831 


Homo sapiens megakaryoblastic leukemia (translocation) 1 (MKL1), mRNA 


NMJ)15870 


Homo sapiens endogenous retrovirus H Dl leader region/integrase-derived 
ORF1, ORF2, andputative envelope protein (HSU88895), mRNA 


NMJ)33330 


Homo sapiens scavenger receptor cysteine-rich type 1 protein Ml 60 precursor 
(Ml 60), mRNA 


NM 033326 


Homo sapiens Sox-6 (HSSOX6), mRNA 


NM_0 17829 


Homo sapiens cat eye syndrome chromosome region, candidate 5 (CECR5), 
mRNA 


NMJ)33256 


Homo sapiens protein phosphatase l, regulatory (inhibitor) subunit 14A 

/TYriT> 1 Ti 1 A A \ n\T a 

(PPP1R14A), mRNA 


NM 033213 


Homo sapiens hypothetical protem MCjC 12466 (MOC 12466), mRNA 


NM_033070 


Homo sapiens cat eye syndrome chromosome region, candidate 5 (CECR5), 
mRNA 


NM 032752 


Jdomo sapiens nypotnetical protein Mvj01t»j4o (MLrUl jj4o), rnKNA 


NM Uizooo 


riomo sapiens nypotnetical protem MvJCl JUUo ^MUCl JUUo), rnKJNA 


NM UJZi/1 


Homo sapiens nypotnetical protein MUUl j41o (MLrUlMlo), mKNA 


NM UJZJOO 


TJaima l» m Ail«A^An1 nfnfai'ri T\/fPlP» 1 111/1 p\ X"/~1P < 1 Oil /f\ m D\T A 

riomo sapiens nypotnencai proiem jvloui j i 14 v^ivlvjL^ i j i i4j, mKJNA 


NM 032353 


Homo sapiens hypothetical protein MGC10540 (MGC10540), mRNA 


NM 032304 


Homo sapiens hypothetical protein MGC2605 (MGC2605), mRNA 


JN1V1 UjZZjjJ 


riomo sapiens nypouieucai proiein jL^JSjZip^o*tJruj £ f v jjjsxZ4>*f j*fruj < +^, uitv-lna 


NM 032240 


Homo sapiens hypothetical protein FLJ23519 (FLJ23519), mRNA 


NM 032153 


Homo sapiens zinc family member 4 protein HZIC4 (ZIC4), mRNA 


NM 015064 


Homo sapiens ELKS protein (ELKS), mRNA 


NM_031294 


Homo sapiens hypothetical protem DKFZp586Ml 120 (DKFZP586M1 120), 
mRNA 


NM 025213 


Homo sapiens spectrin, beta, non-erythrocytic 4 (SPTBN4), mRNA 
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NM 025267 


Homo sapiens hypothetical protein MGC2744 (MGC2744), mRNA 


NM 025051 


Homo sapiens hypothetical protein FLJ23022 (FLJ23022), mRNA 


NM 024974 


Homo sapiens hypothetical protein FIJI 1800 (FU1 1800), mRNA 


NM 024934 


Homo sapiens hypothetical protein FLJ22659 (FLF22659), mRNA 


NM 024805 


Homo sapiens hypothetical protein FLJ21172 (FLJ21 172), mRNA 


NM 024804 


Homo sapiens hypothetical protein FLJ12606 (FLJ12606), mRNA 


NM 024052 


Homo sapiens hypothetical protein MGC3048 (MGC3048), mRNA ] 


NM 024042 


Homo sapiens hypothetical protein MGC2601 (MGC2601), mRNA 


NM_020535 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 5 (KIR2DL5), mRNA 


NM_021939 


Homo sapiens hypothetical protein FLJ22041 similar to FK506 binding proteins 
(FLJ22041), mRNA 


NM 020664 


Homo sapiens 2,4-dienoyl CoA reductase 2, peroxisomal (DECR2), mRNA 


NM 018722 


Homo sapiens BWRT protein (HSA404617), mRNA 


NM 020394 


Homo sapiens zinc finger protein SBZF3 (LOC571 16), mRNA 


NM 019013 


Homo sapiens hypothetical protein (FLJ10156), mRNA 


NM 018629 


Homo sapiens hypothetical protein PR02533 (PR02533), mRNA 


NM 018568 


Homo sapiens hypothetical protein PRO0943 (PRO0943), mRNA 


NM 018050 


Homo sapiens hypothetical protein FIJI 029 8 (FLJ10298), mRNA 


NM 018019 


Homo sapiens hypothetical protein FIJI 01 93 (FLJ10193), mRNA 


NM_017609 


Homo sapiens hypothetical protein DKFZp434A1721 (DKFZp434A1721), 
mRNA 


NM 016332 


Homo sapiens selenoprotein X, 1 (SEPX1), mRNA 


NM 016360 


Homo sapiens clone HQ0477 PRO0477p (LOC51204), mRNA 


NM_016002 


Homo sapiens CGI-49 protein (LOC5 1097), mRNA 


NM 014913 


Homo sapiens KIAA0863 protein (KIAA0863), mRNA 


NM 014700 


Homo sapiens KIAA0665 gene product (KIAA0665), mRNA 


NM 014680 


Homo sapiens KIAA0100 gene product (KIAA0100), mRNA 


NM 012248 


Homo sapiens selenophosphate synthetase 2 (SPS2), mRNA 


NM 007222 


Homo sapiens zinc-fingers and homeoboxes 1 (ZHX1), mRNA 


NM 006555 


Homo sapiens SNARE protein (YKT6), mRNA 


NM 006623 


Homo sapiens phosphoglycerate dehydrogenase (PHGDH), mRNA 


NM 006613 


Homo sapiens GRB2-related adaptor protein (GRAP), mRNA 


NM 006659 


Homo sapiens gamma-tubulin complex protein 2 (GCP2), mRNA 


NM 016441 


Homo sapiens cysteine-rich motor neuron 1 (CRIM1), mRNA 


NM_014787 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 6 (DNAJC6), 
mRNA 


NM_004213 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 
member 1 (SLC28Al),mRNA 


NM_003141 


Homo sapiens Sjogren syndrome antigen Al (52kD, ribonucleoprotein 
autoantigen SS-A/Ro) (SSA1), mRNA 


NM_002607 


Homo sapiens platelet-derived growth factor alpha polypeptide (PDGFA), 
transcript variant 1, mRNA 


NM_033023 


Homo sapiens platelet-derived growth factor alpha polypeptide (PDGFA), 
transcript variant 2, mRNA 


NM 005675 


Homo sapiens DiGeorge syndrome critical region gene 6 (DGCR6), mRNA 


NM_016083 


Homo sapiens cannabinoid receptor 1 (brain) (CNR.1), transcript variant 2, 
mRNA 


NM 004053 


Homo sapiens bystin-like (BYSL), mRNA 


NG_000016 


Homo sapi ns genomic protocadherin alpha cluster (PCDHA@) on chromosome 
5 


NM 032935 


Homo sapiens metallothionein IV (MTIY), mRNA 
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NM 003695 


Homo sapiens lympnocyte antigen o complex, locus u (cAo), mruN/v 


NM 006787 


Homo sapiens melanoma antigen, iamiiy jj, z (MAGJiU^, miUN/\ 


NM 016205 


Homo sapiens platelet aenvea growtn tactor u (rlJvjrL,), mKJNA 


NM 017913 


Homo sapiens Hsp90-associating relative of Cdc37 (HARC), mRNA 


NM 017701 


Homo sapiens Rho GTPase activating protein 8 (ARHGAPo), mKJNA 


NM 015366 


Homo sapiens Rho GTPase activating protein 8 (ARHGAPo;, mKJNA 


NM 012269 


Homo sapiens hyaluronoglucosaminidase 4 (HY AL4), mRNA 


NM 006207 


Homo sapiens platelet-denved growth factor receptor-like (PDGFRL), mRNA I 


NM 004986 


Homo sapiens kinectin 1 (kinesin receptor) (KTN1), mRNA ' 


NM_001840 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 1, 
mRNA 


NM 014417 


Homo sapiens Bcl-2 binding component 3 (BBC3), mRNA 


NM_033223 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, gamma 3 
(GABRG3), mRNA 


NM 005762 


Homo sapiens tripartite motif-containing 28 (TRIM28), mRNA 


NMJH5906 


Homo sapiens tripartite motif-containing 33 (TRIM33), transcript variant alpha, 
mRNA 


NMJ)33020 


Homo sapiens tripartite motif-containing 33 (TRIM33), transcript variant beta, 
mRNA | 


NM 032421 


Homo sapiens cytoplasmic linker 2 (CYLN2), transcnpt vanant z, mKJNA 


NM 031416 


Homo sapiens chromosome 18 open readmg frame 2 (Cloortzj, mKJNA 


NM 014412 


Homo sapiens Siah-interacting protein (SIP), mRNA 


NM 016212 


Homo sapiens TP53TG3 protein (TP53TG3), mRNA 


NM 016552 


Homo sapiens testis specific ankynn-like protem 1 (LOC51281), mRNA 


NM 015369 


Homo sapiens TP53TG3 protein (TP53TG3), mRNA 


NM 033284 


Homo sapiens transducin beta-like 1 protein (TBL1 Y), mRNA 


NM 031951 


Homo sapiens NYD-SP1 1 protein (NYB-SPl 1), mRNA 


NM_020414 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 24 (DDX24), 
mRNA 


NM 007268 


Homo sapiens Ig superfamily protein (Z39IG), mRNA 


NM 006707 


Homo sapiens butyrophilin-like 3 (BTNL3), mRNA 


NM_002491 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (12kD, 
B12) (NDUFB3), mRNA 


NM 001386 


Homo sapiens dihydropyrimidinase-like 2 (DPYSL2), mRNA 


NM_000090 


Homo sapiens collagen, type HI, alpha 1 (Ehlers-Danlos syndrome type IV, 
autosomal dominant) (COL3A1), mRNA 


NMJ)33150 


Homo sapiens collagen, type II, alpha 1 (primary osteoarthritis, 
spondyloepiphyseal dysplasia, congenital) (COL2A1), transcript variant 2, 
mRNA 


NM_001844 


Homo sapiens collagen, type n, alpha 1 (primary osteoarthritis, 
spondyloepiphyseal dysplasia, congenital) (COL2A1), transcnpt vanant l, 

n\T a 

mRNA 


NM 025245 


Homo sapiens pre-B-cell leukemia transcnption factor 4 (PBX4), mRNA 


NM 004342 


Homo sapiens caldesmon 1 (CALD1), transcnpt vanant 3, mRNA 


NM 033157 


Homo sapiens caldesmon 1 (CALD1), transcript variant 2, mRNA 


XTTV Jf f\*} O 1 A A 

NM 033140 


Homo sapiens caldesmon 1 (CALD1), transcript variant 5, mRNA 


NM 033139 


Homo sapiens caldesmon 1 (CALD1), transcript variant 4, mRNA 


NM 033138 


Homo sapiens caldesmon 1 (CALD1), transcript variant 1, mRNA 


NM 032635 


Homo sapiens seven transmembrane domain protein (NIFEE14), mRNA 


NM 030912 


Homo sapiens ring finger protein 27 (RNF27), mRNA 


NM 019849 


Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ 
system) member 10 (SLC7A10), mRNA 
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NM 017844 


Homo sapiens testis specific ankynn-like protein 1 (JLUC51281), niKNA 


NM 014242 


Homo sapiens zinc finger protein 237 (ZNF237), mRNA 


NM 001715 


Homo sapiens B lymphoid tyrosine kinase (BLK), mRNA 


NM_033158 


Homo sapiens hyaluronoglucosaminidase 2 (HYAL2), transcript variant 2, 
mRNA 


NM 033159 


Homo sapiens hyaluronoglucosaminidase 1 (HYAL1), transcript variant 2, 
mRNA 


NM_007312 


Homo sapiens hyaluronoglucosaminidase 1 (HYAL1), transcript variant 1, 
mRNA 


NM 006119 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant B, mRNA 


NM.033165 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant A, mRNA 


NM 033164 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript j 
variant E, mRNA 


NM_033163 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant F, mRNA 


NM_002009 


Homo sapiens fibroblast growth factor 7 (keratinocyte growth factor) (FGF7), 
mRNA 


NM 021907 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 1, mRNA 


NM_033148 


Homo sapiens dystrobrevm, beta (DTNB), transcript variant 3, mRNA 


NM 033147 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 2, mRNA 


NM 015902 


Homo sapiens progestin induced protein (DD5), mRNA 


NM_000777 


Homo sapiens cytochrome P450, subfamily IDA (niphedipine oxidase), 
polypeptide 5 (CYP3A5), mRNA 


NM_000764 


Homo sapiens cytochrome P450, subfamily HA (phenobarbital-inducible), 
polypeptide 7 (CYP2A7), transcript variant 1, mRNA 


NM_030589 


Homo sapiens cytochrome P450, subfamily DA (phenobarbital-inducible), 
polypeptide 7 (CYP2A7), transcript vanant 2, mRNA 


NM_000762 


Homo sapiens cytochrome P450, subfamily HA (phenobarbital-inducible), 
polypeptide 6 (CYP2A6), mRNA 


NM 018957 


Homo sapiens SH3 -domain binding protein l (SH3BP1), mRNA 


NM 033258 


Homo sapiens G-protein gamma 8 subunit (GNG8), mRNA 


NM 033260 


Homo sapiens winged helix/forkhead transcription factor (HFHl), mRNA 


NM 018476 


Homo sapiens brain expressed, X-linked l (BEXl), mRNA 


NM 022154 


Homo sapiens up-regulated by BCG-CWS (LOC641 16), mRNA 


NMJ)03773 


Homo sapiens hyaluronoglucosaminidase 2 (HYAL2), transcript variant 1, 
mRNA 


NM 032794 


Homo sapiens NG22 protem (NG22), mRNA 


NM_030768 


Homo sapiens integrin-linked kinase-associated serine/threonine phosphatase 2C 

/TT V A T>\ TJ-v T A 

(ILKAP), mRNA 


NM 025257 


Homo sapiens NG22 protem (NCj22), mKJN A 


NM 020996 


Homo sapiens fibroblast growth tactor 6 (FCrFo), mRNA 


NM 016543 


Homo sapiens sialic acid binding Ig-hke lectm 7 (SlCrLbC/), mRNA 


NM 016134 


Homo sapiens plasma glutamate carboxypeptidase (PGCP), mRNA 




Homo sapiens sialic acid binding ig-iiKe lectin / (MLrJUcu / ), mKJN A 


NM 013287 


Homo sapiens phosphoprotein enriched in astrocytes 15 (PEA15), mRNA 


NM 006102 


Homo sapiens plasma glutamate carboxypeptidase (PGCP), mRNA 


NM 004112 


Homo sapiens fibroblast growth factor 1 1 (FGF1 1), mRNA 


NM 004465 


Homo sapiens fibroblast growth factor 10 (FGF10), mRNA 


NM.003811 


Homo sapiens tumor necrosis factor (Ugand) superfamily, member 9 (TNFSF9), 
mRNA 
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NM 003063 


Homo sapiens sarcolipin (SLN), mRNA 


NM 003768 


Homo sapiens phosphoprotein enriched in astrocytes 15 (PEA15), mRNA 


NM 002010 


Homo sapiens fibroblast growth factor 9 (gha-activating factor) (FGF9), mRNA 


NM_033215 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3F 
(PPP1R3F), mRNA 


NM_032741 


Homo sapiens 1 -acylglycerol-3 -phosphate Oacyltransferase 1 (lysophosphatidic 
acid acyltransferase, alpha) (AGPAT1), mRNA 


NM 022152 


Homo sapiens PP1201 protein (PP1201), mRNA 


NM 033225 


Homo sapiens CUB and Sushi multiple domains 1 (CSMD1), mRNA 


NM_014505 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 4 (KCNMB4), mRNA 


NM 032559 


Homo sapiens kinesin protein (LOC84643), mRNA 


NM 015394 


Homo sapiens zinc finger protem 10 (KOX 1) (ZNF10), mRNA 


NM 003388 


Homo sapiens cytoplasmic linker 2 (CYLN2), transcript variant 1, mRNA 


NM 032736 


Homo sapiens torsin family 1, member B (torsin B) (TOR1B), mRNA 


NM 032689 


Homo sapiens hypothetical protein MGC13071 (MGC13071), mRNA 


NM 032227 


Homo sapiens hypothetical protein FLJ22679 (FLJ22679), mRNA 


NM 014506 


Homo sapiens torsin family 1, member B (torsin B) (TOR1B), mRNA 


NM 030900 


Homo sapiens cell cycle progression 2 protein (CPR2), mRNA 


NM 030758 


Homo sapiens oxysterol binding protein 2 (OSBP2), mRNA 


NM_017698 


Homo sapiens hypothetical protein FLJ22679 (FLJ22679), mRNA 


NM 018225 


Homo sapiens homolog of C. elegans smu-1 (SMU-1), mRNA 


NM 016285 


Homo sapiens KruppeHike factor 12 (KLF12), mRNA 


NM 007249 


Homo sapiens Kruppel-like factor 12 (KLF12), mRNA 


NM 006464 


Homo sapiens trans-golgi network protein 2 (TGOLN2), mRNA 


NM_006411 


Homo sapiens l-acylglycerol-3-phosphate O-acyltransferase 1 (lysophosphatidic 
acid acyltransferase, alpha) (AGPAT1), mRNA 


NM 004749 


Homo sapiens cell cycle progression 2 protein (CPR2), mRNA 


NM 000285 


Homo sapiens peptidase D (PEPD), mRNA 


NM_001467 


Homo sapiens glucose-6-phosphatase, transport (glucose-6-phosphate) protein 1 
(G6PT1), mRNA 


NM 033198 


Homo sapiens phosphatidylinositol glycan, class S (PIGS), mRNA 


NM_002920 


Homo sapiens regulatory factor X, 4 (influences HLA class 11 expression) 
(RFX4), mRNA 


NM 018944 


Homo sapiens chromosome 21 open reading frame 45 (C21orf45), mRNA 


NM 033214 


Homo sapiens glycerol kinase pseudogene 2 (GKP2), mRNA 


NM 033089 


Homo sapiens hypothetical protein FLJ221 15 (FLJ221 15), mRNA 


NM 016015 


Homo sapiens leucine carboxyl methyltransferase (LCMT), mRNA 


NM 033209 


Homo sapiens Thy-1 co-transcribed (LOC94105), mRNA 


NM_033093 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant delta, 
mRNA 


NM_033092 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant gamma, 
mRNA 


NM_033091 


Homo sapiens tripartite motif-containing 4 CTRIM4), transcript variant beta, 
mRNA 


NM_033017 


Homo sapiens tripartite motif-containing 4 (TRIM4), transcript variant alpha, 
mRNA 


NM_033034 


Homo sapiens tripartite motif-containing 5 (TR1M5), transcript variant alpha, 
mRNA 


NM_015318 


Homo sapiens Rho-specific guanine nucleotide exchange factor pi 14 (PI 14- 
RHO-GEF), mRNA 


NM 007204 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 20, 103kD 
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(DDX20), mRNA 


NM 032864 


Homo sapiens hypothetical protein FLJ1493o (FU1493o), mKNA 


NM 032639 


Homo sapiens phosphoinositol 4-phosphate adaptor protein-2 (FAPP2), mRNA 


NM_032583 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 1 
(ABCCll),mRNA 


NM 032284 


Homo sapiens hypothetical protein FLJ14936 (FLJ14936), mRNA 


NM 032182 


Homo sapiens hypothetical protein FU13614 (FLJ13614), mRNA 


NM 021727 


Homo sapiens fatty acid desaturase 3 (FADS3), mRNA 


NM_022726 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeast)-like 4 (ELOVL4), mRNA 


NM 015162 


Homo sapiens lipidosin (BG1), mRNA 


NMJ)21176 


Homo sapiens islet-specific glucose-6-phosphatase catalytic subunit-related 
protein (IGRP), mRNA 


NM_019094 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 4 
(NUDT4), mRNA 


NMJU9091 


Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member 3 (PLEKHA3), mRNA 


NM 018293 


Homo sapiens hypothetical protein FLJ10997 (FLJ10997), mRNA 


NM_015994 


Homo sapiens ATPase, H+ transporting lysosomal (vacuolar proton pump), 
member M (ATP6M), mRNA 


NM 015952 


Homo sapiens P1D013 protein (PTD013), mRNA 


NM 015899 


Homo sapiens putative glycohpid transfer protein (LOC5 1054), mRNA 


NM 016309 


■w • * 1 ■* j "I J a /* /y A***fm jfftV "VTA 

Homo sapiens leucine carboxyl metnyltransierase (LCMI), mRNA 


NM_013345 


Homo sapiens G protein-coupled receptor (G2A), mRNA 


NM 012228 


v« • • -* *« * . * r* j /f\TT T\\ 1™v "VTA 

Homo sapiens pilin-like transcription factor (PILB), mRNA 


NMJ)06886 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, 
epsilon subunit (ATP5E), mRNA 


NM 002200 


Homo sapiens interferon regulatory factor 5 (IRF5), transcript variant 1, mRNA 


NM 032643 


Homo sapiens interferon regulatory factor 5 (IRF5), transcript variant 2, mRNA 


NM 004464 


Homo sapiens fibroblast growth factor 5 (FGF5), transcript variant 1, mRNA 


NM 033143 


Homo sapiens fibroblast growth factor 5 (FGF5), transcript variant 2, mRNA 


NM 020638 


Homo sapiens fibroblast growth factor 23 (FGF23), mRNA 


NMJ)00800 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 1, 
mRNA 


NMJ)33137 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 3, 
mRNA 


NM 032102 


Homo sapiens Splicing factor, arginine/serine-rich, 46kD (SRP46), mRNA 


NM_033136 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 2, 
mRNA 


NM 002952 


Homo sapiens ribosomal protein S2 (RPS2), mRNA 


NM 033130 


Homo sapiens sialic acid binding Ig-like lectin 10 (SIGLEC10), mRNA 


NM 020665 


Homo sapiens kidney-specific membrane protein (NX- 17), mRNA 


NM_033180 


Homo sapiens olfactory receptor, family 5 1 , subfamily B, member 2 (OR5 1B2), 
mRNA 


NM_033179 


Homo sapiens olfactory receptor, family 5 1 , subfamily B, member 4 (OR5 1B4), 
mRNA 


NM 033178 


Homo sapiens double homeobox, 4 (DUX4), mRNA 


NM 033049 


Homo sapiens mucin 13, epithelial transmembrane (MUC13), mRNA 


NM 021619 


Homo sapiens PR domain containing 12 (PRDM12), mRNA 


NM 020382 


Homo sapiens PR/SET domain containing protein 07 (SET07), mRNA 


NM 007365 


Homo sapiens peptidyl arginine deiminase, type II (PDI2), mRNA 


NM 015894 


Homo sapiens stathmin-like 3 (STMN3), mRNA 
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NM_032491 


Homo sapiens regulatory factor X, 4 (influences HLA class II expression) 

(RTX4), mKJNA 


NM 024551 


xiomo sapiens nypotneucai protein ruzimz (1*1^121432), mKJNA 


XTX K All OTA 

NM 021 830 


Homo sapiens chromosome 10 open reading frame 2 (C10orf2), mRNA 


NM 017972 


Homo sapiens nypotneucai protein FU20689 (FLJ20689), mRNA 


NM_020398 


Homo sapiens serine protease inhibitor-like, with Kunitz and WAP domains 1 
(eppin) (orJJNL W 1), mKNA 


XT* K AlAiTOT 

NM 020637 


Homo sapiens fibroblast growth tactor 22 (rGF22), mRNA 


XTX It A1 A1 11 

NM 019113 


Homo sapiens nbroblast growth tactor 21 (rGr 21), mRNA 


NM 017926 


Homo sapiens hypothetical protein FLJ20689 (FU20689), mRNA 


NM 016444 


Homo sapiens zinc finger protem 226 (ZNF226), mRNA 


NMJH5966 


Homo sapiens serologically defined breast cancer antigen 84 (SDBCAG84), 
mRNA 


NM 015919 


Homo sapiens zinc finger protein 226 (ZNF226), mRNA 


NM 015474 


Homo sapiens SAM domain and HD domain, 1 (SAMHD1), mRNA 


NMJ)07096 


Homo sapiens clathrin, light polypeptide (Lea) (CLTA), transcript variant brain- 
specific, mRNA 


NM_002007 


Homo sapiens fibroblast growth factor 4 (heparin secretory transforming protem 
1, Kaposi sarcoma oncogene) (FGF4), rnRNA 


NM_001833 


Homo sapiens clathrin, hght polypeptide (Lea) (CLTA), transcript variant 
nonbrain, mRNA 


XT* K AT> 1 A *"} 

NM 022143 


TT__ _ _ • XT A rf— ' 1 A - i- - ' - /XT A /""■* 1 jt\ T» "X T A 

Homo sapiens NAG14 protein (NAG14), mRNA 


NM 005292 


Homo sapiens G protem-coupled receptor 18 (GPR18), mRNA 


XTTV K AA1 1T1 

NM 001371 


Homo sapiens dynein, axonemal, heavy polypeptide 8 (DNAH8), mRNA 


xt* x t\ i in/: 

NM_0 12276 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (without 
1M domain), member 4 (ILT7), mRNA 


NM 012092 


Homo sapiens inducible T-cell co-stimulator (TCOS), mRNA 


NM 03244/ 


Homo sapiens nbnllin3 (KIAA1776), mRNA 


NM 024017 


Homo sapiens homeo box B9 (HOXB9), mRNA 


XIX K A1ACCO 

NM 019558 


Homo sapiens homeo box D8 (HOXD8), mRNA 


XTX AT AIIOHA 

NM 032379 


TT * aa * 1*1 r\ /OT 1' 1 >T a • ■ ■ . « -F-v-k. -r A 

Homo sapiens synaptotagmin-like 2 (S YTL2), transcript variant b, mRNA 


NM 024690 


Homo sapiens mucin 16 (MUC16), mRNA 


NM_018558 


Homo sapiens gamma-aminobutyric acid (GABA) receptor, theta (GABRQ), 
mRNA 


NM_0 14452 


Homo sapiens tumor necrosis factor receptor superfamily, member 21 
(TNFRSF21), mRNA 


NMJ)06242 


Homo sapiens protein phosphatase 1, regulatory subunit 3D (PPP1R3D), mRNA 


NMJ)06545 


Homo sapiens homologous to yeast nitrogen permease (candidate tumor 
suppressor) (NPR2L), mRNA 


NM_005398 


Homo sapiens protem phosphatase 1, regulatory (inhibitor) subunit 3C 

/T>r>r> 1 t> o o\ t>xt a 

(i J rFlR3C), mRNA 


NM_006645 


Homo sapiens serologically defined colon cancer antigen 28 (SDCCAG28), 
mKJNA 


NM 032800 


Homo sapiens hypothetical protein FLJ14525 (FLJ14525), mRNA 


NM 004265 


Homo sapiens fatty acid desaturase 2 (FADS2), mRNA 




riuiTiu sapiens iany acia oesauirase 1 \r ajl/o i j, mtviN a 


NM 031428 


Homo sapiens hypothetical protein FLJ14525 (FLJ14525), mRNA 


NM 025243 


Homo sapiens solute carrier family 19, member 3 (SLC19A3), mRNA 


NM 024411 


Homo sapiens prodvnorphin fPDYN), mRNA 


NM_007368 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 3 
(Ins(l,3 s 4,5)P4-binding protein) (GAP1IP4BP), mRNA 


NM 003912 


Homo sapiens myotubularin related protein 2 (MTMR2), mRNA 
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NM 015984 


Homo sapiens ubiquitin C-terminal hydrolase UCH37 (UCH37), mRNA 


MM 016109 


Homo sapiens angiopoietin-like 4 (ANGPTL4), mRNA 


NM 016156 


Homo sapiens myotubularin related protein 2 (MTMR2), mRNA . 


NM_006667 


Homo sapiens progesterone receptor membrane component 1 (PGRMC1), 
mRNA 


NM 006312 


Homo sapiens nuclear receptor co-repressor 2 (NCOR2), mRNA 


NM_006320 


Homo sapiens progesterone receptor membrane component 2 (PGRMC2), 
mRNA 


NM 000441 


Homo sapiens solute carrier family 26, member 4 (SLC26A4), mRNA 


NM_032995 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 
transcript variant 2, mRNA 


NM_015320 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 
transcript variant 1 , mRNA 


NM 014448 


Homo sapiens Rho guanine exchange factor (GEF) 16 (ARHGEF16), mRNA 


NM_005435 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 5 (ARHGEF5), 
mRNA 


NM_004723 


Homo sapiens rho/rac guanine nucleotide exchange factor (GEF) 2 (ARHGEF2), 
mRNA 


NM_004706 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 1 (ARHGEF1), 
mRNA 


NM 001031 


Homo sapiens ribosomal protein S28 (RPS28), mRNA 


NM 001030 


Homo sapiens ribosomal protein S27 (metallopanstimulin 1) (RPS27), mRNA 


NM 001029 


Homo sapiens ribosomal protein S26 (RPS26), mRNA 


NM 002913 


Homo sapiens replication factor C (activator 1) 1 (145kD) (RFC1), mRNA 


NM_005685 


Homo sapiens GTF2I repeat domain-containing 1 (GTF2IRD1), transcript 
variant 2, mRNA 


NM 005117 


Homo sapiens fibroblast growth factor 19 (FGF19), mRNA 


NM 001363 


Homo sapiens dyskeratosis congenita 1, dyskerin (DKC1), mRNA 


NM_0O5765 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
membrane sector associated protein M8-9 (APT6M8-9), mRNA 


NM 001848 


Homo sapiens collagen, type VI, alpha 1 (COL6A1), mRNA 


NM 004932 


Homo sapiens cadherin 6, type 2, K-cadherin (fetal kidney) (CDH6), mRNA 


NM_005673 


Homo sapiens solute carrier family 25 (mitochondrial carrier; Graves disease 
autoantigen), member 16 (SLC25A16), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 032943 


Homo sapiens synaptotagmin-like 2 (SYTL2), transcript variant a, mRNA 


NM 006932 


Homo sapiens smoothelin (SMTN), mRNA 


NM_000411 


Homo sapiens holocarboxylase synthetase (biotin-[proprionyl-Coen2yme A- 
carboxylase (ATP-hydrolysing)l ligase) (HLCS), mRNA 


NM_030777 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 10 
(SLC2A10), mRNA 


NM 022897 


Homo sapiens RAN binding protein 17 (RANBP17), mRNA 


NM 015339 


Homo sapiens activity-dependent neuroprotector (ADNP), mRNA 


NM 015024 


Homo sapiens RAN binding protein 16 (RANBP16), mRNA 


NM 022046 


Homo sapiens kallikrein 14 (KLK14), mRNA 


NM__020041 


Homo sapiens solute earner family 2 (facilitated glucose transporter), member 9 
(SLC2A9), mRNA 


NM 019851 


Homo sapiens fibroblast growth factor 20 (FGF20), mRNA 


NM_019555 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 3 (ARHGEF3), 
mRNA 


NM 016277 


Homo sapiens RAB23, member RAS oncogene family (RAB23), mRNA 


NM 014629 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 10 (ARHGEF10), 
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mRNA 


NM 006989 


Homo sapiens Ca2+-promoted Ras inactivator (CAPRI), mRNA 


NM 006568 


Homo sapiens cell growth regulatory with ring finger domain (CGR19), mRNA 


XT* AT f\t\ A ft A A 

NM 004841 


Homo sapiens RAS protein activator like 2 (RASAL2), mRNA 


NM 004115 


Homo sapiens fibroblast growth factor 14 (FGF14), mRNA 


NM 003244 


Homo sapiens TGFB-induced factor (TALE family homeobox) (TGIF), mRNA 


NM_007285 


Homo sapiens GABA(A) receptor-associated protein-like 2 (GAB ARAPL2), 
mRNA 


NM 006047 


Homo sapiens RNA binding motif protein 12 (RBM12), mRNA 


NM 032588 


Homo sapiens ring finger protein 28 (RNF28), mRNA 


NM 030766 


Homo sapiens apoptosis regulator BCL-G (BCLG), mRNA 


NM_022788 


Homo sapiens Purinergic receptor P2Y, G protein-coupled, 12 (P2RY12), 
mRNA 


NM 015641 


Homo sapiens testis derived transcript (3 LIM domains) (TES), mRNA 


NM 018144 


Homo sapiens Sec61 alpha form 2 (FLJ10578), mRNA 


NM 032015 


Homo sapiens ring finger protein 26 (RNF26), mRNA 


NM_014713 


Homo sapiens lysosomal-associated protein transmembrane 4 alpha 
(LAPTM4A), mRNA 


NM_020415 


Homo sapiens found in inflammatory zone 3 (FIZZ3), mRNA 


NM 020358 


Homo sapiens ring finger protein 18 (RNF18), mRNA 


NM 005882 


Homo sapiens macrophage erythroblast attacher (MAEA), mRNA 


NMJ) 16523 


Homo sapiens killer cell lectin-like receptor subfamily F, member 1 (KLRF1), 
mRNA 


NM 014141 


Homo sapiens contactin associated protein-like 2 (CNTNAP2), mRNA 


NM 006862 


Homo sapiens tudor and KH domain-containing protein (TDRKH), mRNA 


NM 006779 


Homo sapiens Cdc42 effector protein 2 (CEP2), mRNA 


NM 006292 


Homo sapiens tumor susceptibility gene 101 (TSG101), mRNA 


NM 006449 


Homo sapiens Cdc42 effector protein 3 (CEP3), mRNA 


NMJ)02558 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 1 (P2RX1), 
mRNA 


NM_006712 


Homo sapiens FAST kinase (FASTK), transcript variant 1, mRNA 


NM 033015 


Homo sapiens FAST kinase (FASTK), transcript variant 2, mRNA 


NM 025096 


Homo sapiens FAST kinase (FASTK), transcript variant 3, mRNA 


NM 003852 


Homo sapiens transcriptional intermediary factor 1 (TIF1), mRNA 


NM 003770 


Homo sapiens keratin, hair, acidic, 7 (KRTHA7), mRNA 


NM 021013 


Homo sapiens keratin, hair, acidic, 4 (KRTHA4), mRNA 


NMJ)04068 


Homo sapiens adaptor-related protein complex 2, mu 1 subunit (AP2M1), 
mRNA 


NM_006803 


Homo sapiens adaptor-related protein complex 3, mu 2 subunit (AP3M2), 
mRNA 


NM_005498 


Homo sapiens adaptor-related protein complex 1, mu 2 subunit (AP1M2), 
mRNA 


NM 032981 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant zeta, mRNA 


NM 032980 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant epsilon, mRNA 


NM 032979 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant gamma, mRNA 


IN1Y1 UJZ7 / o 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant beta, mRNA 


NM_032975 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant alpha, mRNA 


NM 001392 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN3, mRNA 


NM 001391 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN2, mRNA 


NM 001390 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN1, mRNA 


NM 001026 


Homo sapiens ribosomal protein S24 (RPS24), transcript variant 2, mRNA 


NM 033022 


Homo sapiens ribosomal protein S24 (RPS24), transcript variant 1, mRNA 
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NM 024416 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 2, niRNA 


NM_033014 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 1, mRNA 


NM 014057 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 3, mRNA 


NM_016152 


Homo sapiens retinoic acid receptor, beta (RARB), transcript variant 2, mRNA 


NM 000965 


Homo sapiens retinoic acid receptor, beta (RARB), transcript variant 1, mRNA 


NM_032977 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant D, mRNA 


NMJ)32976 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant C, mRNA 


NM_032974 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant B, mRNA 


NM_001230 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant A, mRNA 


NM_032992 


Homo sapiens caspase 6, apoptosis-related cysteine protease (CASP6), transcript 
variant beta, mRNA 


NM_001226 


Homo sapiens caspase 6, apoptosis-related cysteine protease (CASP6), transcript 
variant alpha, mRNA 


MM 033133 


Homo sapiens 2',3-cyclic nucleotide 3 1 phosphodiesterase (CNP), mRNA 


NM 033125 


Homo sapiens organic cation transporter OKB 1 (OKB 1), mRNA 


NM_020349 


Homo sapiens ankyrin repeat domain 2 (stretch responsive muscle) (ANKRD2), 
mRNA 


NM 000540 


Homo sapiens ryanodine receptor 1 (skeletal) (RYR1), mRNA 


NM 016930 


Homo sapiens syntaxin 1 8 (STX1 8), mRNA 


NM 014808 


Homo sapiens KIAA0793 gene product (KIAA0793), mRNA 


NM 005428 


Homo sapiens vav 1 oncogene (VAV1), mRNA 


NMJ)05747 


Homo sapiens elastase 3A, pancreatic (protease E) (ELA3A), mRNA 


NM 000922 


Homo sapiens phosphodiesterase 3B, cGMP-inhibited (PDE3B), mRNA 


NM 033069 


Homo sapiens ADG-90 protein (ADG-90), mRNA 


NM 033085 


Homo sapiens fetal and adult testis expressed transcript protein (FATE), mRNA 


NM 015001 


Homo sapiens SMART/HDAC1 associated repressor protein (SHARP), mRNA 


NMJ332984 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 4, 
mRNA 


NM_032983 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 3, 
mRNA 


NMJB2982 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 1, 
mRNA 


NMJJ32957 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 1, mRNA 


NM_032945 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant M68C, mRNA 


NMJJ01224 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 2, 
mRNA 


NMJH5647 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 3, mRNA 


NM 033012 


Homo sapiens tumor necrosis factor Oigand) superfamily, member 1 1 
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(TNFSF11), transcript variant 2, mRNA 


NM_003701 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 1 
(TNFSF11), transcript variant 1, mRNA 


NM.005409 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 1 1 
(SCYBll),mRNA 


NM_005035 


Homo sapiens polymerase (RNA) mitochondrial (DNA directed) (POLRMT), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_006980 


Homo sapiens transcription termination factor, mitochondrial (MTERF), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 001305 


Homo sapiens claudin 4 (CLDN4), mRNA 


NM_032996 


Homo sapiens caspase 9, apoptosis-related cysteine protease (CASP9), transcript 
variant beta, mRNA 


NM.001229 


Homo sapiens caspase 9, apoptosis-related cysteine protease (CASP9), transcript 
variant alpha, mRNA 


NM_004346 


Homo sapiens caspase 3, apoptosis-related cysteine protease (CASP3), transcript 
variant alpha, mRNA 


NM 032991 


Homo sapiens caspase 3, apoptosis-related cysteine protease (CASP3), transcript 
variant beta, mRNA 


NM.033057 


Homo sapiens olfactory receptor, family 2, subfamily B, member 2 (OR2B2), 
mRNA 


NM 033051 


Homo sapiens thymic stromal co-transporter (TSCOT), mRNA 


NM 033048 


Homo sapiens CPX chromosome region, candidate 1 (CPXCR1), mRNA 


NM_033007 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant E, mRNA 


NM_033006 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant D, mRNA 


NM_033005 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant C, mRNA 


NM_033004 


Homo sapiens death effector fdament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant A, mRNA 


NM_014922 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant B, mRNA 


NM 000088 


Homo sapiens collagen, type I, alpha 1 (COL1A1), mRNA 


NM 019105 


Homo sapiens tenascin XB (TNXB), transcript variant XB, mRNA 


NM 033036 


Homo sapiens beta-galactose-3-O-sulfotransferase 3 (GAL3ST2), mRNA 


NM_033029 


Homo sapiens leishmanolysin-like (metallopeptidase M8 family) (LMLN), 
mRNA 


NM 033028 


Homo sapiens Bardet-Biedl syndrome 4 (BBS4), mRNA 


NM 021807 


Homo sapiens secretory protein SEC8 (SEC8), mRNA 


NM 020137 


Homo sapiens GRIP-associated protein 1 (GRASP1), mRNA 


NM_015133 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 3 
(MAPK8IP3), mRNA 


NM 014006 


Homo sapiens PI-3-kinase-related kinase SMG-1 (SMG1), mRNA 


NM 021914 


Homo sapiens cofilin 2 (muscle) (CFL2), mRNA 


NM 032520 


Homo sapiens hypothetical protein CAB56184 (CAB56184), mRNA 


NM 032923 


Homo sapiens hypothetical protein MGC 16025 (MuCloUZDj, mKJNA 


NM 032917 


Homo sapiens hypothetical protein MGC2848 (MGC2848), mRNA 


NM 032868 


Homo sapiens hypothetical protein FU14981 (FLJ14981), mRNA 


NM 032862 


Homo sapiens hypothetical protein FU14926 (FU14926), mRNA 


NM 032801 


Homo sapiens hypothetical protein FLJ14529 (FLJ14529), mRNA 


NM 032753 


Homo sapiens hypothetical protein MGC15631 (MGC15631), mRNA 


NM 032737 


Homo sapiens hypothetical protein MGC2721 (MGC2721), mRNA 
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NM_032668 


Homo sapiens hypothetical protein MGC4771 (MGC4771), mRNA | 


NM 032503 


Homo sapiens G protein-coupled receptor sit (SLT), mRNA i 


NM 032377 


Homo sapiens hypothetical prot in MGC4549 (MGC4549), mRNA 


NM 032326 


Homo sapiens hypothetical protein MGC4618 (MGC4618), mRNA 


NM 032306 


Homo sapiens hypothetical protein MGC10974 (MGC10974), mRNA 


NM 032281 


Homo sapiens hypothetical protein DKFZp547J036 (DKFZp547J036), mRNA 


NMJH5650 


Homo sapiens microtubule-interacting protein that associates with TRAF3 (MIP- 
T3), mRNA 


NM 031487 


Homo sapiens hypothetical protein MGC4604 (MGC4604), mRNA 


NMJ)31470 


Homo sapiens junctional adhesion molecule 3 (JAM3), mRNA 


NM 031304 


Homo sapiens hypothetical protein MGC4293 (MGC4293), mRNA 


NM 031213 


Homo sapiens hypothetical protein MGC:5244, (MGC:5244), mRNA 


NM 031208 


Homo sapiens hypothetical protein DKPZp566J2046 (DKFZP566J2046), mRNA 


NM 030924 


Homo sapiens hypothetical protein PRTD-NY3 (PRTD-NY3), mRNA 


NM 030824 


Homo sapiens hypothetical protein FLJ14356 (FLJ14356), mRNA 


NM_030631 ; 


Homo sapiens solute carrier family 25 (mitochondrial oxodicarboxylate carrier), 
member 21 (SLC25A21), mRNA 


NM 024571 


Homo sapiens hypothetical protein FLJ22940 (FLJ22940), mRNA 


NM 025015 


Homo sapiens KIAA0417 gene product (KIAA0417), mRNA 


NM 024103 


Homo sapiens hypothetical protein MGC26 15 (MGC2615), mRNA 


NM 030578 


Homo sapiens hypothetical protem MGC4093 (MGC4093), mRNA 


*v ta at r\ * i a i r 

NM 014015 


Homo sapiens MYLE protein (MYLE), mRNA 


NM 025094 


Homo sapiens hypothetical protem FLJ22184 (FLJ22184), mRNA 


NM 025078 


Homo sapiens hypothetical protem FLJ22378 (FLJ22378), mRNA 


NM 025061 


TT 1 . l « • ■* , • T^T T*^ *\ A r\ r\ /I'll Y*\ A iA /\\ T"» "VTA 

Homo sapiens hypothetical protem FLJ23420 (FLJ23420), mRNA 


NM 024967 


Homo sapiens hypothetical protem FLJ1 1 637 (FIJI 1637), mRNA 


NMJ)24898 


Homo sapiens hypothetical protem FU22757 (FLJ22757), mRNA 


NM 024877 


Homo sapiens hypothetical protein FU13265 (FLJ13265), mRNA 


NM 024726 


Homo sapiens hypothetical protein FLJ22527 (FLJ22527), mRNA 


NM 024719 


Homo sapiens hypothetical protein FU22474 (FU22474), mRNA 


NM 024600 


Homo sapiens hypothetical protein FU20898 (FLJ20898), mRNA 


NM 024508 


Homo sapiens hypothetical protein MGC10796 (MGC10796), mRNA 


NM 024341 


Homo sapiens hypothetical protem MGC4054 (MGC4054), mRNA 


NM 024064 


Homo sapiens hypothetical protein MGC5363 (MGC5363), mRNA 


NM 024029 


Homo sapiens hypothetical protein MGC3262 (MGC3262), mRNA 


NM 023078 


Homo sapiens hypothetical protein FU13852 (FLJ13852), mRNA 


NM 023076 


Homo sapiens hypothetical protein FLJ23360 (FLJ23360), mRNA 


NM 022842 


Homo sapiens hypothetical protein FLJ22969 (FU22969), mRNA 


NM 022737 


Homo sapiens hypothetical protein FIJI 3055 (FIJI 3055), mRNA 


NM__022459 


Homo sapiens hypothetical protein FLJ13046 similar to exportin 4; KIAA1721 
pr (FIJI 3046), mRNA 


NM_022437 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 8 (sterolin 
2) (ABCG8), mRNA 


\TI AT IOC 

NM 022135 


Homo sapiens popeye protein 2 (POP2), mRNA 


NM_022066 


Homo sapiens likely ortholog of mouse ubiquitm-conjugatmg enzyme E2-230K 
^cz-zjuivj, inKJNA 


NM 015480 


Homo sapiens nectin 3 (DKFZP566B0846), mRNA 


NM 004240 


Homo sapiens thyroid hormone receptor interactor 10 (TRIP10), mRNA 


NM 003589 


Homo sapiens cullin 4A (CUL4A), mRNA 


NM 021731 


Homo sapiens hypothetical protein PP3501 (PP3501), mRNA 


NM 020129 


Homo sapiens placental protein 13-like protein (LOC56891), mRNA 


NM 020196 


Homo sapiens HCNP protein; XPA-binding protein 2 (HCNP), mRNA 
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NM 020224 


Homo sapiens hypothetical protein DKFZp5470146 (DKFZp5470146), mRNA 


jnm uiyuo4 


Homo sapiens hypothetical protem (rU 1U832), mRNA 


JNM \)iy[)lZ 


Homo sapiens phosphoinositol 3 -phosphate-binding protein-2 (PEPP2), mRNA 


XTAyf A1C/C2S 

JNM U loo j D 


Homo sapiens nypotneticai protein rssSJLy\)\) (FRU29UU), mRNA 


NM_U I OOO / 


Homo sapiens hepatocellular carcinoma-associated gene TD26 (LOC55908), 

niKJNA 


XT\/T A1C/M1 

NiVl_Ulo44i 


Homo sapiens peroxisomal trans 2-enoyl CoA reductase; putative short chain 
alcohol dehydrogenase (HoAZjUJUj), mRNA 


NM U1o04j 


Homo sapiens nypotneticai protein Hbbo (HEbo), mRNA 


xta a nno/ci 


Homo sapiens hypothetical protein FLJ20850 (FLJ20850), mRNA 


XTA yf A 1 *7Q 1 A 

JNM Ul/914 


TTniu. jl ? t, . . . , „ til n^Innl ■- - A - ' . T~>T A/'/IA /TTT TO l\f A /W T*lXT A 

Homo sapiens hypothetical protem FLJ20640 (FLJ20640), mRNA 


XTTVyf AT7QAC 

INM ui/yu!> 


Homo sapiens hypothetical protein JbLJ20623 (FU20623), mRNA 


iNM U 1 / ILL 


Homo sapiens hypothetical protem rU20244 (FU20244), mRNA 


INM Ul /OOo 


tlAmis T TCI Zmm a<AI m ^> -m.~m « Am. XTT TT \T? 1 ^- t- - - /\TT TTVT? 1 N ^.HXT 1 

Homo sapiens -interacting protein NUDbl, rat nomolog (NUDE1), mRNA 


JNM UI/OIO 


Homo sapiens hypothetical protem rLJ20004 (FLJ20004), mRNA 


INM UiolOJ 


TT nnMiaMfi kimAfta^Anl A/-><~* 17 T T1 ATA/l /T?T T1 ATA/1 \ T>\T A 

Homo sapiens hypothetical protem rUlu/U4(FLJlU /04), mRNA 


NM 018074 


Homo sapiens hypothetical protein FTJ10374 (FU10374), mRNA 


XTAyf A1 S?H<'7 

JNM UIoUj/ 


Homo sapiens homolog of rat orphan transporter v7-3 (NTT73), mRNA 


XTTVvf A1 QA/1Q 

JNM UloU4y 


TT _ . - . _ - - . * _ . . _ aT_ l* t j _ " T?T T1 /\0/\*7 /' 1 'T T1 /\0/\0\ T> "VTA 

Homo sapiens hypothetical protem FIJI 0297 (FLJ 1 0297),' mRNA 


NM 018028 


Homo sapiens hypothetical protein FU1021 1 (FLJ1021 1), mRNA 


XTAyf A1 QAAA 

JNM UlouUU 


Homo sapiens hypothetical protem FLJIOI 16 (FLJ101 16), mRNA 


NM 016510 


Homo sapiens putative selenocysteine lyase (SCLY), mRNA 


NM_0 16434 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 2, mRNA 


xnv yr m^on 

NM 016289 


Homo sapiens M025 protein (LOC51719), mRNA 


XTN yT r\ 1 /* /I 

NM_0 16264 


Homo sapiens GIOT-2 for gonadotropin inducible transcription repressor-2 
(GIOT-2), mRNA 


XTX yf A1 /"i y|A 

NM_0 16149 


Homo sapiens protein inhibitor of activated STAT protein PIASy (PIASY), 

T1 XT A 

mRNA 


NM_0 15897 


Homo sapiens protein inhibitor of activated STAT protein PIASy (PIASY), 

__T) XT A 

mRNA 


XTA/f A1/CCQ1 

JNM Ulojol 


Homo sapiens ECSIT (LOC51295), mRNA 


JNM Ulo4/y 


Homo sapiens hypothetical protem (LOC5 1246), mRNA 


JNM U 1 04/4 


Homo sapiens hypothetical protein (LUC51244), mRNA 


INM U10U1/4 


TT fioT»ia».n UCT5/ ri A /I O /T nriCI 1A1\ T> XT A 

Homo sapiens HbFC042 protein (LOC5 1 122), mRNA 


XJA/T AISQ/IO 
xNlVi UlDy4Z 


TJ Arnn crt-niat^rt /^/^T 1^ /T APC1AA1\ T) XT A 

Homo sapiens Laj1-IZ protein (LUwlOOl), mRNA 


1NJLV1 \) 1 OH- / J 


Homo sapiens hypothetical protem (HoFUZ l j) 9 mKNA 


XJNyf A1/OIC7 

1N1V1 UlOH'j/ 


nomo sapiens protem Kinase (rKDzj, mKNA 


XJNjf A1 £1 1 1 


Homo sapiens isjaaUooJ gene product (KJAAUooi), mRNA 




TTrtrv»/% c nni an r* Xl UAArtl _ i-_ ' „ /\TTjAAAO\ __T) XT A 

nomo sapiens NrUUUz protein (NrDUUz), mKNA 




tTrt-r«/\ ronianr XT J A A A A /CO M vmA a « m AVTA A AA/C2\ ««T)XT A 

nomo sapiens JsJAAU9o3 protein (KIAAUyo 3 j, mRNA 


XJN/f A1^71 
INM UIjD/1 


Homo sapiens ^UMU-l-specuic protease (bUbPl), mRNA 


XJNyf A1/T7RQ 
lNlYl UI*t/Of 


T-Trt-n-irt compn c VTA A AiCIO J, . A7TA A A/T / >0\ t>\t a 

nomo sapiens isJAAUoZo gene product (KIAAUo2o), mRNA 


XJN/T A1/T71/! 


"H"/\tv»/\ caniono t^"TA A ACAA J. . —a. /T7TA A ACAA\ ,.n\T a 

nomo sapiens JsJAAUSyu gene product (JSJAAU590), mRNA 


XTAyf A1/T75R 


TTnmA conipnc VTA A AOC/1 /VTA A AOCv1\ T>XT A 

nomo sapiens jsjlaauzj4 gene product (lsJAAUz54), mRNA j 


NM 014065 


Homo saniens HT001 nrotHn rrTTOOl^ mRNA 

aavuiv uupiviw \J\J A L/Av/L^llA I Xl 1 U V 1 y , A A LAVA ^1 fV 


NM 014170 


Homo sapiens HSPC135 protein (HSPC135), mRNA 


NM_015462 


Homo sapiens DKFZP586L0724 protein (DKFZP586L0724), mRNA 


NM 015642 


Homo sapiens zinc finger protein 288 (ZNF288), mRNA 


NM 015493 


Homo sapiens DKFZP434N161 protein (DKFZP434N161), mRNA 


NM 014446 


Homo sapiens muscle-specific beta 1 integrin binding protein (IvflBP), mRNA 


NM 013314 


Homo sapiens B-cell linker (BLNK), mRNA 
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NM 007086 


Homo sapiens AND-1 protein (AND-1), mRNA 


NM 006701 


Homo sapiens similar to S. pombe diml+ (DIM1), mRNA 


NM 006300 


Homo sapiens zinc finger protein 230 (ZNF230), mRNA 


NM 006477 


Homo sapiens RAS-related on chromosome 22 (RRP22), mRNA 


NM 006087 


Homo sapiens tubulin, beta, 5 (TUBB5), mRNA 


XT* r r\f\ S f\ C f 

NM 006056 


Homo sapiens G protein-coupled receptor 66 (GPR66), mRNA 


NM 005815 


Homo sapiens Kruppel-type zinc finger (C2H2) (ZK1), mRNA 


NMJ)05817 


Homo sapiens cargo selection protein (mannose 6 phosphate receptor binding 
protein) (TIP47), mRNA 


NM 005801 


Homo sapiens putative translation initiation factor (SUI1), mRNA 


NM_005837 


Homo sapiens POP7 (processing of precursor, S. cerevisiae) homolog (RPP20), 
mRNA 


NM 005776 


Homo sapiens comichon-like (CNIL), mRNA 


NM_004970 


Homo sapiens insulin-like growth factor binding protein, acid labile subunit 
(IGFALS), mRNA 


NM 004945 


Homo sapiens dynamin 2 (DNM2), mRNA 


NM 004283 


Homo sapiens RAB3D, member RAS oncogene family (RAB3D), mRNA 


NM_004548 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 10 
(22kD, PDSW) (NDUFB10), mRNA 


*V T*X AT r\ f\ A 4 f\ A 

NM 004124 


Homo sapiens glia maturation factor, beta (GMFB), mRNA 


NM 004877 


Homo sapiens glia maturation factor, gamma (GMFG), mRNA 


NM 004907 


Homo sapiens immediate early protein (ETR101), mRNA 


NM_004044 


Homo sapiens 5-aminoimidazole-4-carboxamide ribonucleotide 
formyltransferase/IMP cyclohydrolase (ATIC), mRNA 


NM_004315 


Homo sapiens N-acylsphingosine amidohydrolase (acid ceramidase) (ASAH), 
mRNA 


"V Y"» AT £\ f\ A t\ A f 

NM_004846 


Homo sapiens eukaryotic translation initiation factor 4E-like 3 (EIF4EL3), 
mRNA 


NM 003765 


Homo sapiens syntaxin 10 (STX10), mRNA 


NM 003110 


Homo sapiens Sp2 transcription factor (SP2), mRNA 


NM 003113 


Homo sapiens nuclear antigen Sp 1 00 (SP 1 00), mRNA 


NM_000543 


Homo sapiens sphingomyelin phosphodiesterase 1, acid lysosomal (acid 
sphingomyelinase) (SMPD1), mRNA 


NM_003072 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 4 (SMARCA4), mRNA 


NMJ)02807 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 1 
(PSMD1), mRNA 


NM_002704 


Homo sapiens pro-platelet basic protein (includes platelet basic protein, beta- 
thromboglobulin, connective tissue-activating peptide HI, neutrophil-activating 
peptide-2) (PPBP), mRNA 


NM 000089 


Homo sapiens collagen, type L alpha 2 (COL1 A2), mRNA 


NM_001687 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, delta 
subunit (ATP5D), mRNA 


ATTVvT A1A1 

ISM UzOloo 


Homo sapiens p21(CDKNl A)-activated kinase 6 (PAK6), mRNA 


JNM UJZOJ/ 


Homo sapiens hypothetical protein MGC10442 (MGC10442), mRNA 


NM 032571 


nuuio bapienb i^vjr -iiKe moauie-conxammg mucm-UKe receptor xijvlkj (JdMIo ) 7 
mRNA 


NM 032413 


Homo sapiens normal mucosa of esophagus specific 1 (NMES1), mRNA 


NM 015093 


Homo sapiens TAK1 -binding protein 2 (TAB2), mRNA 


NM 031947 


Homo sapiens ornithine transporter 2 (ORNT2), mRNA 


NM 005563 


Homo sapiens stathmin 1/oncoprotein 18 (STMN1), mRNA 


NM_024662 


Homo sapiens hypothetical protein FIJI 0774 (FLU 0774), mRNA 
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NM 024637 


Homo sapiens beta-galactose-3-O-sulfotransferase, 4 (GAL3ST-4), mRNA 


NM 024617 


Homo sapiens hypothetical protein FIJI 3409 (FU13409), mRNA 


NM_020796 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphonn) 6A (SEMA6A), mRNA 


NM .013283 


Homo sapiens methionme adenosyltransferase n, beta (MAT2B), mRNA 


NM 012231 


Homo sapiens PR domain containing 2, with ZNF domain (PRDM2), mRNA 


NM 020428 


Homo sapiens CTL2 gene (CTL2), mRNA 


NM 015866 


Homo sapiens PR domain containing 2, with ZNF domain (PRDM2), mRNA 


NM_014771 


Homo sapiens 95 kDa retinoblastoma protein binding protein; KIAA0661 gene 
pro (KIAA0661), mRNA 


NM 014454 


Homo sapiens p53 regulated PA26 nuclear protein (PA26), mRNA 


NM_013447 


Homo sapiens egf-like module containing, mucin-like, hormone receptor-like 
sequence 2 (EMR2), mRNA 


NM_006499 


Homo sapiens lectin, galactoside-binding, soluble, 8 (galectin 8) (LGALS8), 
mRNA 


NM 006031 


Homo sapiens pericentrin 2 (kendrin) (PCNT2), mRNA 


NM_022040 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 1, mRNA 


NM_032464 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 4, mRNA 


NM_032463 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 2, mRNA 


NM_014146 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 3, mRNA 


NM_031992 


Homo sapiens Williams-Beuren syndrome chromosome region 1 (WBSCR1), 
transcript variant 2, mRNA 


NM_006234 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (13.3kD) 
(POLR2J), transcript variant a, mRNA 


NM_032959 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (13.3kD) 
(POLR2J), transcript variant b, mRNA 


NM_032958 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (13.3kD) 
(POLR2J), transcript variant c, mRNA 


NM_002694 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide C (33kD) 
(POLR2C), transcript variant alpha, mRNA 


NM_032940 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide C (33kD) 
(POLR2Q, transcript variant gamma, mRNA 


NM 033011 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 3, mRNA 


NM 000931 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 2, mRNA 


NM 000930 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 1, mRNA 


NM_033013 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 3, mRNA 


NM_003889 


Homo sapiens nuclear receptor subfamily 1 , group I, member 2 (NR1I2), 1 
transcript variant 1, mRNA 


NM_022002 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 2, mRNA 


NM_022170 


Homo sapiens Williams-Beuren syndrome chromosome region 1 (WBSCR1), 
transcript variant 1, mRNA 


NM_032408. 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZ1B), 
transcript variant 2, mRNA 


NM_023005 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZ1B), 
transcript variant 1, mRNA 


NM 001024 


Homo sapiens ribosomal protein S21 (RPS21), mRNA 
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JNM Ulzlio 


Homo sapiens apoptosis antagonizing transcription factor (DED), mRNA 


NM 016343 


Homo sapiens centromere protein F (350/400kD, mitosin) (CENPF), mRNA 


NM 032988 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 2, mRNA 


NM 032052 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 3, mRNA 


NM 032051 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 4, mRNA 


NM 032050 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 2, mRNA 


NM 014323 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 1, mRNA 


NM_O33003 


Homo sapiens general transcription factor II, i (GTF2I), transcript variant 5, 
mRNA 


NMJ)01518 


Homo sapiens general transcription factor \% i (GTF2I), transcript variant 4, 
mRNA 


NM_O33001 


Homo sapiens general transcription factor n, i (GTF2I), transcript variant 3, 
mRNA 


NM_O33000 


Homo sapiens general transcription factor II, i (GTF2I), transcript variant 2, 
mRNA 


NMJ)32999 


Homo sapiens general transcription factor II, i (GTF2I), transcript variant 1, 
mRNA 


NM 002904 


*T • 1""V ^ T A 1 • 1 * . • /T* 1"NT\ YV\ -VTA 

Homo sapiens RD RNA-bmding protem (RDBP), mRNA 


NM 002755 


Homo sapiens mitogen-activated protein kinase kinase 1 (MAP2K1), mRNA 


NM 012453 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 1, mRNA 


NM 006347 


Homo sapiens peptidyl prolyl isomerase H (cyclophilin H) (PPIH), mRNA 


NM 001631 


XT • 171" 1 1a ■ , . • t /AT T\T\ T** "VTA 

Homo sapiens alkaline phosphatase, intestinal (ALPI), mRNA 


NM 021151 


Homo sapiens carnitine O-octanoyltransferase (CROT), mRNA 


XTfc K f\f\ C f\C\f\ 

NM 005090 


Homo sapiens phospholipase A2, group IVB (cytosohc) (PLA2G4B), mRNA 


NM_000124 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 6 (ERCC6), mRNA 


NM 020157 


Homo sapiens otoraplin (OTOR), mRNA 


NM 018313 


Homo sapiens polybromo 1 (PB1), mRNA 


NM 018165 


Homo sapiens polybromo 1 (PB1), mRNA 


NM 016503 


Homo sapiens mitochondrial ribosomal protein L30 (MRPL30), mRNA 


NMJ)12139 


Homo sapiens deafness locus associated putative guanine nucleotide exchange f 
(DELGEF), mRNA 


NM 007061 


Homo sapiens serum constituent protein (MSE55), mRNA 


NM 005379 


Homo sapiens myosin IA (MYOIA), mRNA 


NM_000500 


Homo sapiens cytochrome P450, subfamily XXIA (steroid 21 -hydroxylase, 
congenital adrenal hyperplasia), polypeptide 2 (CYP21A2), mRNA 


NM 000063 


Homo sapiens complement component 2 (C2), mRNA 


NM 014078 


Homo sapiens mitochondrial ribosomal protein L13 (MRPL13), mRNA 


NM 02H34 


Homo sapiens mitochondrial ribosomal protein L23 (MRPL23), mRNA 


"VTTV AT /\*yf\f^Af\ 

NM_020249 


Homo sapiens a disintegrin-hke and metalloprotease (reprolysin type) with 
thrombospondm type 1 motif, 9 (ADAMTS9), mRNA 


XTTV A A1 Qf\C\A 

NM 018094 


Homo sapiens Gl to S phase transition 2 (GSPT2), mRNA 


NM. 014180 


Homo sapiens mitochondrial ribosomal protein L22 (MRPL22), mRNA 


NM 014175 


Homo sapiens mitochondrial ribosomal protein LI 5 (MRPL15), mRNA 


NM 015385 


Homo sapiens SH3-domain protein 5 (ponsin) (SH3D5), mRNA 


JN1VI 


nomo sapiens oxij -domain protem 5 (ponsin; (prL3D3), mRNA 


NM 000135 


Homo sapiens Fanconi anemia, complementation group A (FANCA) T mRNA 


NM 005656 


Homo sapiens transmembrane protease, serine 2 (TMPRSS2), mRNA 


NM_021974 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide F (POLR2F), 
mRNA 


NM_004167 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA1 5), transcript variant 2, mRNA 
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NMJ)32965 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA15), transcnpt variant 3, mRNA 


NM_032964 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA15), transcript variant 1, mRNA 


NM 032454 


Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 2, mRNA 


NM 007057 


Homo sapiens ZW10 interactor (ZWINT), transcript variant 1, mRNA 


NM 032997 


Homo sapiens ZW10 interactor (ZWINT), transcript variant 2, mRNA 


NM 003262 


Homo sapiens translocation protein 1 (TLOC1), mRNA 


NM 032470 


Homo sapiens tenascin XB (TNXB), transcript variant XB-S, mRNA 


NM_004166 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 1, mRNA 


NM_032963 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 3, mRNA 


NM_032962 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 2, mRNA 


NM 021219 


Homo sapiens junctional adhesion molecule 2 (JAM2), mRNA 


NM_014456 


Homo sapiens programmed cell death 4 (neoplastic transformation inhibitor) 
(PDCD4), mRNA 


NM 004197 


Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 1, mRNA 


NM_007214 


Homo sapiens SEC63, endoplasmic reticulum translocon component (S. 
cerevisiae (SEC63L), mRNA 


NM 006808 


Homo sapiens protein translocation complex beta (SEC61B), mRNA 


"V Tib AT f\ f\ ■+ /*s r\ 

NM 001028 


Homo sapiens ribosomal protein S25 (RPS25), mRNA 


NM 001022 


Homo sapiens ribosomal protein S19 (RPS19), mRNA 


NM 001021 


Homo sapiens ribosomal protein S17 (RPS17), mRNA 


NM 001020 


Homo sapiens ribosomal protein S 16 (RPS16), mRNA 


NM_001018 


Homo sapiens ribosomal protein SI 5 (RPS15), mRNA 


NM 001017 


Homo sapiens ribosomal protein S13 (RPS13), mRNA 


NM 012423 


Homo sapiens ribosomal protein LI 3a (RPL13A), mRNA 


NM_002907 


Homo sapiens RecQ protein-like (DNAhelicase Ql-like) (RECQL), transcript 
variant 1, mRNA 


NM_032941 


Homo sapiens RecQ protein-like (DNA helicase Ql-like) (RECQL), transcript 
variant 2, mRNA 


NM021128 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide L (7.6kD) 
(POLR2L), mRNA 


NM_006233 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide I (14.5kD) 
(POLR2I),mRNA 


NM_006232 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide H (POLR2H), 
mRNA 


NMJ)02695 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide E (25kD) 
(POLR2E), mRNA 


NMJ)04805 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide D (POLR2D), 
mRNA 


NM_000937 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide A (220kD) 
(POLR2A), mRNA 


1N1VL \)\) i yo 1 


Homo sapiens ets variant gene 6 (TEL oncogene) (ETV6), mRNA 


NM 032973 


Homo sapiens protocadherin 22 (PCDH22), transcript variant c, mRNA 


NM 032972 


Homo sapiens protocadherin 22 (PCDH22), transcript variant b, mRNA 


NM_032971 


Homo sapiens protocadherin 22 (PCDH22), transcript variant a, mRNA 


NM 020403 


Homo sapiens protocadherin 9 (PCDH9), mRNA 


NM 022843 


Homo sapiens protocadherin 20 (PCDH20), mRNA 


NM 032949 


Homo sapiens protocadherin 8 (PCDH8), transcript variant 2, mRNA 
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NM_032457 


Homo saniens BH-nrotncarThprin fiYrain-hM-H^ rPPriTJT\ frinnonW -^^i. _ 

oaiyiviio xjxx pi vwj^auiid in yui dill-llCal I J \JC\^Lfn/ j y uallSCnpT Vanant C 

mRNA 


NM_032456 


Homo saniens BH-nrotoeflHhprin flrrnin-hM-rfl rprrvn^ frQ«cA^«f«o.:«-+u 
aauiuu oapiciio oxi pivLu^auuciui ^urain-ncarij \r\^L/Li/ ) 9 iranscnpt variant D, 

mRNA 


NM_002589 


Homo s aniens B H-nro to p. a H h en n nvrain-hpart^ rppTYH^ fronp^m*«f _ 
x.x\jxh\j oayiysuv u±x pi uiu^auuci in ^uiaui-ncdrL^ v^uxi / ^ uanscnpt vanant a 

mRNA 


NM 016580 


Homo sapiens protocadherin 12 (PCDH12), mRNA 


NM_032420 


Homo SaDiens nrotocadllPrin 1 fraHhi*rvn-1ilr#* 1 > \ rPrTYLTI \ ^ n «n««'^ : 4. i 

ooLji^uo LyiuiuL-auiiciui i ^cdunerui-iiKe i y ix L^Urii i. transcript vanant 2 
mRNA 


NM 032969 


Homo saniens nrotneaHViprm 11 fPf T rYHri1\ fronronW Tmno«if /4 —.dxta 
xx^ixiv oapi&uo ^riuLuu<iuiicixu 1 1 ^rv/L/ni i j 9 uanscnpi van ant a, mKINA 


NM 032968 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant c, mRNA 


NM 032967 


Homo cnnipiic niYYtor*afTVip»ni"i 1 1 ^Df^TYLTI 1\ frnnnm-!r.t .m-ln..* i n\r * 

nuiiiu bcipicnb proioudanenn 1 i {r^urii i transcnpt vanant b, mRNA 


NM_032950 


Homo sapiens matrix metalloproteinase 28 (MMP28), transcript variant 2 
mRNA * 

XXXX%Xf^l» 


NM.024302 


Homo sapiens matrix metalloproteinase 28 (MMP28), transcript variant 1 


NM_006575 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 5 

\lvjLrtx *txVJ J, IllxviN/\ 


NM_004635 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 3 

fiVf AW AW^ mPMA 


MM 002587 


xxuinu aupicub proLoodanenn x {caanerin-iiKe i) frCJUiil), transcnpt vanant 1 
mRNA 


NMJ)04759 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 2 

fiVT APK A PTC tran<?rrmt variant 1 mPlSJA 
\xyxjrxx ivru xvx.^, U allow ipi VaTlani 1, I7lx\J.N.r\. 


NM_032960 


xxwiiiu oapicno xxuiugcn-dciivaieu protein Kmase-acnvatea protein Kinase 2 

(MAPKAPK2^ transcrint variant 9 ml? "MA 


NM_032515 


HomO S aniens Bcl-2-TPlatPfi ovarian Villpr nrrtt^rn Klro (XiCWTJ \ *hD\TA 
ilViUU so^iwio xjl/1 z. itiaicu UVallail nJJlCr prOlCin-ilKe ^15i.'lS.LJ, llllvxNA 


NM 015166 


Homo saniens KTAA0027 nrotpin fMT C i l\ mPMA 


NMJMH795 


HomO Saniens Cadhpnn S tvnp VP-r»arlr»^rir* Araer*ii1«sf /VTM'T^a 

av ^ xaaw ja F iwi ° v/auiitxxu tjpc z., v iZf-ud-unerin ^vascular epitneiium) { v^Doi) ) 
mRNA 


NM 001794 


Homo saniens cadhenn 4 tvne 1 R-raHn<n*in frf*tin5»n /YTitT/n ™t>xt a 
axvaaiv aupitsiio vouutim *r, ijpc i, xx^auiicrin ^reunaij y^lJriH-), niivJN/v 


NM 001793 


Homo sapiens cadhenn 3, type 1, P-cadherin (placental) (CDH3), mRNA 


NM 001792 


Homo sanipn^ faHlipnn 0 t\m#» 1 XF /ttaufA« n u //^•t\tto\ t»xta 

xxwxiiu 2>api^ii5 uauiiciin z,, type i, in -caanenn ^neuronai^ (CJUxlz), mRNA 


NM 004360 


Homo sapiens cadhenn 1, type 1, E-cadherin (epithelial) (CDH1), mRNA 


NM 006137 


Homo QaniPnQ r^T^7 antierpn fnA1\ fr^Ti^ ««D\TA 
xxuxiiu oapicixo \sU f dull gen \P*r 1 ) \\>LJ / ) y mKJNA 


NM_005864 


Homo sapiens signal transduction protein (SH3 containing) (EFS2), transcript 

variant 1 mT?XTA 


NM 032459 


nomo sapiens signal transduction protein (SH3. containing) (EFS2), transcnpt 

variant 0 mP'MA 


NM_032107 


xxuuiu ^dpiciib lcmdi {j) maiignam oram tumor i(j ;mbt protem (Drosophila) ho 
fH-Lf3iMBTi tran^crint variant TT mPTMA 


NM_0 15478 


w aaL/iviia ltuiai yjj xiicuigiidju uram nimor l\d ^mot protein ^L/rosopnila) no 
(H-L(3)MBT), transcript variant I, mRNA 


NM 004318 


Homo saDiens asnartate rjeta-livHroYvlacp ( A ^PT-T\ troYic/*rir«t ^ra^nnf i *-«t>xta 
r y ^ w - Lij o-jpai u^ia uymuAyidbe \f\jjrrtjy Transcnpi vanant l, mKINA 


NM 032468 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 2, mRNA 


NM 032467 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 4 mRNA 


NM 032466 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 3, mRNA 


NM 020164 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 5, mRNA 


NM_014217 


Homo sapiens potassium channel, subfamily K, member 2 (TREK-1) (KCNK2), 
mRNA 


NM_031498 


Homo sapiens guanine nucleotide binding protem (G protein), gamma 
transducing activity polypeptide 2 (GNGT2), mRNA 
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NM Oil 11 1 

1>«1VX \JjLJLL 


xiomo sapiens carooxypepuaase, vneuogeniC-liJce (Cr VJL), mKJNA 


NM 022768 


Homo sapiens RNA binding motif protein 15 (RBM15), mRNA 


XJA/r no 1 707 
1N1Y1 UZ1 ly I 


Homo sapiens eosinophil chemotactic cytokine (TSA1902), mRNA 


NM_014330 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit ISA 

/TJD'D 1 'O 1 ^ A *\ t«DMA 
{rrr IKIjAJ, nUKJNA 


NM 014522 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant a, mRNA 


iNiVl UU.JUU4 


Homo sapiens secreted and transmembrane 1 (SECTM1), mRNA 


NM_002696 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide G (POLR2G), 
mRNA 


JNM_UUUi/3o 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide B (140kD) 
(POLR2B), mRNA 


JNiVl__uui J 12. 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
variant z, mKJN a 




Homo sapiens estrogen receptor binding site associated, antigen, 9 (EBAG9), 
xnKJNA 


INIVI UUj III 


Homo sapiens crystallin, zeta (quinone reductase)-like 1 (CRYZL1), mRNA 


NA/T 004181 


Homo sapiens cAMP responsive element binding protein-like 1 (CREBL1), 
mRNA 


"MM" nnn ^Q9 

1NJ.V1 \j\J\JDyA 


Homo sapiens complement component 4B (C4B), mRNA 


NM 007293 


Homo sapiens complement component 4A (C4A), mRNA 


lNIVl UJZOUj 


Homo sapiens lysyl oxidase-like 3 (LOXL3), mRNA 


iNlVJL UZO!7j / 


Homo sapiens mitochondrial ribosomal protein L34 (MRPL34), mRNA 


"MTV/T fi77^/£7 
1N1YI UZZDO/ 


Homo sapiens nyctalopin (NYX), mRNA 


NIV/T H77ilA7 
lNJLVi_UZZ40 / 


Homo sapiens carbohydrate (N-acetylgalactosamine 4-0) sulfotransferase 8 
(Orlo loj, mKJN A 


NM_016557 


Homo sapiens orphan seven-transmembrane receptor, chemokine related 


NM 016116 


Homo sapiens ankyrin repeat and SOCS box-containing 4 (ASB4), mRNA 


"MTV/f A1 /CI 1 /I 
1N1V1 UiOI 14 


Homo sapiens ankyrin repeat and SOCS box-containing 1 (ASB1), mRNA 


"KTM 01 fil 1 ^ 

1N1VI U XQi I J 


Homo sapiens ankyrin repeat and SOCS box-containing 3 (ASB3), mRNA 


H141QR 


Homo sapiens lysosomal-associated membrane protein 3 (LAMP3), mRNA 


NM_014434 


Homo sapiens NADPH-dependent FMN and FAD containing oxidoreductase 

VlNivl ), mKJN A 


NM_004860 


Homo sapiens fragile X mental retardation, autosomal homolog 2 (FXR2), 
mRNA 




Homo sapiens interleukin 24 (IL24), mRNA 


INIVI UUOj^fl 


Homo sapiens thioredoxin-like 2 (TXNL2), mRNA 


NM_004662 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
variant 1, mRNA 


NM_000029 


Homo sapiens angiotensinogen (serine (or cysteine) proteinase inhibitor, clade A 
(alpha-1 antiproteinase, antitrypsin), member 8) (AGT), mRNA 


NM 004050 


Homo sapiens BCL2-like 2 (BCL2L2), mRNA 


INiVl UU4U45* 


Homo sapiens BCL2-related protein Al (BCL2A1), mRNA 


NM_001623 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 3, 

mJKJNA 


NM_032955 


viuu aiiugiait uixianjiiia iviy idcior i ^ajlt i) 7 transcript variant 1, 
mRNA 


NG_000010 


Homo sapiens genomic cytochrome P450, subfamily HA (phenobarbital- 
inducible) (CYP2A.2@) on chromosome 19 


NM_004847 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 2, 
mRNA 


NM 005452 


Homo sapiens chromosome 6 open reading frame 1 1 (C6orfl 1), mRNA 
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NM_031282 


Homo sapiens immunoglobulin superfamily receptor translocation associated 1 
(1R1 Al), mKNA 


XTTV A AO 1001 

NM_UJ1281 


Homo sapiens immunoglobulin superfamily receptor translocation associated 2 

/TDT A T\ _,T>XT A 


NM 000767 


Homo sapiens cytochrome P450, subfamily HB (phenobarbital-inducible), 
polypeptide o (CYrZoo), mKNA 


JNM VlVLOJ 


Homo sapiens postreplication repair protein hRAD18p (RAD 18), mKNA 


JNM V\)i/i\) 


Homo sapiens B-iactor, properdin (Br), mRNA 


XTN X AO 1 QAA 

JNJVl UZloUU 


Homo sapiens J domain containing protein 1 (JDP1), mRNA 


JNJVl UZU4U4 


Homo sapiens tumor endothelial marker 1 precursor (TEM1), mRNA 


NM_UUOO/Z 


Homo sapiens solute carrier family 22 (organic anion transporter), member 7 
(aLCzzA/), nulNA 


NM uuojyo 


Homo sapiens aiubiquiun (UBD), mKNA 


XTTV A" AAC/l/IC 

JNM UU544D 


Homo sapiens chondroitin sulfate proteoglycan 6 (bamacan) (CSPG6), mRNA 


JNM 01/4:0 


Homo sapiens seo4D (HSRNASEB), mRNA 


XT\/f AA1<10 

JNM UUloJZ 


Homo sapiens alkaline phosphatase, placental (Regan isozyme) (ALPP), mRNA 


JNM U3U//J 


Homo sapiens beta tubulin 1, class VI (TUBB1), mRNA 


NM 020643 


Homo sapiens chromosome 11 open reading frame 16 (Cllorfl6), mRNA 


JNM UZU044 


Homo sapiens chromosome 11 open reading frame 15 (Cllorfl5), mRNA 


INM UZU04Z 


Homo sapiens chromosome 1 1 open reading frame 17 (CI lorfl7), mRNA 


NM 020201 


Homo sapiens 5' nucleotidase, mitochondrial (NT5M), mRNA 


XTTV K A AO O AO 

NM 003203 


Homo sapiens chromosome 2 open reading frame 3 (C2orf3), mRNA 


NM 007175 


Homo sapiens chromosome 8 open reading frame 2 (C8orf2), mRNA 


NM_007023 


Homo sapiens cAMP-regulated guanine nucleotide exchange factor II (CAMP- 
GEFII), mRNA 


NM 006589 


Homo sapiens chromosome 1 open reading frame 2 (Clorf2), mRNA 


XIX vT AAi^lAC 

NM_006105 


Homo sapiens Rapl guanine-nucleotide-exchange factor directly activated by cA 

rco a ~,r> xt a 
(brTVU), mKNA 


JNM UUjoJ/ 


Homo sapiens synovial sarcoma translocation, chromosome 18 (SSI 8), mRNA 


XTN/f AA1011 

NM UU1213 


Homo sapiens chromosome 1 open reading frame 1 (Clorfl), mRNA 


NJV1_UiJZ3j4 


Homo sapiens tumor-associated calcium signal transducer 1 (TACSTD1), 

♦WDXTA 

mKNA 


JNM UUJ4yZ 


Homo sapiens chromosome X open reading frame 12 (CXorfl2), mRNA 


INM i/uj/y/ 


Homo sapiens embryonic ectoderm development (EED), mRNA 


NM U3zoo3 


Homo sapiens hypothetical protein FLJ 14927 (FLJ14927), mRNA 


NM 032813 


Homo sapiens hypothetical protein FLJ14624 (FLJ14624), mRNA 


NM UJZj/o 


T T ... 11. 1* fT~>Y T 1 A A*\ T\ T1XTA 

Homo sapiens myopalladm (FLJ14437), mRNA 


NM Uizioj 


Homo sapiens chromosome 5 open reading frame 4 (C5orf4), mRNA 


JNM UJZZjy 1 


Homo sapiens hypothetical protein FLJ2351 1 (FLJ2351 1), mRNA 


JNIV1 UoZUlZ 


Homo sapiens chromosome 9 open reading frame 5 (C9orf5), mRNA 


XTA/f Al 1 OT> 

NM uiiyzz 


Homo sapiens KALBP1 protein (LOC83859), mRNA 


XTA/f A11 QOA 

NM_U3IoyU 


Homo sapiens cat eye syndrome chromosome region, candidate 6 (CECR6), 
mRNA 


XTA/f 

NM UJ140O 


Homo sapiens chromosome 17 open reading frame 1A (C17orflA), mRNA 


XTA/f (\1f\QAA 

NM U3Uy44 


Homo sapiens chromosome 15 open reading frame 5 (C15orf5), mRNA 


X^tiVJ. UJV/OUU 


nuiiiu bdpicnb onromosome i open reading name zi ^lonzij, mKNA 


NM_030790 


Homo sapiens hypothetical protein CDA08 (CDA08), mRNA 


NM 018312 


Homo sapiens chromosome 1 1 open reading frame 23 (Cllorf23), mRNA 


NM_024298 


Homo sapiens malignant cell expression-enhanced gene/tumor progression- 
enhanc (LENG4), mRNA 


NM 022458 


Homo sapiens chromosome 7 open reading frame 2 (C7or£2), mRNA 


NM 022338 


Homo sapiens chromosome 1 1 open reading frame 24 (CI lorf24), mRNA 
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NM 022163 


Homo sapiens chromosome 15 open reading frame 4 (C15orf4), niRNA 


NM 022107 


Homo sapiens chromosome 6 open reading frame 9 (C6orf9), mRNA 


NM 006781 


Homo sapiens chromosome 6 open reading frame 10 (C6orfl0), mRNA 


NM 019895 


Homo sapiens chromosome 3 open reading frame 4 (C3orf4), mRNA 


NM 012265 


Homo sapiens chromosome 22 open reading frame 3 (C22orf3), mRNA 


NM 021254 


Homo sapiens chromosome 21 open reading frame 59 (C21orf59), mRNA 


NM 020645 


Homo sapiens chromosome 11 open reading frame 14 (CI lorf!4), mRNA 


NM 012112 


Homo sapiens chromosome 20 open reading frame 1 (C20orfl\ mRNA 


NM 018555 


Homo sapiens zinc finger protein 33 1; zinc finger protein 463 (ZNF361), mRNA 


NM 019106 


Homo sapiens septin 3 (SEPT3), mRNA 


NM 020375 


Homo sapiens chromosome 12 open reading frame 5 (C12orf5), mRNA 


NM 020374 


Homo sapiens chromosome 12 open reading frame 4 (C12orf4), mRNA 


NM 020373 


Homo sapiens chromosome 12 open reading frame 3 (C12orf3), mRNA 


NM 020367 


Homo sapiens chromosome 12 open reading frame 6 (C12orf6), mRNA 


NM 020130 


Homo sapiens chromosome 8 open reading frame 4 (C8orf4), mRNA 


NM 019596 


Homo sapiens chromosome 21 open reading frame 62 (C21orf62), mRNA 


NM 019063 


Homo sapiens chromosome 2 open reading frame 2 (C2orf2), mRNA 


NM 018956 


Homo sapiens chromosome 9 open reading frame 9 (C9orf9), mRNA 


NM 017586 


Homo sapiens chromosome 9 open reading frame 7 (C9orf7), mRNA 


NM 018691 


Homo sapiens chromosome 5 open reading frame 3 (C5orf3), mRNA 


NM 006134 


Homo sapiens chromosome 21 open reading frame 4 (C21orf4), mRNA 


NM 016940 


Homo saniens chromosome 21 ooen reading frame 6 fC21orf6^ mRNA 


NM 017438 


Homo saniens chromosome 2 1 onen reading frame 1 8 f C2 1 orfl K\ mRNA 


NM 013265 


Homo sapiens chromosome 1 1 open reading frame2 (CI lorf2), mRNA 


NM 016190 


Homo saniens ebromo^ome 1 onen readinc framp 10 (C 11 ] nrflOA mPN A 

X.±\JXXX\J OA^lWlJto Wlii. \JLH\JO\JllL\* X i \sa\X±XXf£ i.1 CLllX\s L \J X VJL X X\J Jj 1 1 LL VI T IV 


NM 015927 


Homo saniens transforminc* orowth factor beta 1 inrinrprl tranQprint 1 

(TGFB 111), mRNA 


NM 016564 


Homo sapiens BM88 antigen (BM88), mRNA 


NM 016348 


Homo saniens chromosome 5 onen readine frame 4 fC5orf4^ mRNA 


NMJ) 14009 


Homo saniens immune dvsrefnilation nolvendocrinonathv enteronatbv X- 
linked (IPEX), mRNA 


NM 015524 


Homo sapiens chromosome 6 open reading frame 5 (C6orf5), mRNA 


NM 006345 


Homo sapiens chromosome 4 open reading frame 1 (C4orfl), mRNA 


NM 015373 


Homo sapiens chromosome 22 open reading frame 2 (C22orf2), mRNA 


NMJU4205 


Homo sauiens chromosome 11 onen reading frame 5 fCl lorfS'l mRNA 


NM_012264 


Homo saniens chromosome 22 onen reading frame 5 (C22orfV> mRNA 


NM 012111 


Homo sapiens chromosome 14 open reading frame 3 (C14orf3), mRNA 


NM 007211 


Homo saniens chromosome 12 onen reading frame 2 (0\ 9orP2^ mTCNA 


NM 007176 


Homo sapiens chromosome 14 open reading frame 1 (C14orfl), mRNA 


NMJ)06706 


Homo saniens TATA box binding nrotein fTRPVa^oriatpH fartor PNA 
polymerase IL S. 150kD (TAF2S^ mRNA 


NM 006382 


Homo saniens chromosome 17 onen readincr frame 1 A fC1 7orf1 A^ mPNA 


NM_005967 


Homo Saniens NGFI-A bindinff nrotein 2 fFGRl bin din a nrotein ?^ flMAR'Tl 
mRNA 


NMJ)05966 


Homo saniens NGFI-A binding nrotein 1 fFGRl hindincr nrotein "H fNA'R'n 

mRNA 


NM 005663 


Homo sapiens Wolf-Hirschhom syndrome candidate 2 (WHSC2), mRNA 


NM 005491 


Homo sapiens chromosome X open reading frame 6 (CXorf6), mRNA 


NM 005128 


Homo sapiens chromosome 21 open reading frame 5 (C21orf5), mRNA 


NM_004928 


Homo sapiens chromosome 21 open reading frame 2 (C21or£2), mRNA 


NM 004894 


Homo sapiens chromosome 14 open reading frame 2 (C14orf2), mRNA 


NM 004872 


Homo sapiens chromosome 1 open reading frame 8 (ClorfS), mRNA 
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NM 004709 


Homo sapiens chromosome X open reading frame 1 (CXorfl), mRNA 


NM 004337 


Homo sapiens chromosome 8 open reading frame 1 (C8orfl), mRNA 


NM 004913 


Homo sapiens chromosome 16 open reading frame 7 (C16orf7), mRNA 


NM_000956 


Homo sapiens prostaglandin E receptor 2 (subtype EP2), 53kD (PTGER2), 
mRNA 


NM 001586 


Homo sapiens chromosome X open reading frame 2 (CXorfi), mRNA 


NM 001585 


Homo sapiens chromosome 22 open reading frame 1 (C22orfl), mRNA 


NM 001214 


Homo sapiens chromosome 16 open reading frame 3 (C16orf3), mRNA 


NM 001584 


Homo s aniens chromosome 1 1 ODen reading? frame 8 fCl lorflfft mRNA 


NM 003475 


Homo sapiens chromosome 1 1 open reading frame 13 (CI lorfl3), mRNA 


NM 032496 


Homo saniens rho-etnase acti vatin p nrotein ARHOAPQ ^AT^TTrrAPO^ rrVRNA 


NVT 007214 


TTnmrt carwpric rlvnapfin "\ (r\')0\ fTTif v t"frJW trsmof^rirvt variant 1 riVR^IA 
xxvJiiiv oapidio Ujri.ta.Lr iiii J ^pZrx> j jli/HJ J t llallo^lljJl Vol iculL l } IIIXVLN^V 


NM 024348 


Homo sapiens dynactin 3 (p22) (DCTN3), transcript variant 2, mRNA 




WVvmA car\ipnc mpt»6»V«TVf\f»Trfv»-*»TiVicmr k i»r1 ot*r\t* tranc/^rmt 1 nrrvfpin iVfiT* 1 ^ 
JxUiiR/ aapiCIlb lilCgaJvaiy Ul^y LC-CIlilail^CU gClxC IXanovLipi 1 prULClD ^lVJLDvJri 1 J, 

mRNA 


NM 013291 


Homo saniens eleavaoe anH nolvadenvlation sner.ifir fartor 1 I^OVD Qiihimit 

iiuuiu ijajjima wibavagb anil a\j.\*ii.j laLivsix oiJwvllxv laL lUi l 5 otlUtllllL 

(CPSFl),mRNA 


NM 014500 


Homo sapiens HIV TAT specific factor 1 (HTATSF1), mRNA 


NMJ)05567 


Homo saniens lectin salactoside-bindint? soluble 3 bindint? Drotein 
(LGALS3BP), mRNA 


NM 005711 


Homo sapiens EGF-like repeats and discoidin I-like domains 3 (EDEL3), mRNA 


NM_016593 


Homo sapiens oxysterol 7alpha-hydroxylase (CYP39A1), mRNA 


NM 021048 


Homo saniens melanoma antigen familv A 10 fN/f AfrFAIffi mRNA 


NM 021049 


Homo saniens melanoma anrioen familv A S fN/TAOFAS^ mPNA 

xxv/iiivj oapiuiio tiiwiot I wii id cuiiigwll} idlllll jr n.j -J ^ivltlVJ lv/\j y j 1 11XV1 1 xx 


NM 019602 


Homo saniens butvronhilin-like 2 fMHC class II associated^ fRTNI 21 mRNA 

l/Uljri V/^JXXXXXXX IUXv w ^XTXJLXV^ WlUJO XX UOw VV lUlvU^ ■» ' ' ^ ' * J ) 1111\1 li\ 


NM 018002 


Homo saniens oxidation resistance 1 fOXRl^ mRNA 


NM 013392 


Homo saniens nuclear recentor bindine nrotein fNRBP i mRNA 


NM_012396 


Homo saniens nleckstrin homolojrv-like domain familv A member 3 
(PHLDA3), mRNA 


NM 006492 


Homo sapiens aristaless-like homeobox 3 (ALX3), mRNA 


NM_005365 


Homo saniens melanoma antieen familv A 9 fMAGEA9 r mRNA 


NM 005364 


Homo saniens melanoma antigen familv A 8 flVf AGEA8 1 mRNA 


NM 005366 


Homo saniens melanoma antigen familv A 11 fMAfrFA 11^ mRNA 

xivuiu jaLfiviio iiiwiaximi in cuxuig^xi^ xcxxxii ly *Lj X l ylixrx XJil X i Jy ixxxvl^ixx 


NM 024490 


Homo saniens ATPase Class V tvne 10C f ATP IOC* mRNA 


NM 020354 


Homo saniens lysosomal anvrase-lilce nrotein 1 fLALPl^ mRNA 


NM 018655 


Homo sapiens lens epithelial protein (LENEP), mRNA 


NM 016448 


Homo sapiens RA-regulated nuclear matrix-associated protein (RAMP), mRNA 


NM 014763 


Homo saniens mitochondrial ribosomal nrotein LI 9 flS/TRPLl 9^ mRNA 


NM_O06099 


Homo sapiens protein inhibitor of activated STAT3 (PIAS3), mRNA 


NM 004221 


Hnmn saniens natural lciller cell franco Tint A ClsHCd^ mRNA 

xxv^xxiVjF oci^/ivixo iiuiuiai xvxxxv>x i^cn ucuxoisli|Jl *r ^x^ifv^^y llxXVi.^ixx 


NM 002949 


Homo sanipns mitncbondrial nHocnmnl nrotein T 19 fMT^PT 19^ mRNA 

x±\JLii\j od^l&lld lllltU^llvXXVXX XOX llUv/OUllial UlUlCiXl JU 1 Z> 1 IVJLXNJL J_/l^» /j xllxVl^Xk. 


NM 016239 


Homo QflnipriQ mvnsin ^TVA rA/fV 0 1 ^ A"\ mRNA 


NM 005094 


Homo saniens solute carrier familv 97 ffattv nr*ir? trancnrtrtPT , i m<>mKpr ^ 
x±\jixi\j oaiyitiio suiuiv vaiiibi xaiixxljr x. / plenty aOlU U cUidLMJi VClIy llIClllUCl *t 

fSLC27A4^ mRNA 


NMJ)15077 


Homo saniens sterile alnba and TTPAT/Armarlillo motif nrotein ortfioloff of 

xxv/xixv/ oaijxtsiia oiviliv oiLyxxcx cxxxvx llx>x\ X/ xvl llldLllilU lliVJ Lll |J1 VJ LV^lll, ^JlUiV/lU^ VJ1 

Drosophila (SxMlM), mRNA 


NM 013239 


Homo sapiens protein phosphatase 2A 48 kDa regulatory subunit (PR48), mRNA 


NM 022363 


Homo sapiens LIM homeobox protein 5 (LHX5), mRNA 


NMJ)31966 


Homo sapiens cyclin Bl (CCNB1), mRNA 


NM 015559 


Homo sapiens SET binding protein 1 (SETBP1), mRNA 


NM 007178 


Homo sapiens unr-interacting protein (UNRIP), mRNA 


NM 005367 


Homo sapiens melanoma antigen, family A, 12 (MAGEA12), mRNA 
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NM 031275 


Homo sapiens testis expressed sequence 12 CTEX12) mRNA 


NM_032403 


Homo sapiens protocadherin gamma subfamilv C 3 (PCDHGC3 . tranqmnt 
variant 3, mRNA 


NM_032402 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant 2, mRNA 


NM_002588 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3) transcript 
variant 1, mRNA 


NM 014583 


Homo sapiens LIM and cysteine-rich domains 1 (LMCDI^ mRNA 


NM 001389 


Homo sapiens Down syndrome cell adhesion molecule (DSCAM), mRNA 


NM 031894 


Homo sapiens ferritin, heaw Dolvner>tide-1ike 1 7 fFTPT 1 7^ mPxr a 


NM_032098 


Homo sapiens protocadhenn gamma subfamily B, 4 (PCDHGB4), transcript 
variant 2, mRNA 


NM_003736 


Homo sapiens protocadhenn gamma subfamily B, 4 (PCDHGB4), transcript 
variant 1, mRNA 


NM_032938 


Homo sapiens G protein oathwav ^lirmrp^Qnr 9 ffrP^l9 1 troncrt-i-nt iro^o^f i 
mRNA 


NM_004489 


Homo sapiens G protein pathwav suppressor 2 (GPS2 • tran^ennt variant 9 
mRNA 


NM_032442 


Homo sapiens G protein pathway suppressor 2 fGPS2^ trarKerint variant 1 
mRNA 


NM 001887 


Homo sapiens crystallin, beta B 1 (CRYBB 1), mRNA 


NM 005208 


Homo sapiens crystallin, beta Al (CRYBA1), mRNA 


NM 001889 


Homo sapiens crystallin, zeta (quinone reductase} ( CRYZl mRNA 


NM_022132 


Homo sapiens methylcrotonovl-Coenzvme A carboxvlasp 9 fhpta\ CMCm^ 
mRNA 


NM 001288 


Homo sapiens chloride intracellular channel 1 (CLIC1), mRNA 


NM_021624 


Homo sapiens histamine H4 receptor (HRH4), mRNA 


NM 032527 


Homo sapiens hypothetical protein FU14972 fKIAA 1847V mRNA 


NM 005560 


Homo sapiens laminin, alpha 5 (LAMAS), mRNA 


NM_032931 


Homo sapiens hypothetical protein MGC13219 (MGC13219), mRNA 


NM 032924 


Homo sapiens hypothetical protein MGC16040 CMGCA 6040, mRNA 


NM 032920 


Homo sapiens hypothetical protein MGC15873 (MGC15873) mRNA 


NM 032913 


Homo sapiens hypothetical protein MGC14458 CMGCA44*iX\ mRNA 


NM 032893 


Homo sapiens hypothetical protein MGC14336 (MGC1433tf> mRNA 


NM 032889 


Homo sapiens hypothetical protein MGC1 1308 (MGC1 1308) mRNA 


NM 032815 


Homo sapiens hypothetical protein FLJ14639 (FLJ14639) mRNA 


NM 032798 


Homo sapiens hypothetical protein FLJ14503 (FIJ14503 \ mRNA 


NM 032793 


Homo sapiens hypothetical protein FU14490 (FLJ14490), mRNA 


NM 032791 


Homo sapiens hypothetical protein FLJ14477 (FU14477) mRNA 


NM 032789 


Homo sapiens hypothetical protein FLJ14464 (T1J14464 , mRNA 


NM 032769 


Homo sapiens hypothetical protein MGC16212 fMGC16212^ mRNA 


NM 032760 


Homo sapiens hypothetical protein MGC14966 (MGC14966) mRNA 


NM 032696 


Homo sapiens hypothetical protein MGC12269 (TUGPl mRNA 


NM 032665 


Homo sapiens hypothetical protein MGC4640 (MGC4640), mRNA 


NM 032662 


Homo sapiens hypothetical protein MGC1 0600 flVTGCI 0600^ mRNA 


NM 032655 


Homo sapiens hypothetical protein MGC 10997 (MGC10997), mRNA 


NM 032625 


Homo sapiens hypothetical brain protein my040 (MY040), mRNA 


NM 032621 


Homo sapiens X-lmked protein (DJ79P 11.1), mRNA 


NM 032525 


Homo sapiens tubulin beta-5 (TUBB5), mRNA 


NM_005485 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 
like 3 (ADPRTL3), mRNA 


NM 005484 


Homo sapiens ADP-nbosvltransferase (NAD+; poly(ADP-ribose) polymerase)- 
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like 2 (ADPRTL2), mRNA " 


NM_005447 


Homo saDiens nentidvlfflvcine alnha-amidatmo- mnnnnYvapn^^p pnOTT-t^rminai 
interactor (PAMCI), mRNA 


NM_000137 


Homo sapiens fumarylacetoacetate hydrolase ffumarvlacetoacetasel (FAFH 
mRNA 


NM 001888 


Homo sapiens crystallin, mu fCRYM), mRNA 


NM 032608 


Homo sapiens hypothetical protein bkl25H2.1 (BK125H2.1), mRNA 


NM 032607 


Homo sapiens CREB/ATF family transcription factor (CREB-H), mRNA 


NM 032602 


Homo sapiens connexin 62 (CX62), mRNA 


NM 032598 


Homo sapiens testes development-related NYD-SP20 (NYD-SP20), mRNA 


NM 032592 


Homo saniens 1 -aTninnnvrlrvnrnnarip-l -rnrhrwvlat^ exm+V»ocia fT>u a /^c^ ~,d\t a 
- i -* vyj ~ iivy oa^x^iio x aAiiij.AViL»j^iujjiwjjaiic-i-^uiuuAyid.Le synthase ^itajl/aOo j s mK^ A. 


NM 032581 


Homo saniens dnwn-retnilatpH hv fYnnhl $» /TiPOTMXTP 1 a\ *wdkta 1 


NMJ)32579 


Homo saniens colon anrl email intpcHnp-.cn^pi'Ftr* rvctAi'nA i-i/Oi rv»-/-vfek ■»-»-» n. n , j,,. ^. 

uviiiv ou r wuo vviuu aim oiiiaii uiiwoixiic~bl/GI i /1a1Vi' U yoLClIiC^iiCIl UlOlcin preCUTSOr 

similar to FIZZ2/resistin-like protein (HXCP2), mRNA 


NM 032570 


Homo saniens NPC-related nrntein "NT A CYT\ (J$k.CY7X\ mPW A "* 


NMJ)32565 


Homo saniens emonarnil hinHinDTplatpH nrntpin A&\ia5l-Ae*\i-a'7 et#*ml icnmArora 
related protein (EBRP), mRNA 


NM 032561 


Homo sapiens EVG1 protein (EVG1), mRNA 


NM 032555 


Homo sapiens PI 43 protein (P143), mRNA 


NM_032549 


Homo saniens inner mitochondrial membrane nenHHaqf* 9 liW* /TMlV/rP9T ^ 
mRNA 


NM 032548 


Homo sapiens BPOZ protein (BPOZ), mRNA 


NM 015080 


Homo sapiens neurexin 2 (NRXN2), mRNA ] 


NM 005676 


Homo saniens RNA binding motif nrotein 1 0 (Y\ mPTslA 


NM 032526 


Homo saniens cvtosolic nucleotidase T (f^TsT-H mPTsIA 


NM 032483 


Homo saniens R TFAP nrotein TPAP^ mPNA 


NMJ)32094 


Homo saniens nrotocadherin camma QiiHfnmilv A 19 fPfTiWOA 19"\ f r . OM£ , r ,-j» > + 
variant 2, mRNA 


NM_003735 


Homo sapiens protocadherin gamma subfamily A, 12 (PCDHGA12), transcript 
variant 1 , mRNA 


NM_031887 


Homo sapiens pro-melanin-concentrating hormone-like 1 (PMCHL1), mRNA 


NM 032461 


Homo Saniens SPATnIV •familv mpmKpr "R 1 /'QPAMYlilN wiT>XTA 

AAUA11V ' oapu^uo ox/viNA laiiuiy, mcinDCr Dl ^ijrAINA. n L ), mJvJNA ! 


NM_006986 


Homo sapiens melanoma antigen, family D, 1 (MAGED1), mRNA 


NM 005462 


xxvinu oaLJidia iiiciaiiuiiia anugcn, iamiiy I ^ViAvJIlL^l ), mivIN A 


NMJ02375 


Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 1 
mRNA 


NM_030983 


Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 4 
mRNA 


NM_030885 


Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 3, 
mRNA 


NMJ30884 


Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 2, 
mRNA 


NMJ)02374 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 1 
mRNA 


NM_031847 


Homo Saniens mif*rnriibii1<»-accnf»i!>t#*H nrnfpin 9 f\A AT>1\ fro«f>A«*\+ no«««f /i 

uv imv/tutuuuic-o5i>ouiaieu piuicni a, ). nranscnpt variant ^f, 
mRNA 


NM_031846 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 3 
mRNA 


NM_031845 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 2 
mRNA 


NM 032446 


Homo sapiens MEGF10 protein (MEGF10), mRNA 


NM 032417 


Homo sapiens SPANX family, member D (SPANXD), mRNA 
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NM 01 


TT/vmri cgm'pnc enwm TYrnfpin J? CQnP.ifltpH viri+Vi fVip nnrlwic "V nlirnmncnmp fanrilv 
xiuniv bapiCIlo op dill LJiuiwii aooui/iaivu Willi LUG LIULaCUb, -A. OlllUlllUoUIliC, lallllljr 

member Al (SPANXA1), mRNA 


NM 020690 


Homo ^aniens KTAA1085 nrotein rKIAA1085^ mRNA 


NMJ)12121 


Homo sapiens Cdc42 effector protein 4; binder of Rho GTPases 4 (CEP4), 
mRNA 


nm ooimo 


TTatyia c«»Yvi^r»o -riVincnmQl rirnfpin SI /T?P^1 ^» tyVRXJA 

XlUIilU DdpiCIlo lIL/UoUIllal piUlGlU OUA ^JMJUAJ, IIJLIVIN /\ 


NM 022551 


Homo sapiens ribosomal protein S 1 8 (RPS 1 8), mRNA 




nomo sapiens microTUDuie-associatea protein i& \jvu\r Id), transcript variant l, 
mRNA 


XTTVyT AOOA1A 


Homo sapiens microtubule-associated protein IB (MAP IB), transcript variant 2, 
mRNA 


XTTV4* 

INM UUZJ 15 


Homo sapiens microtubule-associated protein 1 A (MAPI A), mRNA 


NM_031366 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 6, mRNA 


NM_031365 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 5, mRNA 


NM.031364 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 4, mRNA 


NMJ031363 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 3, mRNA 


NM.031362 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant z, niKiNA 


NM 000091 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
trans crip i variant i , itlkin/v. 


in ivi__vuz l *tu 


xiomo sapiens neterogeneous nuciear noonucieoproxein xv ^xiiNJxJr J\j, transcript 
variant i , rniviN/v 


NM 01196^ 


nomo sapiens neterogeneous nuciear noonucieoproiein js» ^ixLNivrjvj, transcript 


NM 0^1969 


XiUiiiu bapiciib nctcrugeneuub nuoiear riuuiiuwicuprutctn jv ^riiNivjriv ) } transcript 
variant 9 ttiT?NA 

V (XL la. 11 I , i 1 LLV1 > A 


>JAyf 019414 


tJ/-^Tnr\ caniPnc nrAln'nAtirin 1 Tvr*»/-»i ircAr /'PT? /"VIST 1 \ mP\T A 

nomo octpicno proKmeiicm i precursor ^ri\UJ\ lj, nuviN/\ 


MM 001914 

1N1V1 V/OOZ.1H 


xiuiiiu bapiciib i ctv uumdin iduiiiy irieiiiucr j ^ 1 Cr\±J3 ), iiii\jln/\ 


NM 01S611 


noiiio dapiciib jlmvt lihj hjvu -7 1 protein ^r/\Ly, iniviN/\ 


NM n^DM^ 


xxuiiio bapiciib dpunpoprotein H ^/Vl \Jl^r) 9 nu\xNr\. 


NM 022064 


Hftmn QaniPTiQ Vivr»ntVi<»tir»5i1 nrnfpi n TTT 119^^*5 (VI T19^/\^ mPNA 
XJLvlllw oapiCiid XljrpULllCLlUai piOtCUl Vi^J litJUJ ^fU 1ZJOJ HlIviN/\ 


NM 017971 


Homo sapiens mitochondrial ribosomal protein L20 (MRPL20), mRNA 


NM 016S04 


Wnrnn cantpnc mitr\r»Vin , nH'rio1 i-iK/\er»Tri<i1 T»f/\t<»ir» T 01 /TV/IT? OT 0*7^ ml? XT A 
XxUtiHJ oaptCIlo IIULUL.UUIlLtn.aI IiDOSOmal protein Lj£ 1 ^IVJJNJt LuZ, 1 j 9 LluSSSrx. 


NM 0140^0 


xxuiiiu oapicnb nutucnunundi noosomai protein jlt+z ^iviivri^f z/, mtviNA 


NM 000014 


jLi,yjni\j aapiuia aipila-^-illaUIUglUUUJlIl yjn^WLJy nuvLN^A. 


NM 004RQ1 


xjLuiuu oa.pi ci lb iiiitut/iiunuiiai iiDObumai protein ljj ^iviJtNJri^j j j, mj\iN/\ 


NM 004R64 


xxuiiiu oapiciio piobtd.te uixicrentiauon iaciur ju/vd j t intviN-rv 


NM 0004S4 


xxuxiiu bapiens buperoxiue aismuiase 1, soiuoie ^dmyouopmc lateral sclerosis i 
f adulffi CSOD1 ^ mPNA 


NM 032391 


Homo sapiens small nuclear protein PRAC (PRAC), mRNA 


NM 03 23 82 


T-TnmA ^amWic hvrinfiif*'K/»»1 nrntpin T7T T99*^1 fPT T99^1 ^ mPNA 
AivAiiu oapidib iiypuuietivai protein rLJ^JiJ \r i.j j y iiirvi 


NM 032365 


Homo sapiens hvoothetical nrotein MGC5254 (MGC5254^ mRNA 


NM 032363 


Homo sapiens HEDL2 protein (HEEL2), mRNA 


NM 032335 


Homo sapiens hypothetical protein MGC14797 (MGC14797), mRNA 


NM 032276 


Homo sapiens hypothetical protein DKFZp547E052 (DKFZp547E052), mRNA 


NMJB2272 


Homo sapiens hypothetical protein DKFZp586Gl 123 (DKFZp586Gl 123), 
mRNA 


NM 032260 


Homo sapiens hypothetical protein DKFZp434P144 (DKFZp434P144), mRNA 
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NM 032237 


Homo sapiens hypothetical protein ruziijo {r LA 155 So), mKJNA 


NM 032220 


Homo sapiens hypothetical protein rLjziZoi mKJNA 


NM 032219 


Homo sapiens hypothetical protein FLJ22269 (FLJ22269), mRNA 


NM 032204 


tt * - i - - j-t a* 1 . . .. n 4-n ■* T?T T0 1 COO /T7T TO 1 COO\ ■ ■ T^TvT A 

Homo sapiens hypothetical protem rJU215oo (rUzlSoo), mKNA 


NM 032203 


Homo sapiens hypothetical protein FU21423 (FLJ21423), mRNA 


NM 032202 


Homo sapiens hypothetical protein 1*LJ21404 (FLJ21404), mRNA 


NM 032173 


Homo sapiens hypothetical protein FLJ12747 (FLJ12747), mRNA 


NM 032157 


Homo sapiens hypothetical protem FIJI 1531 (FIJI 153 1), mRNA 


NMJ)32150 


Homo sapiens hypothetical protein DKFZp434P1735 (DKFZP434P1735), 
mRNA 


NMJ)21005 


Homo sapiens nuclear receptor subfamily 2, group F, member 2 (NR2F2), 
mRNA 


NM_020159 


Homo sapiens hypothetical protein DKFZp762K2015 (DKFZp762K2015), 
mRNA 


NM_015449 


Homo sapiens DKFZP586G1722 protein (DKFZP586G1722), mRNA 


NM 015424 


Homo sapiens DKFZP586N2124 protein (DKFZP586N2124), mRNA 


NMJU5235 


Homo sapiens likely ortholog of mouse variant polyadenylation protein CSTF- 
64; KIAA0689 protein (KIAA0689), mRNA 


NM 015068 


Homo sapiens paternally expressed 10 (PEG10), mRNA 


NM 014599 


Homo sapiens EH-domain containing 4 (EHD4), mRNA 


NM J) 14411 


Homo sapiens brain and nasopharyngeal carcinoma susceptibility protein (NSG- 
X), mRNA 


NM 007148 


TT • » r— . • ■§ wrv /f fill ' i Tk\T A 

Homo sapiens zinc finger protem 179 (ZNF179), mRNA 


NMJ)07266 


Homo sapiens XPA binding protem 1; putative ATP(GTP)-brading protein 
(NTPBP), mRNA 


NM 006313 


Homo sapiens ubiquitin specific protease 15 (USP15), mRNA 


NM 005726 


Homo sapiens Ts translation elongation factor, mitochondrial (TSFM), mRNA 


NM 005277 


Homo sapiens glycoprotein M6A (GPM6A), mRNA 


NM 005437 


Homo sapiens nuclear receptor coactivator 4 (NCOA4), mRNA 


NM 001439 


Homo sapiens exostoses (multiple)-like 2 (EXTL2), mRNA 


NM 001287 


Homo sapiens chloride channel 7 (CLCN7), mRNA 


NM_021194 


Homo sapiens solute carrier family 30 (zinc transporter), member 1 (SLC30A1), 
mRNA 


NMJH3986 


Homo sapiens Ewing sarcoma breakpoint region 1 (EWSR1), transcript variant 
EWS-b, mRNA 


NM 001013 


Homo sapiens ribosomal protein S9 (RPS9), mRNA 


NM 005617 


Homo sapiens ribosomal protein S14 (RPS14), mRNA 


NM 006361 


Homo sapiens homeo box B13 (HOXB13), mRNA 


NM 000990 


Homo sapiens ribosomal protein L27a (RPL27A), mRNA 


NM 005821 


Homo sapiens NBR2 (NBR2), mRNA 


NM_003483 


Homo sapiens high-mobility group (nonhistone chromosomal) protein isoform I- 
C (HMGIC), mRNA 


NMJ)02129 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 2 
(HMG2), mRNA 


NM 005959 


Homo sapiens melatonin receptor IB (MTNR1B), mRNA 


NM 005958 


Homo sapiens melatonin receptor 1 A (MIinkia;, itikjna 


NM 004739 


Homo sapiens metastasis-associated 1-like 1 (MTA1L1), mRNA 


NM 021644 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9A, mRNA 


NM_0 12207 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9, mRNA 


NM 019597 


Homo sapiens heterogeneous nuclear ribonucleoprotein H2 (H') (HNRPH2), 
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mRNA 


NM_031203 


Homo sapiens heterogeneous nuclear ribrymirlermrntpin ~M fPTMPPA/Ti fmno^n'nt 
variant 2, mRNA 


NM_005968 


Homo sapiens heterogeneous nuclear ribonucleoprotein M (HNRPM), transcript 
variant l,mRNA 


NM 004966 


Homo sapiens heterogeneous nuclear ribonuclennrotein F fRMPPTft mPMA 


MM 032093 


Homo sapiens preenancv-associated interferon fiTTTFNn mPMA 


NM 020236 


Homo sapiens mitochondrial ribosomal protein LI (MRPL1), mRNA 


NM 016050 


Homo saDiens mitochondrial rihn^nmal nmtpi-n Til /Tv>tdpt 1 1\ w d\t a 


NM_005520 


Homo sapiens heterogeneous nuclear ribonucleoprotein HI (H) (HNRPH1), 
mRNA 


NM 002226 


Homo saDiens iaeeed 2 (JAG?^ mRNA 


NM 006805 


Jrionio saoi ens heterogeneous niicl par Wlir»Tii'irlf>riT\rr»t#»'i-n ah /rnvrDUA^ «,d\ta 


NM_005463 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), 
transcriDt variant 1 mRNA 


NM_031372 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), 
transcriDt variant 2 mRNA 


NM 031313 


Homo sapiens alkaline phosphatase, placental-like 2 (ALPPL2), mRNA I 


NM 005080 


xxuiiiu aajjiciii -/v-uua Dinamg protein I {J\jir 1), niKiN/V 


NM_031267 


Homo sapiens cell division cycle 2-iike 5 (cholinesterase-related cell division 

Controller^ TCDC2L5^ transrrmt variant 0 mPMA 


NM_003718 


Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 

controller) CCDC2L5^ transermt variant 1 mPMA 


NM_000106 


Homo sapiens cytochrome P450, subfamily IE) (debrisoquine, sparteine, etc., - 
metabolizing). Dolvoentide 6 (PYPTT)^ mPMA 


NM.031862 


HOmO Saoiens TTlfimhrSTIP fKWrmAnpnt rlirnmACA-mo 1*7 pnrTnAa •r-rmv.lj-n— o ~ : . 

w ° tt y*w» luwiiuioiic ounipunc'iiL, uiiruino6ome i / , sunace marKer z (pvanan 
carcinoma antigen CA125) (Ml 7S2), transcript variant 3, mRNA 


NM_031858 


axviiiu oapiuna lucuiuicuic ^uiuponenc, cnromosome i /, sunace marker 2 (ovanan 
carcinoma antigen CA125) (M17S2), transcript variant 2, mRNA 


NM_005899 


xxwiiiw oapicua iiiciuuiaiic oumponeni, cnromosome l /, suriace marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 1, mRNA 


NM 032018 


Homo Saniens hvnfttVipfipal riTYYtwn TS[CT<7t\^ATK((\A1 CVWCmtz A'^Kif\An\ n\TA 

AiAsmu oapx^iio iiypuuicut/di protein jjj\jr£#pj*4- /JNU43 vJL/AJr/JrD47N043) mRNA 


NM_0 14469 


Homo sapiens testes-specific heterogenous nuclear ribonucleoprotein G-T 
(HNRNPG-T} mRNA 


NM_002137 


JHLOmO SJlDlCnS flfitPrOOPTlPfMlC Tllir*1<*Qf* r-i'Vv/vrii i r»1 /~wfa-i-*i A "~t /D 1 /TLTXTT>T» A 1 \ 

o&piwiio iicLciugcticuub nucicar noonucieoprotem AZ/JdI (HNK_r A2B1) 
transcript variant A2, mRNA 


NM_031243 


HOmO S a01 hetPTAOPTlPfMlC nnnlpar t*iV*rkr-mr»1«/v«*»^vfa-I*» A O AD 1 /TTXTTl T> A on 1 \ 

XJ.VU1V qoj^awio iit-tciugcucuub nut/icar riDonucieoprotein AZAdI (HNKJrA2131) 
transcript variant Bl, mRNA 


NM_031157 


HOmO SaDiens heterOPPTIPmiQ minlpar riV»r»-mir»1<arkn-rrtf-oi"-r» A 1 /TTXTD "D A l\ 

v «t*j^rAWA*»5 Ai^twiugciicuub iiuuicdr noonucieoproiem /\I ^HJNrvrAI^, 
transcript variant 2, mRNA 


NM 009585 


Homo sapiens angiotensm receptor 1 (AGTR1), transcript variant 2, mRNA 


NM 032049 


Homo sapiens angiotensin recentnr 1 f A(yTR 1\ tm-nQr-rlnf variant ^ _,t>\ta 


NM 031850 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 4, mRNA 


NM 004835 


Homo Sapiens angiotensin recentor 1 /'A OTP. "\\ trancrrmt uon'ant i -t«t>xta 


NM 000685 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 1, mRNA 


NM 003965 


Homo sapiens chemokine fC-C motif) receptor-like 2 (PfTRT ?) mRNA 


NM_006641 


Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript variant B 
mRNA 


NM_031200 


Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript variant A, 
mRNA 


NM_031409 


Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 2 
mRNA 
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NM_004367 


Homo sapiens chemokine (C-C motif) receptor 6 TCCRfi^ transmit variant i 
mRNA 


NM 031371 


Homo sapiens RBPl-like protein (BCAA), transcript variant 2, mRNA 


NM 016374 


Homo sapiens RBPl-like protein (BCAAV transcrint variant 1 «vr>ja 


NM 004281 


Homo sapiens BCL2-associated athanoeene 3 mAG^ m"RTsJA 


NM 032048 


Homo sapiens extracellular glycoprotein EMILIN-2 nrecur<;nr f fmtt tnt ?^ 
mRNA 


NM 032046 


Homo sapiens mosaic serine protease (MSP), mRNA 


NM_032045 


Homo sapiens krinele-containine transmembrane nrntHn* Vr\na\^^nA^n M n A 
marking the eye and the nose (KREMEN), mRNA 


NM 032044 


Homo sapiens regenerating eene tvoe IV (RFG-r\A nVRTMA 


NM 032041 


Homo sapiens neurocalcin delta (NCALD), mRNA 


NM_032039 


Homo sapiens hypothetical protein DKFZp761D021 1 (DKFZP761D021 1), 
mRNA 


NM 032038 


Homo sapiens spinster-like protein (LOC83985), mRNA 


NM_032020 


Homo saniens hvDothetical nrntein MfrPI "^14 cfm-ila*- fii^Jn^ «r«»u_ t i 
ivpwu^u^ai yi \j icni ivivj ij> i *+ sunnar to iucosioase, alpna-Iv- 1 

tissue (MGC13 14), mRNA 


NM 032016 


Homo sapiens hvoothetical nrotein MfTpl?5i f\AC*c % '\i t \\\ mi?\TA 


NM_000323 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 

uYyTOlQ Carcinoma 1 TTir.Qr.Vi Qnn in a Hic^ac/^ rP"FT"\ 4rqti«A«>i«i4> if«J..i i n xt a 

— i — vmviiiviijfl x, ijjiai/uapiuiig ui^casc^ yjvJDi ) 9 transcript variant l, mRNA 


NM_020975 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 

thyroid carcinoma 1. Hirschsoruna di^ea^p^ rRFT^ troncr^int , rar j ot -f *■> _,n\TA 
— & x > uAo^aap^ yxvjLy j. j 9 Lransmipi variant z, mKJNA 


NM_020630 


Homo sapiens retnroto-oncopene fmnltmlp enHrkrrfn** rj^n^incio a n A »„ fl j„n„«, 
* ^wiwuvvgw* ^iiiuinpio ciiuuuriiic neoplasia ano. medullary 

thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 4, mRNA 


NM_020629 


Homo sapiens ret proto-oncoeene fmultinle enHnrrin** n^nni?»cio <*r*A m**Ai,M™-. r 
~ r vw yiiiuiupi^ ciiuuLiuic neoplasia ano meuuiiary 

thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 3, mRNA 


NM_016817 


Homo sapiens 2'-5-oli2oadenvlate synthetase 9 (MJT\ VTYi ^haqo^ t*-o*,„o«„+ 

* vii b UUUV11 ; icii.^/ ojrumtiaac Z. ^u?"/ 1 KJL/J ^UAuZ ), lTcffl Script 

variant 1, mRNA 


NM 006187 


Homo sapiens 2'-5'-olieoadenvlate svntheta^p ^ Hon vrrt /TkAQ'n *wdxta 


NM_002535 


Homo sapiens 2-5'-olif?oadenvlate synthetase ? f6Q-7i vrrt fnAQ9\ fM*.^^:^ 
" «**5vcMiwiijriai.& o^iiuicuidc z, v o:/-/ 1 kjlm (u/voz), transcrTDt 

variant 2, mRNA 


NM_002342 


Homo sapiens lvmphotoxin beta recentnr fi'NKR cimprfamiK/ momkAt. i\ 
(LTBR), mRNA 


NM_002136 


HomO Sapiens hetero&eneou"? nilHear riKnniirl^n™rrit<»ir» A 1 /TTMT>D a n 

transcript variant 1, mRNA 


NM 001885 


Homo sapiens crystallin. abha B (CRYAR^ mRNA 


NM_015139 


Homo sapiens Ut)P-clucuronic aeiH/rn^PJsJ-ar*»t\/1aji1»^+rieorYiiVio. ^,,^1 
* w*^x a\*uM kjljz i>i "acetylgalactosamine dual 

transporter (UGTREL7), mRNA 


NM_024333 


Homo sapiens fibronectin type 3 and SPRY domain-contain in a nmt^« rpenn 


NM 017947 


Homo sapiens molybdenum cofactor sulfurase ffTMCS^ mPNA 


NM 017934 


Homo sapiens pleckstnn homology domain interacting nrotein fPWTP'l nYPMA 


NM 016492 


Homo sapiens homolog of yeast MOG1 (MOG1), mRNA 


NM 014185 


Homo sapiens homolog of yeast MOG1 (MOG1), mRNA 


NM 031965 


Homo sapiens haspin (GSG2), mRNA 


NM 031952 


Homo sapiens NYD^SP16 protein (NYD-SP16), mRNA 


NM 031950 


Homo sapiens Ksp37 protein (KSP37), mRNA 


NM 031949 


Homo sapiens NYD-TSPG protein (NYD-TSPG), mRNA 


NML031945 


Homo sapiens oculospanin (OCSP), mRNA 


NM 031943 


Homo sapiens 1FP38 (IFP38), mRNA 


NM 031942 


Homo sapiens c-Myc target JPOl f JPOl), mRNA 


NM 031941 


Homo sapiens Affi-75 binding protein protein (MCC2), mRNA 
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NM 031938 


Homo sapiens putative b,b-carotene-9',10'-dioxygenase (B-DIOX-II), mRNA 


NM 031937 

XiXYX UJ 1 7 J / 


TTnmn «flnien« FBP50-PD7 interartnr nf fA Vt\ CKP\t\&\ tnSMA 


NM 031921 


Homo sapiens AAA-ATPase T0B3 (TOB3) 4 mRNA 


XNxVx UJ171J 


xiumu sapiens v^jl»jl»x-<o pruiein ^V-/J_.JUJL'o ) 3 niKJNA 


xNxYx__vj iy 1 1 


xiomo sapiens compxement-ciq lumor necrosis iactor-reiatea protein 7 (CJTRP7), 
mRNA 


NM miQIfl 


noxnu bdpienb ouxiipiciricni-ciq lumor necrosis iactor-reiatea protein o (CiRFo) 
mRNA 


NM 0^1 QOQ 

X^IXVX VJ L*r\Js 


numo sapiens uuiiipicuicin--c i q tumor necrosis iactor-reiatea protein 4 ( (JTRP4) 
mRNA 


NM 0^1 904 

X^IXVX V«7 1J'V/ 4 T 


xiumu sapiens nypuuicucdi protein r v^okjhh ^rJvoVj^W , y, mKINA 


NM 01 19m 

X^IXVX 


xiumu sapiens iiuLuuiiuiiuriai nuosomai protein jloz ^jYLxCJr JLjZJ, mxCINA 


NM 031900 


Homo sapiens alanine-glyoxylate aminotransferase 2 (AGXT2), mRNA 


1N1V1_U D I oy 1 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 6 

^v^/W^lN V.JO J, nixSJLN/V 


NM 011896 

x^xVJL_UO 1 027u 


nomo sapiens caicium cnannei, voixage-aepenaent, gamma subunit 7 

^V-//\\^l>l vJ / J, ITlxvlNrV 


NM 011919 

INIVX VJ17J7 


nomo sapiens x5-^y protein ^uzi/j, mKiNA 


NM 011 886 

X^XVX UJIOOU 


nomo sapiens potassium voitage-gatea cnannei, snaker-relatea subiamily, 
memher 7 n<T , NA7^ mRNA 


NM 020992 


a J-'-'iiAvJ oapicixo Ai/ti aiiu x^JLLvi UUIilalll 1 ^eixUl^ ^x x-ll ^.1 lVl 1 r THKlNA 


NM 031407 


Homo sapiens upstream regulatory element binding protein 1 (UREB1), mRNA 1 


NM 03058? 


xiumu bdpicnb couagen, type J\. v ill, aipfia l ^UvJJLloAlJ, mKiNA 


NM 020390 


Homo sapiens eukaryotic translation initiation factor 5A2 (EIF5A2), mRNA 


NM 018980 

X^IXYX U1070U 


xiumu bapiens lasie receptor, type z, memoer D ^1 AoZrOj, ixiKINA 


NM 018417 


Homo sapiens soluble adenylyl cyclase (SAC), mRNA 


NM 01 £QA^ 


nomo sapiens taste receptor, type 2, member 16 (TAS2R16j, mRNA 


xNlVl^UU^f / / 3 


womo sapiens UUr-uai:oetaCjIcNAc beta 1,4- galactosyltransferase, polypeptide 
6 (B4GALT6), mRNA ~ * " " ' 


NM 003778 


nomo sapiens UxJr-oai.DetaulcJNAc beta 1,4- galactosyltransferase, polypeptide 
4 (R4frAT T4^ mRNA 


NM 003779 

X lXVX UUJ 1 1 J 


numu bdpicns ui^r-vjai.oetaoicrNAC oeta 1,4- gaiactosyltransierase, polypeptide 
3 (B4GAT Tl'i mRNA 

~J \xj~t\j/^x-/ 1 jj, ixxxVLNrv 


NM 001296 

i^ixvx v/vy iz.7u 


xxuiiiu oauiciia wiciiiuKiiie Duiumg protein z ^L/^jdxtzj, miviNA 


NM 001497 


xiumu 5dpicii£> ux^r-vjai.DetaoiCxNAc oeia ift- gaiactosyltransierase, polypeptide 
1 HB4GALTn mRNA 


NM 014451 

X^IXTX v X I 1 J 1 


rxuiiiu aapiciia r 1 xx -responsive osteosarcoma d 1 protem {d 1 J, mlviN A j 


NM 031265 


xauuxu dduicixb ixiuuiii ana caaiienn-iiKe ^iviu^JJrLLj, transcript variant 4, mKINA 


NM 031264 


xiumu dauiciib inuuin ana caojienn-iiKe ^iviu^JUxiLj, transcript variant 3, mKINA 


NM 017717 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 2, mRNA 


NM 021924 


xxuiiiu 2>dpicni> mucin ana caanenn-iiKe yNiv^iJrii^), transcript variant 1, mKINA 


NM 019855 


Homo sapiens calcium binding protein 5 (CABP5), mRNA 


NM 016367 

X^IXYX VlUJv / 


xiuiiiu idpiciib caicium Dinauig protein o (LAbrj j, mKINA ! 


NM 031204 

XUXVX UJlfrUn 1 


nomo bapiens caicium uinamg protein z (CAJdJtZ J, transcript variant 2, mRNA 


NM 00S201 

XlXVX \J\JjZm \J 1 


nomo sapiens cnemoKine (C-u motii) receptor o mRNA 


NM_000786 


Homo sapiens cytochrome P450 51 flanosterol 14-alnha-demethvlflQe^ ^PYPSn 
mRNA 


NM_030908 


Homo sapiens olfactory receptor, family 2, subfamily A, member 4 (OR2A4), 
mRNA 


NM 001009 


Homo sapiens ribosomal protein S5 (RPS5), mRNA 


NM 001032 


Homo sapiens ribosomal protein S29 (RPS29), mRNA 


NM 001014 


Homo sapiens ribosomal protein S10 (RPS 10), mRNA 
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NM 000991 


Homo sapiens ribosomal protein L28 (RPL28), mRNA 


NMJ)00782 


Homo sapiens cytochrome P450, subfamily XXIV (vitamin D 24-hydroxylase) 
(CYP24), mitochondrial protein encoded by nuclear gene, mRNA 


NM 031226 


Homo sapiens cytochrome P450 subfamilv TOY ^rAmafi'T-atinn r\f ^nAmcr^^ 
(CYP19), transcript variant 2, mRNA 


NMJ)00103 


Homo saniens cvtochrome P450 subfamilv ytv ( a mm a ti h rm Af<>n/it.Afto«^ 
xaviiiv uw^ivuj Lvr\^nx\/ii.ii^ itji/j ouL/±aiiuiy ^vjuv i aroinaiizaiion oi anorogens) 

(CYP19), transcript variant 1, mRNA * 


NM_000498 


Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1-beta-hydroxylase), 

DOlvoeotide 2 fCYPl 1B2^ mitorhrmHrial nrrtfpin c*-r\nr\At±A Ivi* muaW 

^vijr^v|/uuv *m x j. i L±j£tj 9 uuLuvsiiuiiuiiai prutcm cdcoqcu oy nuciear gene 
mRNA 


NMJ)00102 


Homo saoicns cvtochrome P450 snhfamilv yvif fctm-m/i 17 oirj^o 
hydroxylase), adrenal hyperplasia (CYP17), mRNA 


NMJ)00497 


Homo saniens cvtochrome P4S0 cnhfamilv yir fc+^miA 1 1 u a M u-. r ^<^^.^~. ,1 „ „ ^\ 
AAvuiw ju^ivua Lwiii uiuc itjv, ouuiaxLuiy .a LP ^steroid 1 1 -Dcia-fiyoroxytflse ) ? 

DOlvDCDtide 1 fCYPl 1B1 1 mitochondrial nrntein #»-nrr»H*»/1 1™ nnoloof A 

r v *v n r ****** * v. * * xxj *■ j) iiuiuviiuuui iai ^uuLwiij cxiuuucQ oy nuciear gene 
mRNA * 


NMO 17460 


Homo saniens cvtochrome P450 snhfamilv TTTA {ninh^Ainin** rt vi/io£<^ 
jw^iwiio w jr iwi^iij. inju, ouuiaiiiiiy jixrv. ^nipnecnpine oxioasej, 

polypeptide 4 (CYP3A4), mRNA 


NM_0 18482 


Homo saniens develonment and differentiation ^nVianr^Yirr i^frw 1 /tytydt?i\ \ 

aawauv uu^iviid uvTV/iupii^iit cuiu. uuiwJ wilvlclUtsIl ClliltillL/irili Ia.Cl.0r 1 iUxJCir if 

mRNA 


NM 016366 


Homo saniens calcium ViinfliTifx tYr/vfAfn 0 /V* ATiOO^ frnnnnmnt tm« MM i 1 t»\ta 

xawiav/ oapi^ia ^aioiLmi uxiiumg pruicm z. \\,i\prz) 9 transcript variant 1, mKNA 


NMJ)07255 


Homo Sarjiens Xvlosvlnrotein hetal 4-aa1artn<2\/ltraricf*»rac<» rksO-imcm+ir-ia n 

v ivjoy i^jivji&iu ucwij^-gciiauiubyiirdiisierase, poiypeptioe / 
(galactosyltransferase D (B4GALT7 1 mRNA 


NM_006668 


Homo sapiens cytochrome P450, subfamily 46 (cholesterol 24-hydroxylase) 
(CYP46),mRNA 


NM_O00781 


Homo sapiens cvtochrome P450 subfamilv XT A fcholecterni cir?*- nhoin 
cleavage) (CYP1 1A), nuclear gene encoding mitochondrial protein, mRNA 


NM_ 000579 


Homo sapiens chemokine (C-C motifs recentor S (CCns\ mi? ma 


NMJ)01295 


Homo sapiens chemokine fC-C motifs recentor 1 (PfR 1 ^ mPMA 


NM_031492 


Homo sapiens hypothetical protein similar to RNA-binding protein lark 
(MGC10871), mRNA 


NM 031488 


Homo sapiens hypothetical nrotein DKF7n7fi1 Tl 41 nytcvrpjAi ti ai ^ ^d\ta 


NM_031469 


Homo sapiens SH3 domain binding glutamic acid-rich nrntein liv** o 
(SH3BGlU,2),mRNA 


NM 031468 


Homo sapiens calneuron 1 (CALN1), mRNA 


NM_031462 


Homo sapiens hypothetical Drotein DKFZn761H2024 (DKF7P761 w?n?4^ 
mRNA P P (DKFZP/61H2024), 


NM 031458 


Homo sapiens B aggressive lymphoma eene (BAD mRNA 


NM_031445 


Homo sapiens hypothetical protein MGC4268 (MGC4268), mRNA 


NM 031440 


Homo sapiens transmembrane nrotein 7 fTMEM7 1 mRNA 


NM 031429 


Homo sapiens retbindin (RTBDN), mRNA 


NM 031427 


Homo sapiens hypothetical protein MGC12435 (MGC\ 243 ^ mR>JA 


NM 031426 


Homo sapiens hypothetical protein FU12783 (FU12783), mRNA 


NM 031422 


Homo sapiens GalNAc-4-Sulfotran<;fpra<:e 9 (CtAJ MAP4<JT 9^ mT?XT A 


NMJ)31415 


Homo sapiens melanoma-derived leucine zipper, extra-nuclear factor (MLZE), 
mRNA 


NMJ)31413 


Homo sapiens cat eye syndrome chromosome region, candidate 2 (CECR2), 
mRNA 


NMJ)22719 


Homo sapiens DiGeorge syndrome critical region gene DGSI; likely ortholog of 
mouse expressed sequence 2 embryonic lethal (DGSI), mRNA 


NM 000669 


Homo sapiens alcohol dehydrogenase 1C (class D, gamma polypeptide 
(ADH1C), mRNA 


NM 000667 


Homo sapiens alcohol dehydrogenase 1 A (class I), alpha polypeptide (ADH1A), 
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mRNA 


NM 018833 

A^IAYA \J X \J\JmJ *J 


Homo saniens transoorter 2 ATP-bindinp ca^^ettp Qiih-familv fN/TTYR/TAP^ 
(TAP2), transcript variant 2, mRNA 


NM 000544 


Homo saniens transnorter 2 ATP-hrnHfna rasQpf+p cnh-fanvilx/ "R f^/ITYP/TAP^ 
(TAP2), transcript variant 1, mRNA 


NM 000593 


Homo saniens transporter 1 ATP-bindine cassette cum-fami 1v VK fMTYR/TAP^ 
(TAP 1), mRNA 


NM 004678 


Homo sapiens variable charge, Y chromosome, 2 (VCY2), mRNA 


NM 012392 


Homo saoiens PEF orotein with a lorur N-termmal TivHrnri'ho'hif Hrwnain /Vi#»flin\ 

ixuiuv oa|;ivuo a a-/a lvivjlvah wicii a. luxig x^i iv*iiixiuai lljr IXlupilUUlvs UUlIialll 1 OCXilll ) 

(PEF), mRNA 


NM 031308 


Homo saniens eoinlakin 1 fFPPK 1 i mRNA 

AAvlllvr JO^lVllO V^siJJiClItAll X ^A-/A A AV. 1 / j lliAVA i A 


NM 031299 


Homo sapiens hypothetical protein MGC2577 (MGC2577), mRNA 


NM 012480 


flnmn sanipns Tinr* fin crpr rrmtpin 7^ ffYicI^ fTNP^'^ -mPXTA 

XXU111U oaLJlbllo ZjIXII/ XJilgGi piULClll / J ^V_AJo l^y ^/ .| >J r / 3 Jy IILlvTN r\ 


NM 030881 

X^IXVX VJVOO X 


xxUxxiu oapiciio xJEitXxJt XI ^/Aop~VjlU~r\la - /TLop/xxlo ^ DUX poiypspuGe 1/ ( /ZKL/J 

(DDX17), transcript variant 2, mRNA 


X^l XVX V vUJOU 


xxoiiiu bdpiciib A^jc,/\L'/rx ^/\sp-oiu-/\ia-/\sp/ xiis ) dox pojypepnQe i / {/ZKD) 
(DDX17), transcript variant 1, mRNA 


NM_003587 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 16 (DDX16), 
mRNA 

lllAvl>XV. 


NM 000478 


Homo sapiens alkaline phosphatase, liver/bone/kidney (ALPL), mRNA 


NM 004820 


nomo bdpicixb ^yiociiroiTic x^H-ju, suDiamiiy vjlld ^oxysieroi / aipna- 

VivHrmrvlflQP^ rMilvnpntiHp 1 /*PVP7R1^ mRMA 


NM 000780 


HftTnn QflTYIPriQ PVtflplrrrMnP PASO enl^fijrrnlAr \/ 1 T A f r-\>r\]e±ci-f>-m\ 7 qItaVio 
XXUiilu oapiciio v»jr LUL/iliuiIlC XTtJU, oUUxalllxiy V ix/v ^CLlOiCbLCrOl / aipila- 

TnntlftnYVCPnflQP^ •nr»1\/r\f»ritir1<* 1 ( ^\HP7 A 1 ^ niir<1p<)r npnp ^•ne>/\A^r%e* 

ij.iuuuuA.y t^ciKiocy, puijrpcpuuc x ^L-ir ffxijy iiuuicaT gene encociing 
mitochondrial protein, mRNA 


NM 016166 

X>XtX X/XUAUU 


xxuiiiu &d.picub xjiiit\xji xx ^x^p-oiu-/\ia-/\5p/xiis^ dox omauig proxein 1 
fDDXBPn mRNA 


NM 016373 


Homo saoiens WW domain-con tainin v nyiHorpHnrtaQP AVWDY\ mPTvIA 

AAV1A1V/ OU|/lWlli7 TT T T tlUllWlAll^/UllUClllXlXlg VJA1UUI VUUvUtOW ^ VV V V J , 1X1XVX TXi. 


NM_024164 


Homo sapiens tryptase beta 2 (TPSB2), mRNA 


NM 003294 


Homo saniens trvntase beta 1 fTPSRI^ mRNA 


NM 031310 


Homo saniens fene^lratpH-pndntbplial linVprl QfnmtriTP nrnfpm* PV-1 -nrnfp-in 

ixviiiu jopiwiij iw iVfOU ai&U"VUUU Ul&llal XXIXIVWU oLLU^lUXC UXULwXAI, X V I piULCIO 

(PV1), mRNA 


NM 031302 


Homo saoiens evcosvltransferase (T OC8146R i mRNA 


NM 031300 


Homo saniens hvnothetical orotein MGP2^8^ CMCtCIWI} mRNA 


NM 031297 


Homo saniens hvnothetical orotein DKF7n7fi1 HI 71 0 rDl<CF7P7fil HI 71 ffi 
mRNA 


NM 031287 


Homo sapiens hvnothetical orotein MGC3 1 33 (MGC3 1 33^ mRNA 


NM 031286 


Homo sapiens SH3BGRL3-like nrotein ( r SH3BGRL3 > > mRNA 


NM 031285 


Homo sapiens hvoothetical orotein PP1 057 fPP1057i mRNA 


NM 031279 


Homo sapiens alanine-glyoxylate aminotransferase 2-like 1 (AGXT2L1), mRNA 


NM_030970 


Homo sapiens hypothetical protein MGC3771 (MGC3771), mRNA 


NM 014357 


Homo saniens skin-snecific nrotpin OTP^^ mRNA 


NM 030590 


Homo saoiens matrilin 4 fN/f ATNaI i trancrrint variant *) mRNA 

ixuiuu ooyxwuo uiau illll *t ^XtX^v X 1^I*t^, UcUXaUl lUi> V dl lallL x>, lllXvJ. 1 aa 


NM 031246 


Homo saoiens oretmarirv snppifir hptn-l-olvpn-nrntpin 0 fP^O^ mPNA 


NM 017422 


Homo saniens ralmoHnlin-liVp cVin rrrntpi-n ^PT QP"i mRNA 

aavhaju oaLViwiio \^a.iiixuuuilll~liXV.C oKJll piUlCXll ^\^<l_/OX J, llXXVL^^V 


NM_005956 


Homo sapiens methylenetetrahydrofolate dehydrogenase (NADP+ dependent), 
methenyltetrahydrofolate cyclohydrolase, formyltetrahydrofolate synthetase 
OvlTl^lXmRNA 


NM 005906 


Homo sapiens male germ cell-associated kinase (MAK), mRNA 


NM 006389 


Homo sapiens oxygen regulated protein (150kD) (ORP150), mRNA 


NM 004803 


Homo sapiens organic cationic transporter-like 4 (ORCTL4), mRNA 


NM 030984 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
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V) (TBXAS1), transcript variant TXS-II, mRNA 


NM_001061 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
V) (TBXAS1), transcript variant TXS-I, mRNA 


NM_000773 


Homo sapiens cytochrome P450, subfamily EE (ethanol-inducible) (CYP2E), 
mRNA 


NM 030592 


Homo sapiens matrilin 4 (MATN4), transcript variant 3, mRNA 


NM 003833 


Homo sapiens matrilin 4 (MATN4), transcript variant 1, mRNA 


NM 005355 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 2, mRNA 


NM 030615 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 1, mRNA 


NM 004523 


Homo sapiens kinesin-like 1 (KNSL1), mRNA 


NM_005000 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 5 
(13kD, B13) (NDUFA5), nuclear gene encoding mitochondrial protein, mRNA 


NM_004541 


Homo sapiens NADH dehydrogenase fubiauinone^ 1 alnha subcomnlex 1 
(7.5kD, MWFE) (NDUFA1), nuclear gene encoding mitochondrial protein, 
mRNA 


NM_000771 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 
polypeptide 9 (CYP2C9), mRNA 


NM_000772 


Homo sapiens cytochrome P450, subfamily EC (mephenytoin 4-hydroxylase), 
polypeptide 18 (CYP2C18), mRNA 


NM_0 17778 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1-like 1 (WHSC1L1), 
transcript variant short, mRNA 


NM_023034 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1-like 1 (WHSC1L1), 
transcript variant long, mRNA 


NM_000766 


Homo sapiens cytochrome P450, subfamily EA (phenobarbital-inducible), 
polypeptide 13 (CYP2A13), mRNA 


NM 006646 


Homo sapiens WAS protein family, member 3 (WASF3), mRNA 


NM 018560 


Homo sapiens WW domain-containing oxidoreductase (WWOX), mRNA 


NM_014110 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 8 (PPP1R8), 
mRNA 


NM_004109 


Homo sapiens ferredoxin 1 (FDX1), nuclear gene encoding mitochondrial 
protein, mRNA < j 


NM_030671 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 5, mRNA 


NM_030670 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 6, mRNA 


NM_030669 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 3, mRNA 


NM_030668 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 4, mRNA 


NM_030667 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 1, mRNA 


NM_002848 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 2, mRNA 


NM 021979 


Homo sapiens heat shock 70kD protein 2 (HSPA2), mRNA 


NM_024005 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 (DDX3), 
transcript variant 1 , mRNA 


NM_001356 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 (DDX3), 
transcript variant 2, mRNA 


NM 020216 


Homo sapiens arginyl aminopeptidase (aminopeptidase B) (RNPEP), mRNA 


NM 006990 


Homo sapiens WAS protein family, member 2 (WASF2), mRNA 


NM 012467 


Homo sapiens tryptase gamma 1 (TPSG1), mRNA 


NM 007317 


Homo sapiens kinesin-like 4 (KNSL4), mRNA 
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JNJVl V\)**Z.D\} 


PTnmn aniens organic cationic transporter-like 3 fORCTL3). mRNA 


MN/f 00077/1 


TTnmn <;aniem cvtochrome P450 subfamily Ut\ polypeptide 1 (CYP2F1), 
mRNA 


XNlVl_UU\i /oy 


Hatyio <?aniens cvtochrome P450 subfamily IIC (mephenytoin 4-hydroxylase), 
polypeptide 19 (CYP2C19), mRNA 


XTN/T 011790 
JNJV1 UjIZZv/ 


TTomn Qar»ipn«; PYK2 N-tenninal domain-interactine receptor 1 (N1K1), mRNA 


NM 031212 


Homo sapiens hypothetical protein NPD016 (NPD016), mRNA 




Urvmrv ronipnc T ATI -1TA/f nrotpin n ATI -3TTVft mRNA 
riomo sapiens j^tvj. i j iava pjuicm vj-»-*v a aava /> AA - u - vi ^-^*' 


iNM \)5ilA)y 


Urtm/\ canipnc tPNA-cnianinp tran^olvco^vlaKe rTCrT^ mRNA 
JtlOmO SoplCno IXvl > .TV guanine uaj.logijrwuoyiao^ x. / 9 il±lsw*x~*. 


NM 031206 


Homo sapiens hypothetical protein FLJ12525 (FLJ12525), mRNA 


NM_006904 


Tj„-, n pontone rtrAfoin Irrnacp TYW A -3 V»tf»H P^tnlvtlP. "Dol VTiPTYiHHp fPRlCDCTi 

jtiomo sapiens proxein Kinase, i-/iN/\-m/Livatcu, caiaiy puijrptyuu& v.- 1 - xxxvj-/ 
mRNA 


NM_030963 


riomo sapiens nypoinencai protein j^jsxzjptjHwi**^ / ^j^rkjrz-xt jnuitz, 
mRNA 


NM 030931 


riomo sapiens epiaiaymai secretory proiem conj.i \i2ro.ri j.^j y uu\i^r\ 


\T» jt A1AAAC 

NMJ)30905 


riomo sapiens oiiactory receptor, iamiiy suDidimiy j, mcmuci & \ kji\^j^j 9 
mRNA 


NM_030903 


riomo sapiens onaciory recepior, iamiiy i> y ©uuianuiy w, mcmuw i v viu< TT ^/j 

TYlPMA 


NM 012377 


Homo sapiens olfactory receptor, family 7, subfamily C, member 2 (OR7C2), 

mPMA 


NM 030981 


Homo sapiens small GTP-binding protein (RAB1B), mRNA 


NM_030974 


Homo sapiens hypothetical protein DKFZp434N1923 (DKFZP434N1923), 

mKINA 


NM 0309 15 


riomo sapiens nypoineucai proiein i ^/D/\r u / jo \i v^d/it u / j oy, iiirvn-n. 


XTXif AIOO/CO 

JNM_ U3U90O 


riomo sapiens vj proiem cou.pieu.rcL/cpiui unci do ting piuicui, tumpiuuv/ui ^ a h 
uimor necrosis idcior-rciaicu v^oxvj _> / j 9 ii\j\±^r\. 




iiAmn cQT^if*nc r^nmnl^mpTit-r 1 n tiimnr npnn^iQ factor-related nrotein* likelv 
nrthnlna of mouse PORS26 Tcollaffenous reoeat-containinc seauence of 26-kDa 

nrntein^ fCTRP^^ mRNA 


NM 030936 


Homo sapiens hypothetical protein DKFZp434C135 (DKFZP434C135j), mRNA 






NM 030926 


Homo sapiens integral membrane protein 3 (ITM3), mRNA 


NM U3Uo93 


riomo sapiens ^uiji anugen, e poiypcpuuc iizj, uuu>/\ 


NM U14UO/ 


riomo sapiens JLivrio proiem vJ^rvt 107, mt\jLN/\ 


XT\yf 01fl££1 


U nTY1 « conif=>nc nnmpn hnv A^ fROX A^^ mRNA 

riomo sapiens nomeu ooa i\d \^n.\jy^r^j j y uuvln/a. 


NM_U3Uo fy 


rotMone CttiqII ^vmlnfinTicj-rilT/ f*r»Tl cpr\/pH T?MA TPQf*mh1lTlP' (l/T) nOX Small 

riomo sapiens oman cvoiuuouoiiiy uuiiocivcu ivln/a., icotuiuiiu^ ws** oiuan 


NMJH2373 


Homo sapiens olfactory receptor, family 3, subfamily A, member 3 (OR3 A3), 
mRNA 




Homo ^aniens KTAA0998 nrotein CKIAA0998) mRNA 


1N1V1 UjvOOa 


Wnmn canifms nnnlinonrofpin T 9 ( APOI.2^ mRNA 


MM 0096?'} 


Hnmn Qam'pnQ nrpfnIHin 4 fPFDN^ mRNA 


NM 022167 


Homo sapiens xylosyltransferase II (XT2) ? mRNA 


"NTM 0.17^06 
1NJV1 Ui f 3\J\J 


TTnmri cnniPTic nlfartnrv rprentnr familv 7 Sllbfamilv C member 1 fOR7Cl\ 

mRNA 


NM 003372 


Homo sapiens von Hippel-Lindau binding protein 1 (VBP1), mRNA 


NM 016097 


Homo sapiens HSPC039 protein (HSPC039), mRNA 


NM 014646 


Homo sapiens lipin 2 (LP1N2), mRNA 


NMJ)05880 


Homo sapiens DnaJ (Hsp40) homolog, subfamily A, member 2 (DNAJA2), 
mRNA 


NM 006755 


Homo sapiens transaldolase 1 (TALDOl), mRNA 
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NM 005137 


Homo sapiens DiGeorge syndrome critical region gene 2 (DGCR2), mRNA 


NM 000022 


Homo sapiens adenosine deaminase (ADA), mRNA 


NM 003215 


Homo saniens tec protein tyrosine kinase (TEC), mRNA 


NM 018425 


Homo sapiens phosphatidylinositol 4-kinase type II (PI4KH), mRNA 


NM 025238 


Homo sapiens BTB (POZ) domain containing 1 (BTBD1), mRNA 


NM 004248 


Homo sapiens G protein-coupled receptor 10 (GPR10), mRNA 


NM 001642 


Homo sapiens amyloid beta (A4) precursor-like protein 2 (APLP2), mRNA 


NM 0^0891 


TTnTtio saniens qtouo XII secreted Dhosnholinase A2 fPLA2G12i mRNA 


NM 030820 


Homo sapiens hypothetical protein DKFZp564B052 (DKFZp564B052), mRNA 


IN 1Y1__vO U o X O 


T-JYvmn cani^nc Hvnnfhpriral nrntpin DTCF7nS66D1 346 rnTCF7P566D134.6i 

XTUII1U bdL/lCIlo IXYpUvXIVlX^/al pXUlwlIX JL/XVJL /jp~'UUJ_/ I «J*TVJ ^X-/XV-TZ-iX JUUL/ X J*T\JI, 
mRNA 


XITV/f fnOR07 
JNIVx \Jj\Jo\)t 


UnmA conipnc r»1npf»c^ fra'ncnnr+Rr TTTAfpiTi 10 fi"rT T TTI 0^ mPNA 
JuLUlIlVJ odpiCIlo J^lUUUaC LL dXlopUl LG1 piUlCIIX 1V ^VJX-»vJ X Iu i, iiixvln/a. 


JN1V1_UjU /70 


u ATTIA canipnc hvnnthpripal nrntpin DTCT77n434.D04.91 rD!CF7P434D049 1 i 
xxumo Sapiens nypumcuv»ai pxuicxix xvxn^z^phj'tl/v/'t^i ^jl/xvxzul ^ j < tjl-'v/*t^ i ^i, 

mRNA 

IXXXVXN/i. 


NM_030797 


Homo sapiens hypothetical protein DKFZp566A1524 (DKFZP566A1524), 
mRNA 


"MM 0^0788 

XNXYX vJU /OO 


HYvmn sanipns Df%snecific transmembrane nrotein rLOC!81 501^ mRNA 


NM 030787 


Homo saniens factor H-related Drotein 5 fFHR5) mRNA 


NM 030786 


Homo saniens intermediate filament nrotein svneoilin f S YNCOH TNi rnRNA 


NM 030785 


Homo saniens ortholoff of mouse radial sookehead-like 1 H^HLl # mRNA 


NM_030784 


Homo sapiens brain expressed G-protein-coupled receptor PSP24 beta 
(PSP24B) mRNA 


NM 030783 

XNXVX V«JV/ / vJ — ' 


Homo san-iens nhosnhatidvl serine synthase 2 fPTDSS2i mRNA 


NM 030779 


Homo saniens Faff-related eene member 2 rERG2^ mRNA 


NM 030774 


Homo sapiens prostate specific G-protein coupled receptor (PSGR), mRNA 


NM 030772 

XN1YX uJV / /Z, 


T-TrvmA sarvipns ponnp^cin SQ ^rrTAlO^ mRNA 


NM 030764 

XNXVX V J V / V/*T 


1-fnmn sarkipns STT9 Hnmain-nontainincr nbosnbatase anchor nrotefn 1 ^SPAPD 

mRNA 


NM 030763 

XNXVX V»J\//\J«? 


Wornn Qnnipns Tiiiplposornnl HiTiHiTiO' nrotpin 1 fNSRPI^ ml^NA 


NM 0307S7 


Untnn cji'nipnc maVrtn'n finor ■fincpr nfrttpi'n 4 flMT<Tl?N4^ mRNA 

JTU111U oaLJlCilp XXlClIVLrlili) lXllg XXilg&X *T ^XVJ_CSJ.VXN*T^j X11XVXN.TY 


NM 091813 


TTnmn C5i"nipnQ W I'l-l nnH r^MO linmnlnov 1 bnsip Ipnpinp •zitrnpr tmnsprintion 

XXV/IIIU odpldlo X7 ID dXXlX V_/XN\^» llUUlLfiUgjr X, UaalL IwlXvXXXW Z>XiyL7wX IXOXXoUX iL/UviX 

factor 2 (BACH2), mRNA 


TsTM 090810 

IN XVI UZuOl7 


TTnmn cn-nipns IcTTA A 141 1 nrntpin (Kl A A 141 1^ m"RNA 

XXv/lIlU odpiCilo XVXxAJA.X*tX X piULClll ^XNJ^\X».X*T X X Jy XIXXVLN^V. 


TsTM 010751 

xNXVX__U.3v 1 J l 


XlUIIlU ddpiCIlb UaXlDCxipLlUn laL-LUl O ^XCpXCoovb XIlLCXlwlXAJiX £0 CApiCbblUIl^ ^IV/rOJ, 

mRNA 


NM 03 07 54 

XNXYX VJV / J*T 


Wnmn saivipns spnim nmvlr^iH A9 ^SA A9^ mPNA 

XXU11XU 0»pi\*lJO OKsL KXlil oXlXjriUllX A* yuAAL^, LXlXXX^irx 


NM 030752 


Homo sapiens t-complex 1 (TCP1), mRNA 


TsTM 030756 

IN 1YX UJv/ JU 


TTrvmn qjitiiptis tTJ» - ncr > riTifi/M*» far*tor 7-lilr** 9 fHT-fplI inprifi r* TTA/fr^-KnY^ 

XX.U1X1VJ oapibixa LXCUXoUXipilL/XX LCL\*l\Jl l Z< ^X"T-rW/XX optVlilVj XJULVXVJ UV-»A- J 

(TCF7L2), mRNA 


NM 006010 

1NXYX VJl/\Jl/XV 


t-Tf>r-nn canipns aroininp-Tipli mutJitpH in parlv statrp tumors ( ARM WT^ mRNA 
numu o<xpit/iio ox gxiiixic-l xuii, liiuun^u xii vcuijr oio-gt^ luxxi\jxo ^.rxxvxvxx^x y, xxix\_li^x 


NMJ)01182 


Homo sapiens aldehyde dehydrogenase 7 family, member Al (ALDH7A1), 

mRNA 

llXXxXNrA. 


NMJJ00382 


Homo sapiens aldehyde dehydrogenase 3 family, member A2 (ALDH3 A2), 

mRNA 

IllXVlN-rt. 


NM_003486 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 5 (SLC7A5), mRNA 


NM_000694 


Homo sapiens aldehyde dehydrogenase 3 family, member Bl (ALDH3B1), 
mRNA 


NM_000693 


Homo sapiens aldehyde dehydrogenase 1 family, member A3 (ALDH1A3), 
mRNA 


NM_030381 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 3, 
mRNA 
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NM 030380 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 2, 
mRNA 


NM_030379 


Homo sapiens GLI-Kruppel lamily member LrLiz (uLUj, transcript variant i, 
mRNA 


NM_020166 


Homo sapiens meuiylcrotonoyi-L,oenzyme A carboxylase i ^aipnaj ijmliaAsIJ, 

T)XT A 

mRNA 


NM_005270 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 4, 
mRNA 


NM 002381 


Homo sapiens matnlin 3 (MAIN3) precursor, mKJNA 


NM 030583 


Homo sapiens matrilin 2 (MATN2) precursor, transcript variant 2, mRNA 


NM 002380 


Homo sapiens matrilin 2 (MATN2) precursor, transcript variant 1, mRNA 


NM 002379 


Homo sapiens matnlm l , cartilage matrix protein (MATNl), mRNA ! 


NM_000168 


Homo sapiens GLI-Kruppel family member GLI3 (Greig cephalopolysyndactyly 
syndrome) (GLD), mRNA 


NM 003462 


Homo sapiens dynem, axonemal, light intermediate polypeptide (P28), mRNA 


NM 017493 


Homo sapiens Hin-1 (HSE0N1), mRNA 


NMJ)05602 


Homo sapiens claudin 1 1 (oligodendrocyte transmembrane protein) (CLDN11), 
mRNA 


NM 001195 


Homo sapiens beaded filament structural protein 1, filensin (BFSP1), mRNA 


NM 004987 


Homo sapiens LIM and senescent cell antigen-like domains 1 (LIMS1), mRNA 


NM 000412 


Homo sapiens histidine-rich glycoprotein (HRG), mRNA 


NM_024494 


Homo sapiens wingless-type MMTV integration site family, member 2B 
(WNT2B), transcript variant WNT-2B2, mRNA 


NM_004993 


Homo sapiens Machado-Joseph disease (spinocerebellar ataxia 3, 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MJD), transcript 
variant 1, mRNA 


NM_004185 


Homo sapiens wingless-type MMTV integration site family, member 2B 
(WNT2B), transcript variant WNT-2B1, mRNA 


NM 024415 


Homo sapiens VASA protein (VASA), transcript variant 2, mRNA 


NM_004398 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 10 (RNA 
helicase) (DDX10), mRNA 


NM_004397 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 6 (RNA 
helicase, 54kD) (DDX6), mRNA 


NM_004396 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 5 (RNA 
helicase, 68kD) (DDX5), mRNA 


NM_030588 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 9 (RNA 
helicase A, nuclear DNA helicase II; leukophysin) (DDX9), transcript variant 2, 
mRNA 


NM_001357 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 9 (RNA 
helicase A, nuclear DNA helicase II; leukophysin) (DDX9), transcript variant 1, 
mRNA 


NMJ)04660 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide, Y 
chromosome (DBY), mRNA 


NM 019039 


Homo sapiens VASA protein (VASA), transcript variant 1, mRNA 


NM 012382 


Homo sapiens osmosis responsive factor (OSRF), mRNA 


NM_000387 


Homo sapiens solute earner lamily (carmtme/acyicaminne uansiocasej, 
member 20 (SLC25A20), mitochondrial protein encoded by nuclear gene, 
mRNA 


NM 007240 


Homo sapiens dual specificity phosphatase 12 (DUSP12), mRNA 


NM_004940 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 7 (RNA 
helicase, 52kD) (DDX7), mRNA 


NM 004939 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 (DDX1), 
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mRNA 


NM 013366 


Homo sapiens anaphase-promotmg complex subumt 2 (APC2), mRNA 


NM 003791 


Homo sapiens membrane-bound transcription factor protease, site 1 (MBTFS1), 
mRNA 


NM_002251 


Homo sapiens potassium voltage-gated channel, delayed-rectifier, subfamily S, 
member 1 (KCNS1), mRJNA 


NM 006903 


Homo sapiens inorganic pyrophosphatase (SID6-306), mRNA 


NM 020956 


tt • • • /T J rT A A 1 /r<"| rv\ T> XT A 

Homo sapiens penaxin (KIAA1620), mRNA 


NM 015435 


■ww • Jit* r a. ' T\ /- . . /T"\/"\T> T7TXTV T»XT A 

Homo sapiens double ring-finger protem, Dorfin (DORFIN), mRNA 


NM 014338 


Homo sapiens phosphatidylserine decarboxylase (PISD), mRNA 


NM 021954 


Homo sapiens gap junction protein, alpha 3, 46kD (connexin 46) (GJA3), mRNA 


NM 023068 


Homo sapiens sialoadhesin (SN), mRNA 


NM_022821 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeast)-like 1 (ELOVL1), mRNA 


NM 021126 


Homo sapiens mercaptopyruvate sulfurtransferase (MPST), mRNA 


NMJ)30666 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 1 (SERPINB1), mRNA 


NM 024014 


Homo sapiens homeo box A6 (HOXA6), mRNA 


NM 030665 


Homo sapiens retinoic acid induced 1 (RAH), mRNA 


NM 030663 


Homo sapiens mitochondrial capsule selenoprotem (MCSP), mRNA 


NM 030664 


Homo sapiens phosphotriesterase related (PTER), mRNA 


NM 030662 


Homo sapiens mitogen-activated protem kinase kinase 2 (MAP2K2), mRNA 


NM 024896 


Homo sapiens hypothetical protem FLJ23309 (FLJ23309), mRNA 


NM 002183 


tt ■ j 11 /*1 IV— " a \ /TT T"» A \ TI\T A 

Homo sapiens lnterleukm 3 receptor, alpha flow affinity) (IL3RA), mRNA 


NM_021244 


Homo sapiens Rag D protein; hypothetical GTP-binding protein 
DKFZp76 1H 1 7 1 (RAGD), mRNA 


NM_005088 


Homo sapiens DNA segment on chromosome X and Y (unique) 155 expressed 
sequence (DXYS155E), mRNA 


NM 016090 


Homo sapiens RNA binding motif protein 7 (RBM7), mRNA 


NM 013306 


Homo sapiens sorting nexin 15 (SNX15), mRNA 


NM_018362 


Homo sapiens likely ortholog of mouse LIN-7C; mammalian LIN-7 protein 3 
(LIN-7-C), mRNA 


NM 018300 


Homo sapiens zinc finger protein 83 (HPF1) (ZNF83), mRNA 


NM 014754 


Homo sapiens phosphatidylserine synthase 1 (PTDSS1), mRNA 


NM_006140 


Homo sapiens colony stimulating factor 2 receptor, alpha, low-affinity 
(granulocyte-macrophage) (CSF2RA), mRNA 


NM 004043 


Homo sapiens acetylserotomn O-methyltransferase (ASMT), mRNA 


NM_002414 


Homo sapiens antigen identified by monoclonal antibodies 12E7, F21 and 013 
(MIC2), mRNA 


NM 002186 


Homo sapiens lnterleukm 9 receptor (IL9R), mRNA 


NM 030657 


Homo sapiens lens intrinsic membrane protein 2 (19kD) (LIM2), mRNA 


NM 014349 


Homo sapiens apolipoprotein L, 3 (APOL3), mRNA 


NM 022566 


TT ♦ <• •« « , i ■ 1 . ■» /I *T<nT\D1\ T»\Ti 

Homo sapiens mesoderm development candidate l (MESDCl), mRNA 


NM 020727 


Homo sapiens zinc finger protem 295 (ZNF295), mRNA 


NM 012074 


TT A A S x t 1 _ //-1T?T> T\ yl \ . T^l XT A 

Homo sapiens cer-d4 (mouse) homolog (CERD4), mRNA 


IN1Y1 v\Jl/ov)l 


xiomo sapiens msianune receptor xix ^riivrLij, nitvxN/v 


NM_006273 


Homo sapiens small inducible cytokine A7 (monocyte chemotactic protein 3) 
(SCYA7), mRNA 


NM 002395 


Homo sapiens malic enzyme 1, NADP(+)-dependent, cytosolic (MEl), mRNA 


NM 024165 


Homo sapiens PHD finger protein 1 (PHF1), transcript variant 2, mRNA 


NM 002636 


Homo sapiens PHD finger protein 1 (PHF1), transcript variant 1, mRNA 


NM 001082 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 2 (CYP4F2), 
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— .T3XT A 

mRNA 


NM_007253 


Jtiomo sapiens cytocnrome r*iou, suuiamiiy ivr, poiypeptiae o ^L,ijr*wroy, 

mKJNA 


TvTTV/f AAAT7Q 


xiomo Sapiens cyiociiroriic xthju, buuiainiiy ivd, poiypcpuuc i ^ir hjdi^, 

mPMA 


INiVl UUlJlH- 


TT/vmr» canipnc cr(**r\ f*vci 1 Iran cptitvK An fa nfrvr 1 1 W ( Cr 1 * ttiT^XJ A 
XjLUIIIU bdpicno gCIlCIal UalloL/il put/11 laVlUi JJJL> ^VJir^Jj^, JllXvl>x\. 


XTTVyC AA/I 1 0*7 
JNM UU41Z/ 


jtiomo sapiens vjr protein pdinwdy suppicbour 1 ^vjxr o 1 j y nixviN^v 


XTAT AO /MOO 1 

JNM UZ44Z3 


xiomo sapiens oesmocoiiin j ^.ljo^ j Transcript variant use j o, mxviN a 


NM 001941 


Homo sapiens desmocollin 3 (DSC3),transcript variant Dsc3a, mRNA 


NM 004949 


Homo sapiens desmocollin 2 (DSC2), transcript variant Dsc2b, mRNA 


NM 024422 


Homo sapiens desmocollin 2 (DSC2), transcript variant Dsc2a, mRNA 


NM 004948 


Homo sapiens desmocollin 1 (DSC1), transcript variant Dsclb, mRNA 


NM 024421 


Homo sapiens desmocollin 1 (DSC1), transcript variant Dscla, mRNA 


NM 001923 


Homo sapiens damage-specific DNA bmding protein 1 (127kD) (DDB1), mRNA 


NM_000425 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 
Sylvius 1, MAS A (mental retardation, aphasia, shuffling gait and adducted 
thumbs) syndrome, spastic paraplegia 1) (LI CAM), transcript variant 1, mRNA 


NM_024003 


W * T 1 11 11 * 11 /I 1 11 J C 1j/* 

Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 
Sylvius 1, MAS A (mental retardation, aphasia, shuffling gait and adducted 
thumbs) syndrome, spastic paraplegia 1) (L1CAM), transcript variant 2, mRNA 


NM_004ll0 


Homo sapiens ferredoxin reductase (FDXR), transcript variant 2, nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0244l7 


Homo sapiens ferredoxin reductase (FDXR), transcript variant 1, nuclear gene 
encoding mitochondrial protein, mRNA 


NM 023944 


Homo sapiens cytochrome F450 isotorm 4Jb 12 (CYr4Jb 12), mRNA 


NM_022845 


Homo sapiens core-binding factor, beta subunit (CBFB), transcript variant 1, 
mRNA 


NM 022041 


Homo sapiens giant axonal neuropathy (gigaxonin) (GAN), mRNA 


NM_021187 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 1 1 (CYP4F1 1), 
mRNA 


■v TTk Jt A1 AfAA 

NM 019599 


Homo sapiens taste receptor, type 2, member 1 (TAS2R1), mRNA 


NM_017579 


Homo sapiens deleted in malignant brain tumors 1 (DMBT1), transcript variant 
3, mRNA 


NM 015670 


Homo sapiens sentrin/SUMO-specinc protease 3 (SENP3), mRNA 


NM_0 12096 


Homo sapiens adaptor protein containing pH domain, PTB domain and leucine 

* - ■- — _ i.' P / A T1T1T \ T> \T A 

zipper motii (AFrL), mRNA 


XT\ K A AC 1 AO 

NM 005392 


tt . _ A * _ T\T TT\ C . _ a. _ ' . . O /TITTPOX T^ XT A 

Homo sapiens rHD nnger protein 2 (rHrz), mRNA 


XTTV K AAAOAiT 

NM_00089o 


Homo sapiens cytochrome P450, subtamily IVr, polypepude 3 (leukotnene 154 
omega Hydroxylase) (CYr4rJ), mRNA 


JNM UZZOOl 


xiomo sapiens or ajna iamny, memoer u (or axnaoj, mKJNA 


NM 022573 


Homo sapiens TSPYql (TSPYQ1), mRNA 


JNM UzZUoy 


Homo sapiens putative Alrase (HoAyy4/), mKJNA 


JNM UZjzZo 


riomo sapiens nypotnetical protein dJ4i4Ul4.J (JL>J4o4Ui4.Jj, mKJNA 


JNM UzjUli 


Ua-ivia „ n «ia*i r> VTA A 1 AO 1 «*«^;vi /VIA A lA'in «mD\TA 

xiomo sapiens JsJAAlUil protein (KiAAiUi 1 mKJNA 


JNM UZjUZ/ 


xiomo sapiens njrpotneticai protein rJLJ i4Zou (rJLJ i*rZou j, mKJNA 


NM 022102 


Homo sanien^ hvnntripfiral nrnf-pin FT T70QS8 fFT T20958^ mRNA 


NM_021724 


Homo sapiens nuclear receptor subfamily 1, group D, member 1 (NR1D1), 
mRNA 


NM 030570 


Homo sapiens hypothetical protein MGC10902 (MGC10902), mRNA 


NM 025135 


Homo sapiens hypothetical protein FLJ22297 (KIAA1695), mRNA 


NM 024317 


Homo sapiens immunoglobulin-like transcript 10 (ILT10), mRNA 


NM 021822 


Homo sapiens phorbolin-like protein MDS019 (MDS019), mRNA 
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NM 017509 


Homo sapiens ACO for serine protease homologue (HSRNASPH), mRNA 


NM 005583 


Homo sapiens lymphoblastic leukemia derived sequence 1 (LYL1), mRNA 


NM 020070 


T _ 111*1 1 1 1 *1 1 i'JI AT/^T T 1 \ T*»TwT A 

Homo sapiens immunoglobulin lambda-like polypeptide 1 (IGLL1), mRNA 


NM__002383 


Homo sapiens MYC-associated zinc finger protein (purine-binding transcription 
factor) (MAZ), mRNA 


NM 016944 


Homo sapiens taste receptor, type 2, member 4 (TAS2R4), mRNA 


NM 016943 


Homo sapiens taste receptor, type 2, member 3 (TAS2R3), mRNA 


NM 000378 


Homo sapiens Wilms tumor 1 (WT1), transcript variant A, mRNA 


NM 024426 


Homo sapiens Wilms tumor 1 (WT1), transcript variant D, mRNA 


NM 024425 


Homo sapiens Wilms tumor 1 (WT1), transcript variant C, mRNA 


NM 024424 


Homo sapiens Wilms tumor 1 (WT1), transcript variant B, mRNA 


NM_000765 


Homo sapiens cytochrome P450, subfamily HIA, polypeptide 7 (CYP3 A7), 
mRNA 


NMJ)21570 


Homo sapiens BarH-like homeobox 1 (BARX1), mRNA 


NM_000068 


Homo sapiens calcium channel, voltage-dependent, P/Q type, alpha 1 A subunit 
(CACNA1A), transcript variant 1, mRNA 


NM 030574 


Homo sapiens hypothetical protein MGC10327 (MGC10327), mRNA 


NM 030573 


Homo sapiens hypothetical protein MGC10963 (MGC10963), mRNA 


NM 024867 


Homo sapiens hypothetical protein FLJ23577 (FLJ23577), mRNA 


NM 002739 


Homo sapiens protein kinase C, gamma (PRKCG), mRNA 


NM_020548 


Homo sapiens diazepam binding inhibitor (GAB A receptor modulator, acyl- 
Coenzyme A binding protem) (DBI), mRNA 


NM 025176 


Homo sapiens KIAA0980 protein (K3AA0980), mRNA 


NM 003789 


Homo sapiens TNFRSF1 A-associated via death domain (TRADD), mRNA 


NM 017541 


Homo sapiens crystallin, gamma S (CRYGS), mRNA 


NM 006891 


Homo sapiens crystallin, gamma D (CRYGD), mRNA 


NM 020989 


Homo sapiens crystallin, gamma C (CRYGC), mRNA 


NM 005210 


Homo sapiens crystallin, gamma B (CRYGB), mRNA 


NM 014617 


Homo sapiens crystallin, gamma A (CRYGA), mRNA 


NMJ)02396 


Homo sapiens malic enzyme 2, NAD(+)-dependent, mitochondrial (ME2), 
nuclear gene encoding mitochondrial protein, mRNA ! 


NM 025268 


Homo sapiens hypothetical protein MGC4659 (MGC4659), mRNA 


NM 025244 


Homo sapiens testis specific, 10 (TSGA10), mRNA 


NM 025240 


Homo sapiens B7 homolog 3 (B7-H3), mRNA 


NM 025237 


Homo sapiens sclerostin (SOST), mRNA 


NM 025236 


Homo sapiens HZFwl protein (HZFW1), mRNA 


NM 025235 


Homo sapiens tankyrase 2 (TNKL), mRNA 


NM 025233 


Homo sapiens nucleotide binding protein (NBP), mRNA 


NM 025232 


Homo sapiens hypothetical protein FLJ22246 (FLJ22246), mRNA 


NM 025218 


Homo sapiens UL16-binding protein 1 (ULBP1), mRNA 


NM 025217 


Homo sapiens UL16-binding protein 2 (ULBP2), mRNA 


NM 025215 


Homo sapiens pseudouridine synthase 1 (PUS1), mRNA 


NM 025214 


Homo sapiens CTCL tumor antigen se57-l (SE57-1), mRNA 


NMJ)25212 


Homo sapiens Dvl-binding protein ED AX (inhibition of the Dvl and Axin 
complex) (ID AX), mRNA 


JNiVl \)ZdZ lU 


Homo sapiens type 1 protein phosphatase inhibitor (1-4), mRNA 


NM 025209 


Homo sapiens enhancer of polycomb 1 (EPC1), mRNA 


NM 025205 


Homo sapiens hypothetical protein DKFZp434N185 (DKFZP434N185), mRNA 


NM 025198 


Homo sapiens transcription termination factor-like protein (LOC80298), mRNA 


NM_025193 


Homo sapiens 3 beta-hydroxy-delta 5-C27-steroid oxidoreductas (C(27)- 
3BETA-HSD), mRNA 


NM 025180 


Homo sapiens hypothetical protein FLJ13386 (FLJ13386), mRNA 
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NM 025161 


Homo sapiens hypothetical protein t Uzz l Id (JbLJzz l / d ), mKiN a 


NM 025158 


Homo sapiens hypothetical protein rJUzzZDi (ruzzzj ij, mKiNA 


NM 025148 


Homo sapiens nypouieucai protein tjlj izyoo \rx-j iz^ooi, tiusjn/y 


NM 025137 


Homo sapiens hypothetical protein ruzi^jy (rJ-jzi^f jyj, mKJNA 


NM 025 1 16 


Homo sapiens nypouiencai protein rjuiz/oi ^rj_jiz/oi;, iukina 


NM 025 1 14 


Homo sapiens hypothetical protein ruijoij ^jfu ljoij), itikjna 


NM 025083 


tt ■ t..~~±"L»*.*:««1 t?t TOI 1 OC AJT TO 1 10Q\ rWDXJA 

Homo sapiens hypothetical protein rU/1 llo (ruz i 1^0), mKJNA 


NM 025054 


tt 1 j.i *i ——I TJT TOTIOO /TJT TO^I^ON «iD\TA 

Homo sapiens hypothetical protein FLJ23132 (rU23 132}, mKJNA 


NM 025017 


Homo sapiens hypothetical protein FLJ13892 (rLJ13w2j, mKNA 


NM_025011 


Homo sapiens hypothetical protein FLJ 13744 (rLJ 13 /44), mKJNA 


NM 024995 


tt • v «• i «_? T7T TIO^I £ /TJT T1 O/TI /T\ M D\T A 

Homo sapiens hypothetical protem FLJ12616 (tU 1/616), mKNA 


NM 024987 


f Y -i ,i_ j« _ i a— T?T T1 Ol /C /TJT T10*5/fC^ tmTJXTA 

Homo sapiens hypothetical protein FLJ12345 (FU 12345), mKJNA 


NM 024900 


xx v .1 x* _ 1 _a TJT Til /nn /TJT TOO /tOft \ *mD\TA 

Homo sapiens hypothetical protein £LJ22479 (FLJ2z4/y), mKJMA 


NM 024874 


■ww i ii . • i _ i _ • tct Tl vlOO^ /TJT Tl vt TIC \ — ,D\TA 

Homo sapiens hypothetical protein FLJ14225 (FLJ14225), mKJNA 


NM 024873 


— — . « ,* , • i , • f->T TO 1 1 ^O /T?T T0 1 1 £TO\ __T1 "KT A 

Homo sapiens hypothetical protein FLJ21 162 (FLJ21 162), mRNA 


NM 024861 


Homo sapiens hypothetical protem FLJ22671 (FLJ22671), mRNA 


NM 024836 ! 


Homo sapiens hypothetical protein FU22301 (FLJ22301), mRNA 


NM 024822 


Homo sapiens hypothetical protein FLJ22601 (FLJ22601), mRNA 


NM 024819 


Homo sapiens hypothetical protein FU22955 (FLJ22955), mRNA 


NM 024816 


Homo sapiens hypothetical protem FLJ23282 (FLJ23282), mRNA 


NM 024803 


T-r • t ,1 . • i _ . • T7T T0 1 /TJT T0 1 ££C\ M D\T A 

Homo sapiens hypothetical protein FLJ21665 (FLJ21o65), mKNA 


NM 024795 


■r-r • i a* 1 a • T^T TOO OA A /TJT TOOOAA\ ^.DXTA ! 

Homo sapiens hypothetical protein FLJ22800 (FLJ22800), mRNA ? 


NM_024767 


tt t • 1 .i j* 1 x • TTT T0 1 1 OA /TJT T0 1 1 OA\ — -D\TA 

Homo sapiens hypothetical protein FLJ21 120 (FLJ21 120), mKNA 


NM 024760 | 


tt * i. .1 , ■ i • _ • TTT Tl /I AAA /TJT Tl A AA A"\ -»D\TA 

Homo sapiens hypothetical protein FLJ 14009 (FLJ 14009), mRNA 


NM 024741 


tt t_ ,i i - _i TJT TIOOOO /TJT T 1 O O O H\ *~,T>"KT A 

Homo sapiens hypothetical protein FLJ12827 (JfUlzoi/), mKNA 


NM 024723 


tt 1. ,-i i TJT TOO ylT 1 /TJT TO0/tO1\ *«D\TA 

Homo sapiens hypothetical protein FLJ23471 (1*LJ234/1), mKNA 


NM 024720 


Tr i , * , • i . • T7T TOO C 1 A /TJT TO TCI AN T> XT A 

Homo sapiens hypothetical protem FU23510 (FLJ23510), mKNA 


NM 024698 


rr * .i . • •* j ' TTT T1 O A>1 /I /TJT T1 O A/i A\ — — T3XTA 

Homo sapiens hypothetical protem FIJI 3044 (FIJI 3044), mKNA 


NM 024692 


tt -i ,1 . • i , • t~T T0 1 A^n /TJT T0 1 A/TA\ T3XTA 

Homo sapiens hypothetical protein FLJ21069 (bLJ21069), mKNA 


NM 024689 


TT i .i_ 1 . _ ■ TJT T1 A 1 AO /TJT T1/MAO\ _-T) XT A 

Homo sapiens hypothetical protem FLJ14103 (r LJ 14103), mKNA 


NM 024687 


xx • 1_ xt_ 1 i • T->T TOOA/IA /TJT TO T A/1 A\ -mTJXTA 

Homo sapiens hypothetical protem FU23049 (FLJ23049), mKNA 


NM 024648 


t t i .-• . ■ i . -r-»T TOOOOO ACT TOOOOO\ T>\T A 

Homo sapiens hypothetical protem FU22222 (FLJ22222), mRNA 


NM 024622 


xx ♦ i <i ' . • i ■ TTT TOI AA1 /TJT TO 1 A A 1 N M T)\TA 

Homo sapiens hypothetical protem FU21901 (FLJ 2 1901), inKJNA 


NM 024611 


xx i . i . - i TT Tl 1 O A/T /T?T Tl 1 OflA ««D\T A 

Homo sapiens hypothetical protem FLJ 11 896 (FLJ 11 896), inRNA 


NM 024591 


xx • t -i . • i . • ■■■ ■■ ti iijiA /t?T T 1 1 O >4 A\ .,iT> XT A 

Homo sapiens hypothetical protem FIJI 1 749 (FLJ 1 1749), mRNA 


NM 024561 


xt * * , <• . • « ,» i-if x/^ A /T^T TOOAC/l\ —Ti XT A 

Homo sapiens hypothetical protem FLJ22054 (FLJ22054), mRNA 


NM 024540 


Homo sapiens hypothetical protein FLJ20917 (FLJ20917), mRNA 


NM 024518 


Homo sapiens UL16-binding protein 3 (ULBP3), mRNA 


NM 024515 


Homo sapiens hypothetical protem MGC4645 (MGC4645), mRNA 


NM 024504 


— — — ^ — . 4 . « • 4 i /v\T> T^Vl ^ ^ jt\ T\\T A 

Homo sapiens PR domain contammg 14 (PRDM14), mRNA 


NM 024501 


TT » « -« T-V 4 /T T/\1 1 f \ 4 « T"»*V T A 

Homo sapiens homeo box Dl (HOXD1), mRNA 


NM 006821 


Homo sapiens peroxisomal long-cham acyl-coA thioesterase (ZAP 1 28), mRNA 


NM_O06680 


Homo sapiens malic enzyme 3, NADP(+)-dependent, mitochondnal (ME3), 
mRNA 


XNJV1 Uv/II/'tH 


xiomo sapiens oesmogiein j ^pcmpnigus vulgaris euiLigcxi/ uixvi^rx 


NM 001943 


Homo sapiens desmoglein 2 (DSG2), mRNA 


NM 001942 


Homo sapiens desmoglein 1 (DSG1), mRNA 


NM 024500 


Homo sapiens likely ortholog of mouse polydom (POLYDOM), mRNA 


NM 024498 


Homo sapiens zinc finger protein 117 (HPF9) (ZNF1 17), mRNA 


NM 018943 


Homo sapiens tubulin, alpha-like 2 (TUBAL2), mRNA 1 


NM 015640 


Homo sapiens PAI-1 mRNA-binding protein (PAI-RBP1), mRNA 
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NM 015332 


Homo sapiens KIAA1068 protein (KIAA1068), mRNA 


INM UZZUU1 


Homo sapiens oMAU in tne annsense orientation (JL)AMoj, mKJNA 


MAT AOT7AO 

JNM_UZ1 /Uo 


Homo sapiens leuKocyie-associaiea ig-iiKe receptor 1 (L,AJLK1 ), transcript variant 
a, mKJNA 


MM ft917HA 
1N1VL_UZ1 /UO 


nomo sapiens leujvocyic-ab&uoiaiea ig-iiKe receptor i (JjAiki ), transcnpx variant 


mm nnoos7 


nomo sapiens leuKocyie-aabuciaieu ig-iiKe receptor i (LAxKi j, transcript variant 

n rnT?N A 


1N1V1 uu'ttAH 


TTnrn/\ c«mi#»nc T^AT? , frmiQf*ri"ntir»n f*nr*trvr 1 fPAT?1 \ ml? "MA 
nOUlU odpiCIlo JD*tr lialioUIipilUll JLaUlUl 1 ^C*rP 1 ) 9 IIjUKJ.Nx\. 


NM 018834 


Homo sapiens matrin 3 (MATR3), mRNA 


JNM Ul/oJU 


riomo sapiens ovarian carcinoma lmmunoreacuve antigen (UUiAj, mKJNA 


MM 0fi£Q9A 


riomo sapiens suriacLani, puimonary-associaxea protem az {or* ir azj, mKJNA 


MM 00^41 1 


nomo sapiens suriaciant, puimonary-associatea protem Ai (or ir Al ), mKJNA 


NM 024492 


Homo sapiens apolipoprotem (a) related gene C (APOARGC), mRNA 


JNM 024491 


Homo sapiens plU-binding protem (BITE), mRNA 


JNM_Uo4/z 


Homo sapiens transcriptional co-activator with PDZ-binding motif (TAZ) 
(TAZ), mRNA 


inm ui//9/ 


Homo sapiens BIB (FUZ) domain contammg 2 (BTBD2), mRNA 


NM 002826 


Homo sapiens quiescin Q6 (QSCN6), mRNA 


X7X /f t\ r \Af\'\f\ 

NM_02401U 


Homo sapiens 5-methyltetrahydrofoIate-homocysteine methyltransferase 
reductase (MTRR), transcript variant 2, mRNA 


JNM UU49/Z 


Homo sapiens Janus kinase 2 (a protein tyrosine kinase) (JAK2), mRNA 


NM_UUU7ol 


Homo sapiens cytochrome P450, subfamily I (aromatic compound-inducible), 
polypepude z (CYrlAz), mKJNA 


NM_000l04 


Homo sapiens cytochrome P450, subfamily I (dioxin-inducible), polypeptide 1 
(glaucoma J, primary lniantue) (C Y rlt> l), ixiKJNA 


JNM_UUU4yy 


Homo sapiens cytochrome P450, subfamily I (aromatic compound-inducible), 
polypeptide 1 (CYP1A1), mRNA 


JNM UZ431o 


Homo sapiens immunoglobulin-like transcript 8 (1LT8), mRNA 


NM 021806 


Homo sapiens 2.19 gene (2.19), mRNA 


NM_0062G8 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 1 (ENPP1), 
mKJNA 


JNM UU/U/O 


Homo sapiens Huntingtin interacting protein E (HYPE), mRNA 


JNM_U1oj / I 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
candidate z (ALozCKZ), mKiNA 


NM_015049 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 

^on^i^ofo 1 / AT COn>l\ —DMA 

canuiaate i (AJLoZUKJ mKJNA 


mm wxnifi 

INM UZjUJO 


Homo sapiens aynein intermediate cnam Z (DINA12), mRNA 


MM A99171 
INM UZZ1 / 1 


Homo sapiens 1-cell leuKemia translocation altered gene (1C1 A), mRNA 


MM ni£l98 
INM viOIZo 


nomo sapiens coat protem gamma-cop (ia-H^j i i^ / j, mKJNA 


NM ft91QQQ 
INM \jL\yyy 


nomo sapiens integral membrane protein Id (i i MZB), mKJNA 


NM 091QQ9 


nomo sapiens tnymosin, oeta, identitied in neuroblastoma cells (1MSNB), ! 
mRNA 


NM A91QOA 

inm uz i yy^- 


nomo sapiens zinc ringer protem z / / (ZJNrz / /), mKNA i 


NM 007257 


Homo sapiens paraneoplastic antigen MA2 (PNMA2), mRNA 


NM 021972 

■I ' ATA V/ -i- LSI 4^ 


Homo sanien*; onViinancinp lrtnac<» 1 ^^JPrTRTl^ -mPXTA 


NM 021976 


Homo sapiens retinoid X receptor, beta (RXRB), mRNA 


NM 021963 


Homo sapiens nucleosome assembly protein 1-like 2 (NAP1L2), mRNA 


NMJ)21978 


Homo sapiens suppression of tumorigenicity 14 (colon carcinoma, matriptase, 
epithin)(ST14),mRNA 


NM_021977 


Homo sapiens solute carrier family 22 (extraneuronal monoamine transporter), 
member 3 (SLC22A3), mRNA 
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XTX K AO 1 Ci£.A 

NM 021964 


Homo sapiens zinc linger protein i4o (piL£-Dzj (ZJNr i4o^, mKiN/v 


NM 021966 


Homo sapiens T-cell leukemia/lymphoma 1 A (TCL1A), mRNA 


NM 012186 


Homo sapiens torKnead box bi (bUXhl), mKNA 


MM 012182 


Homo sapiens forkheadbox Bl (FOXB1), mRNA 


NM 006893 


Homo sapiens hgata (LGTN), mRNA 


NM_021955 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide l (GNGTl), mRNA 


NM_021959 


Homo sapiens protein phosphatase I, regulatory (inhibitor) subunit 1 1 
(PPPIRI l), mRNA 


NM_021951 


Homo sapiens doublesex and mab-3 related transcription factor I (DMRTl), 
mRNA 


NM_021960 


Homo sapiens myeloid cell leukemia sequence l (BCL2-related) (MCLl), 
mRNA 


NM_021952 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 4 (Hu 

• t*^x / 1 it a t rrr a \ *\\ T A 

antigen D) (ELAVL4), mRNA 


NM_021949 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 3 (ATP2B3), 
mRNA 


NM 021953 


Homo sapiens forkhead box Ml (FOXM1), mRNA 


NM 021956 


Homo sapiens glutamate receptor, lonotropic, kamate 2 (GRIK2), mRNA 


NM_004886 


T T • 1 * 1 1 j / A 4 \ i • 1 • 1* /"* -1 A 1 ^ 

Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 3 
(Xll-like 2) (APBA3), mRNA 


NM_006557 


TTT * 111 J 1 ^ 1 ■ 1 » • j • » /T"V* ATT*» TV* V 

Homo sapiens doublesex and mab-3 related transcription factor 2 (DMRT2), 
mRNA 


NMJ)02253 


TT • 1* * * -1 • . / TTT « • * 1 * \ 

Homo sapiens kinase insert domain receptor (a type EI receptor tyrosine kinase) 
(KDR), mRNA 


NM 002178 


Homo sapiens insulin-like growth factor binding protein 6 (IGFBPo), mRNA 


NM_003850 


Homo sapiens succinate-CoA ligase, ADP-forming, beta subunit (SUCLA2), 
mKNA 


XTTV If Anions 

NM 003802 


Homo sapiens myosin, heavy polypeptide 13, skeletal muscle (MYH13), mRNA 


NM UOoyjo 


Homo sapiens zinc tmger protein lo (JvUA y) (Z*iNr lo), mKJNA 


NM 006852 


Homo sapiens touslea-liJce kinase 2 (1LK2), mKNA 


XTTV at mioon 

NM 021229 


Homo sapiens netrm 4 (N 1N4), mKNA 


NM 015718 


Homo sapiens NADPH oxidase 3 (NOX3), mRNA 


NM 015003 


Homo sapiens golgin-67 (KIAA0855), mRNA 


NM 006178 


Homo sapiens N-ethylmaleimide-sensitive factor (NSF), mRNA 


NM 003116 


Homo sapiens sperm associated antigen 4 (SPAG4), mRNA 


NM 018724 


Homo sapiens mterleukm 20 (IL20), mRNA 


NM 019083 


Homo sapiens hypothetical protein (FLJ10287), mRNA 


NM 003114 


XT * * a 1 m. ' * ^OT^ A y^l 1 \ _TT> X T A 

Homo sapiens sperm associated antigen l (SPAGl), mRNA 


NM_021097 


Homo sapiens solute carrier family 8 (sodium/calcium exchanger), member I 

/pit on A 1 \ m n\TA 

(SLC8A1), mKNA 


NM 021102 


Homo sapiens serine protease inhibitor, Kunitz type, 2 (SPINT2), mRNA 


XTTV K A^11A1 

NM 02H01 


TT — " ^ _^ _ 1 1 * 1 f T%Tk T1 \ T» ~K T A 

Homo sapiens claudin l (CLDNl), iriRNA 


NM_02l095 


Homo sapiens solute carrier family 5 (sodium-dependent vitamin transporter), 
member 6 (SLC5A6), mRNA 


IN1VL UZIU/0 


riomo sapiens neuroniament, neavy poiypepuue ^zuukx-'^ v.^^"* 1 ^ inKJNA 


NM 001751 


Homo sapiens cysteinyl-tRNA synthetase (CARS), mRNA 


NM_021074 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 2 (24kD) 
(NDUFV2), mRNA 


NM_020998 


Homo sapiens macrophage stimulating 1 (hepatocyte growth factor-like) 
(MST1), mRNA 


NM 003147 


Homo sapiens synovial sarcoma, X breakpoint 2 (SSX2), mRNA 
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*v Til K /\/% i A/* A 

NM 021964 


Homo sapiens zinc finger protein 148 (pHZ-52) (ZJNr 14o), mKNA 


NM 021966 


Homo sapiens T-cell leukemia/lymphoma 1 A (TCL1A), mRNA 


NM 012186 


Homo sapiens forkhead box E3 (FOXE3), mRNA 


NM 012182 


Homo sapiens forkhead box Bl (FOXB1), mRNA 


NM 006893 


Homo sapiens ligatm (LGTN), mRNA 


NM_02l955 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 

m 1 • 1 A_* 3 4 //^\T/^W1\ T"»'VT A 

transducing activity polypeptide l (GNGTl), mRNA 


NM_02l959 


Homo sapiens protein phosphatase I, regulatory (inhibitor) subunit 1 1 
(PPPIRI I), mRNA 


NM_02l95l 


Homo sapiens doublesex and mab-3 related transcription factor l (DMRTl), 
mRNA 


NM_02l960 


Homo sapiens myeloid cell leukemia sequence l (BCL2-related) (MCLl), 
mRNA 


NM_02l952 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 4 (Hu 
antigen D) (ELAVL4), mRNA 


NM_02l949 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 3 (ATP2B3), 
mRNA 


NM_02l953 


Homo sapiens forkhead box Ml (FOXMl), mRNA 


NM 021956 


Homo sapiens glutamate receptor, ionotropic, kainate 2 (GRIK2), mRNA 


NM_004886 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 3 
(X ll -like 2) (APBA3), mRNA 


NM_006557 


Homo sapiens doublesex and mab-3 related transcription factor 2 (DMRT2), 
mRNA 


NM_002253 


Homo sapiens kinase insert domain receptor (a type in receptor tyrosine kinase) 
(KDR), mRNA 


NM 002178 


Homo sapiens insulin-like growth factor binding protem 6 (IGFBP6), mRNA 


NM_003850 


Homo sapiens succinate-CoA hgase, ADP-formmg, beta subumt (SUCLA2), 
mRNA 


NM 003802 


Homo sapiens myosin, heavy polypeptide 13, skeletal muscle (MYH13), mRNA 


NM 006958 


Homo sapiens zinc finger protein 16 (KOX 9) (ZNF16), mRNA 


XT\ AT AA^OO 

NM 006852 


Homo sapiens tousled-like kinase 2 (TLK2), mRNA 


NM 021229 


Homo sapiens netnn 4 (N 1N4), mRNA 


XTK AT A1CT10 

NM 015718 


TT * XT A TVTVTT * J O /\TAV1\ TiXT A 

Homo sapiens NADPH oxidase 3 (NOX3), mRNA 


NM 015003 


Homo sapiens golgin-67 (KIAA0855), mRNA 


NM 006178 


Homo sapiens N-ethylmaleimide-sensitive factor (NSF), mRNA 


NM 003116 


Homo sapiens sperm associated antigen 4 (SPAG4), mRNA 


NM 018724 


TT * ■ . 1 1 » Art /fV AA\ Tt\T A 

Homo sapiens mterleutan 20 (BL20), mRNA 


NM 019083 


Homo sapiens hypothetical protein (FLJ10287), rnRNA 


NM 003114 


Homo sapiens sperm associated antigen 1 (SPAG1), mRNA 


NMJ)21097 


Homo sapiens solute earner family 8 (sodium/calcium exchanger), member 1 

/fit S~\Ci A 1\ n\T A 

(SLC8A1), mRNA 


NM 021102 


Homo sapiens serine protease inhibitor, Kunitz type, 2 (SPINT2), mRNA 


NM 021101 


Homo sapiens claudm 1 (CLDN1), mRNA 


NM_021095 


Homo sapiens solute carrier family 5 (sodium-dependent vitamin transporter), 
member 6 (SLC5A6), mRNA 


JNM UzlU/O 


rlomo sapiens neuronlament, heavy polypeptide (ZvvkD) viNiirrij, 111KJNA 


NM 001751 


Homo sapiens cysteinyl-tRNA synthetase (CARS), mRNA 


NM_021074 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 2 (24fcD) 
(NDUFV2), mRNA 


NM_020998 


Homo sapiens macrophage stimulating 1 (hepatocyte growth factor-like) 
(MST1), mRNA 


NM 003147 


Homo sapiens synovial sarcoma, X breakpoint 2 (SSX2), mRNA 
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NM 015392 


Homo sapiens neural proliferation, differentiation and control, 1 (NPDC1), 
mRNA 


NM 020482 


Homo sapiens activator of CREM in testis (ACT), mRNA 


NM 014509 


Homo sapiens kraken-like (BK126B4.1), mRNA 


NM_005132 j 


Homo sapiens Rec8p, a meiotic recombination and sister chromatid cohesion 
phosphoprotein of the rad21p family (REC8), mRNA 


NM.018896 


Homo sapiens calcium channel, voltage-dependent, alpha 1G subunit 
(CACNA1G), mRNA 


NM 005329 


Homo sapiens hyaluronan synthase 3 (HAS3), mRNA 


NM 015193 


Homo sapiens activity-regulated cytoskeleton-associated protein (ARC), mRNA 


NM_016203 


Homo sapiens protein kinase, AMP-activated, gamma 2 non-catalytic subunit 
(PRKAG2), mRNA 


NM_000627 


Homo sapiens latent transforming growth factor beta binding protein 1 (LTBP1), 
mRNA 


NM_002454 


Homo sapiens 5-methyltetrahydrofolate-homocysteine methyltransferase 
reductase (MTRR), transcript variant 1, mRNA 


NM_001091 


Homo sapiens amiloride binding protein 1 (amine oxidase (copper-containing)) 
(ABP1), mRNA 


NM 024016 


Homo sapiens homeo box B8 (HOXB8), mRNA 


NM 024015 


Homo sapiens homeo box B4 (HOXB4), mRNA 


NM 015227 


Homo sapiens KIAA0958 protein (KIAA0958), mRNA 


NM_024430 


Homo sapiens prolme-serine-threonine phosphatase interacting protein 2 
(PSTP1P2), mRNA 


NM 003588 


Homo sapiens cullin 4B (CUL4B), mRNA 


NM 016059 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 1 (PPEL1), mRNA 


NM 014432 


Homo sapiens interleukin 20 receptor, alpha (EL20RA), mRNA 


NM 000270 


Homo sapiens nucleoside phosphorylase (NP), mRNA 


NM_003021 


Homo sapiens small glutamine-rich tetratricopeptide repeat (TPR)-containing 
(SGT), mRNA 


NM_002038 


Homo sapiens interferon, alpha-inducible protein (clone IFI-6-16) (G1P3), 
transcript variant 1, mRNA 


NM_022873 


Homo sapiens interferon, alpha-inducible protein (clone IFI-6-16) (G1P3), 
transcript variant 3, mRNA 


NM_022872 


Homo sapiens interferon, alpha-inducible protein (clone IFI-6-16) (G1P3), 
transcript variant 2, mRNA 


NM_022803 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant short, nuclear gene encoding mitochondrial protein, mRNA 


NM_003356 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant long, nuclear gene encoding mitochondrial protein, mRNA 


NM_022810 


Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 
(SLC25A14), transcript variant short, nuclear gene encoding mitochondrial 
protein, mRNA 


NM_003355 


Homo sapiens uncoupling protein 2 (mitochondrial, proton carrier) (UCP2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_021833 


Homo sapiens uncoupling protein 1 (mitochondrial, proton carrier) (UCP1), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_002231 


Homo sapiens kangai 1 (suppression of tumorigenicity 6, prostate; CD82 antigen 
(R2 leukocyte antigen, antigen detected by monoclonal and antibody IA4)) 
(KAI1), mRNA 


NM_004967 


Homo sapiens integrin-binding sialoprotein (bone sialoprotein, bone sialoprotein 
E) (IBSP), mRNA 


NM 000490 


Homo sapiens arginine vasopressin (neurophysin II, antidiuretic hormone, 
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diabetes insipidus, neurohypophyseal) (AVP), mRNA 


NM 022877 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant c, mRNA 


NM_022876 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant b, mRNA 


NM 022875 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant a, mRNA 


NM_0174U 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant d, mRNA 


NM 005474 


Homo sapiens histone deacetylase 5 (HDAC5), mRNA 


NM 006037 


Homo sapiens histone deacetylase 4 (HDAC4), mRNA 


NM_003474 


Homo sapiens a disintegrin and metalloproteinase domain 12 (meltrin alpha) 
(ADAM 12), transcript variant 1, mRNA 


NM_000344 


Homo sapiens survival of motor neuron 1, telomeric (SMN1), transcript variant 
d, mRNA 


NM 022874 


Homo sapiens survival of motor neuron 1, telomeric (SMN1), transcript variant 
b, mRNA 


NM 006400 


Homo sapiens dynactin 2 (p50) (DCTN2), mRNA 


NM.021969 


Homo sapiens nuclear receptor subfamily 0, group B, member 2 (NR0B2), 
mRNA 


NM 021967 


Homo sapiens small EDRK-rich factor 1A (telomeric) (SERF 1 A), mRNA 


NM_001515 


Homo sapiens general transcription factor EH, polypeptide 2 (44kD subunit) 
(GTF2H2), mRNA 


NM_003951 


Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 
(SLC25A14), transcript variant long, nuclear gene encoding mitochondrial 
protein, mRNA 


NM_004277 


Homo sapiens uncoupling protein 4 (UCP4), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 004536 


Homo sapiens baculoviral IAP repeat-containing 1 (BIRC1), mRNA 


NM_000346 


Homo sapiens SRY (sex determining region Y)-box 9 (campomelic dysplasia, 
autosomal sex-reversal) (SOX9), mRNA 


NM_003645 


Homo sapiens fatty-acid-Coenzyme A ligase, very long-chain 1 (FACVL1), 
mRNA 


NM 024409 


Homo sapiens natriuretic peptide precursor C (NPPC), mRNA 


NM 024410 


Homo sapiens outer dense fibre of sperm tails 1 (ODF1), mRNA 


NM_004180 


Homo sapiens TRAF family member-associated NFKB activator (TANK), 
mRNA 


NM 024332 


Homo sapiens c6.1A (C6.1A), mRNA 


NM 024324 


Homo sapiens hypothetical protem MGC1 1256 (MGC1 1256), mRNA 


NM 024315 


Homo sapiens hypothetical protein MGC4175 (MUC4175), mRNA 


NM 0243 ll 


TT - ■ 1 .1 i • t , • tvii f \ »' 1 »\ °OXT A 

Homo sapiens hypothetical protem ET (ET), mRNA 


NM 024309 


Homo sapiens hypothetical protein MGC4289 (MGC4289), mRNA 


NM 024306 


TT * /* i , • 4 i j « /Tpi a a TT\ —.TlXT A 

Homo sapiens fatty acid hydroxylase (FAAH), mRNA 


NM 024300 


Homo sapiens hypothetical protein MGC2217 (MGC2217), mRNA 


NM 024296 


Homo sapiens hypothetical protein MGC1203 (MGC1203), mRNA 


"VTA if AO A**\f\ A 

NM 024294 


Homo sapiens hypothetical protein MuC4ol4 (MuC4ol4), mKJNA 


NM 024292 


Homo sapiens ubiquitin-like 5 (UBL5), mRNA 


NM 024012 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 5A (HTR5A), mRNA 


NM 024123 


Homo sapiens putative Ly-6 superfamily member (G6E), mRNA 


NM_021904 


Homo sapiens gamma-anunobutyric acid (GAB A) B receptor, 1 (GABBR1), 
transcript variant 3, mRNA 


NM 021903 


Homo sapiens gamma-arninobutyric acid (GABA) B receptor, 1 (GABBR1), 
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transcript variant 2, mRNA 


NM 001470 


Homo sapiens gamma-aminobutvric acid fGABA^ B recentor 1 rGARRRn 
transcript variant 1, mRNA 


NM 001858 


Homo sapiens coUagen, type XIX, alpha 1 (COL19A1), mRNA 


VTA/T fk1 CAT1 

I>IJVI_U1C>U71 


Homo sapiens GTPase regulator associated with the focal adhesion kinase 
ppl25(FAK); KIAA0621 protein (KIAA0621), mRNA 


NMJ)07329 


Homo sapiens deleted in malignant brain tumors 1 (DMBTH transcrint variant 
2, mRNA 


NM 023004 


Homo sapiens nogo receptor (NOGORV mRNA 


NM 005371 
NM 023033 


Homo sapiens methyltransferase-like 1 (MEiTLl), transcript variant 1, mRNA 


NM 023032 


Homo sapiens methyltransferase-like 1 (ME1TJL1), transcript variant 3, mRNA 
Homo sapiens methyltransferase-like 1 (METTLR transcript variant 2 mRNA 


NM 014289 


Homo sapiens calpain 6 (CAPN6), mRNA 


NM 023089 


Homo sapiens calpain 10 (CAPN10), transcript variant 7, mRNA 


XN1V1 UZJUoo 


Homo sapiens calpam 10 (CAPN10), transcript variant 6, mRNA 


NM 023087 
NM 023086 
NM 023085 


Homo sapiens calpam 10 (CAPN10), transcript variant 5, mRNA 
Homo sapiens calpain 10 fCAPN10\ transcrrot variant 4 mPMA 


NM 023084 
NM 023083 
NM 021251 


Homo sapiens calpam 10 (CAPN10), transcript variant 3, mRNA 
Homo sapiens calpam 10 (CAPN10), transcript variant 2, mRNA 
Homo sapiens calpam 10 (CAPN10), transcript variant 1, mRNA 
Homo sapiens calpain 10 (CAPN10} tramcrint variant R mi?MA 


NMJ)05083 


Homo sapiens U2 small nuclear nbonucleoprotein auxiliary factor, small subunit 
1 (U2AF1RS1), mRNA 


NMJ)23031 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 

keratinOCVte Crowth factor rpfprvtnr rrani /vfa r>-! o 1 rli/rA^nr-in 1 

tiviwuiiwjr^ 5 luvyiu iavLU1 icucpiur, cranioiaciai dysostosis 1, C>rouzon 

syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 13, mRNA * F 


NM_023030 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 

keratinOCVte 2TOWth factor recentnr t^ranirtfarMal ^fcrv^frtnin 1 /~t 

v b 4 "" 1 " ioviw itv/tpiui, ^icuuuxaciai dysostosis l, i-xouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 12, mRNA 


NMJ)23028 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 

iCeratinOCVte PTO Wt n fa fvffvr rf»r* ^rvtrvr nrn nintFnr*inl A-m MAni^x'. 1 /~\_ _ 

A.wuuiiwjiv/ 6 luwui xa^wjx ick/cpior, cranioiaciai aysostosis 1, CJrouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 10, mRNA 


NM_022976 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 

keratinocyte growth factor recentor rranmfnrial Hvcnctr»cie 1 rv/M,« A « 
j " ^vMMnu^iui i wv^jj lui , woiuuia^icn dysostosis 1, v-TOUZOn 

syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 9, mRNA 


NMJ)22975 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 

keratinocyte srowth factor rf*rf>ntnr craninfa/Mai Airer\G+/\cio i s~v~..,~ 

j giwiTimm;iyi i&ucpit/i, v/iaiiioiaciai oys osxo sis i, v^rouzon 

syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 8, mRNA r 


NM_022974 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 7, mRNA P 


NM_022973 
NM 022972 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 6, mRNA Y 

Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressedjdnase. 
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keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 5, mRNA 


NM 022971 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 4, mRNA 


NM_022970 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 3, mRNA 


NM 022969 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 2, mRNA 


NM_0 15850 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcnpt vanant 2, mRNA 


NM_023111 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 9, mRNA 


NM_023110 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 8, mRNA 


NM_023109 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 7, mRNA 


NM 023029 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 11, mRNA 


NM_023108 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 6, mRNA 


NM_000141 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 1, mRNA 


NM_023107 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 5, mRNA 


NM_J)23l06 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 4, mRNA 


NM_023105 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 3, mRNA 


NM_UUUoU4 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
rieiirer syndrome) (FGFR1), transcnpt vanant 1, mRNA 


JNM Uz4U lo 


Homo sapiens butyrophilm, subfamily 2, member A3 (BTN2A3), mRNA 


JNM Ux /Dl4 


Homo sapiens betaine-homocysteine methyltransferase 2 (BHMT2), mRNA 


XTTVjf f\(\ZA1A 

IN1V1 


Homo sapiens BENE protein (BENE), mRNA 


JNJVl^UUU^ D i 


Homo sapiens steroid sulfatase (microsomal), arylsulfatase C, isozyme S (STS), 
mRNA 


NM 024105 


Homo sapiens hypothetical protein MGC3136 (MGC3136), mRNA 


NM 024098 


Homo sapiens hypothetical protein MGC2574 (MGC2574), mRNA 


NM 024096 


Homo sapiens hypothetical protein MGC5627 (MGC5627), mRNA 


NM 024095 


Homo sapiens hypothetical protein MGC5540 (MGC5540), mRNA 


NM 024091 


Homo sapiens hypothetical protein MGC5297 (MGC5297), mRNA 


NM 024089 


Homo sapiens hypothetical protein MGC5302 (MGC5302), mRNA 
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MM_024082 


Homo sapiens transmembrane Eamma-carboxvelutamic acid nrntpm ^ rnjinvi 
mRNA 


NM_024081 


Homo sapiens transmembrane eamma-carboxvelutamic acid nrntein A (TMn£\ 
mRNA 


NM 024079 


Homo sapiens hypothetical protein MGC2840 similar to a putative 
glucosyltransferase (MGC2840), mRNA 


NM 024078 


Homo sapiens hypothetical protein MGC3162 (MGC3162), mRNA 


NM 024075 


Homo sapiens LENG5 protein (LENG5), mRNA 


NM 024073 


Homo sapiens hypothetical protein MGC2875 (MGC!2R75i mPNA 


NM 024060 


Homo sapiens hypothetical protein MGC5395 rMGC5395 1 mRNA 


NM 024056 


Homo sapiens hypothetical protein MGC5576 (MGC5516) mRNA 


NM 024054 


Homo sapiens hypothetical protein MGC2821 (MGC2821), mRNA 


NM 024051 


Homo sapiens hypothetical protein MGC3077 (MGCICIW} mRNA 


NM 024047 


Homo sapiens hypothetical protein MGC3037 1 mRNA n 


NM 024044 


Homo sapiens hypothetical protein MGC5178 nVTGPS 1 7Ri mRNA 


NM 024043 


Homo sapiens hypothetical protein MGC3 10 1 fMGT^101i mRNA 


NM 024035 


Homo sapiens hypothetical protein MGC3 1 1 3 (MGC1 1 1 X\ mRNA 


NM_024034 


Homo sapiens hypothetical protein MGC3129 similar tn aanalinciH** inAnn*A 
differentiation-associated protein (MGC3 1 29), mRNA 


NM 024009 


Homo sapiens gap junction protein, beta 3 31kD (nnnnPYin %\ \ (ctww ™pxta 


NM 024013 


Homo sapiens interferon, alpha 1 (IFNA1), mRNA 


NM 000521 


Homo sapiens hexosaminidase B fbeta Dolvnentide* H-TRYm mRNA 


NM 000520 


Homo sapiens hexosaminidase A (alpha polypeptide) (HEXA), mRNA 


NM 006044 


Homo sapiens histone deacetylase 6 (HDAC6) mRNA 


NM 003883 


Homo sapiens histone deacetylase 3 (HDAC3), mRNA 


NM 004964 


Homo sapiens histone deacetylase 1 fHDACn mRNA 


NM 001492 


Homo sapiens growth differentiation factor 1 (GDF1), mRNA 


NM 018486 


Homo sapiens histone deacetvla^p R fHDAPJtt mRNA 


NM_005089 


Homo sapiens U2 small nuclear ribonucleoprotein auxiliary factor, small subunit 
2 (U2AF1RS2), mRNA 


NM_004285 


Homo sapiens hexose-6-phosphate dehydrogenase (glucose 1 -dehydrogenase} 
(H6PD), mRNA 


NMJ307210 


Homo sapiens UDP-N-acetvl -a IWh a -"n_&aiQrtr*cQmt«*»--i-irtiT xt 
wi-^i. ii ac/t/Ljri aipiid.-i_/-gtiid.ciosaminerpoiypepuQe JN - 

acetylgalactosaminyltransferase 6 fGalNAr-Tfi^ /oat >jta\ -rWDxr a 


NM_003774 


Homo sapiens UDP-N-acetvl-alDha-D-pa1artn«:aminp*rinivn^rktir?#a m 
acetylgalactosaminyltransferase 4 (GalNAc-T4) (GALNT4), mRNA 


NM_020474 


Homo Sapiens UDP-N-acetvl-alDha-D-aa1artn<:nminp'rin1vni»rifir1p. M 

acetylgalactosaminyltransferase 1 (GalNAc-Tl) (GALNT1), mRNA 


NM 015507 


Homo sapiens EGF-like-domain multinle 6 fFGFT fa mRNA 


NM_004942 


Homo sapiens defensin, beta 2 (DEFB2), mRNA 


NM 005218 


Homo sapiens defensin beta 1 (DFJRR 1 ^ mRNA 


NM_002474 


Homo sapiens myosin, heavy polypeptide 11, smooth muscle (MYH1 1), 
transcript variant SMI , mRNA 


NM_022870 


Homo sapiens myosin, heawt>olvnentidp 1 1 cmnnfh mncrip nwrvni i\ 

r mjvuui, xxwavjr ±jkj ly ptptlUC 11, MIlUUlll IQUSCie ^lYl I Xll 1 J, 

transcript variant SM3, mRNA 


NM_022844 


Homo sapiens myosin, heavy polypeptide 1 1, smooth muscle (MYH1 1) 
transcript variant SM2, mRNA 


NM_001755 


Homo sapiens core-bindmg factor, beta subunit (CBFB), transcript variant 2, 
mRNA 


NM 016458 


Homo sapiens hypothetical protein (LOC51236), mRNA 


NM 020836 


Homo sapiens KIAA1446 protein (KIAA1446), mRNA 


NM 015407 


Homo sapiens DKFZP5640243 protein (DKFZP5640243) mRNA 
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NM 015062 | Homo sapiens KIAA0595 protein (KIAA0595), mRNA 


NM 019100 


Homo sapiens DNA methyltransferase 1-associated protein 1 (DMAP1), mRNA 


NM 015442 


Homo sapiens hypothetical protein FLJ12890 (FU12890), mRNA 


NMJ)23948 


Homo sapiens hypothetical protein AF053356_CDS3 (AF053356_CDS3), 
mRNA 


NM_022036 


Homo sapiens G protein-coupled receptor, family C, group 5, member C 
(GPRC5C), transcript variant 1 , mRNA 


NMJH8653 


Homo sapiens G protein-coupled receptor, family C, group 5, member C 
(GPRC5C), transcript variant 2, mRNA 


NM 000707 


Homo sapiens arginine vasopressin receptor IB (AVPR1B), mRNA 


NM 000706 


Homo sapiens arginine vasopressin receptor 1A (AVPR1A), mRNA 


NM 021923 


Homo sapiens fibroblast growth factor receptor-like 1 (FGFRL1), mRNA 


NM_002011 


Homo sapiens fibroblast growth factor receptor 4 (FGFR4), transcript variant 1, 
mRNA 


NM_022963 


Homo sapiens fibroblast growth factor receptor 4 (FGFR4), transcript variant 2, 
mRNA 


NM_022965 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 
dwarfism) (FGFR3), transcript variant 2, mRNA 


NM_000142 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 
dwarfism) (FGFR3), transcript variant 1, mRNA 


NM 022336 


Homo sapiens ectodysplasin 1, anhidrotic receptor (EDAR), mRNA 


NM_0 18654 


Homo sapiens G protein-coupled receptor, family C, group 5, member D 
(GPRC5D), mRNA 


NMJ)02534 


Homo sapiens 2',5 , -oligoadenylate synthetase 1 (40-46 kD) (OAS1), transcript 
variant E16, mRNA 


NMJH6816 


Homo sapiens 2*,5'-oligoadenylate synthetase 1 (40-46 kD) (OAS1), transcript 
variant El 8, mRNA 


NM 014501 


Homo sapiens ubiquitin carrier protein (E2-EPF), mRNA 


NM 000595 


Homo sapiens lymphotoxin alpha (TNF superfamily, member 1) (LTA), mRNA 


NM 007040 


Homo sapiens ElB-55kDa-associated protein 5 (E1B-AP5), mRNA 


NM 001232 


Homo sapiens calsequestrin 2 (cardiac muscle) (CASQ2), mRNA 


NM_001231 


Homo sapiens calsequestrin 1 (fast-twitch, skeletal muscle) (CASQ1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 003925 


Homo sapiens methyl-CpG binding domain protein 4 (MBD4), mRNA 


NM 002059 


Homo sapiens growth hormone 2 (GH2), transcript variant 1, mRNA 


NM 022558 


Homo sapiens growth hormone 2 (GH2), transcript variant 3, mRNA 


NM 022557 


Homo sapiens growth hormone 2 (GH2), transcript variant 2, mRNA 


NM 022556 


Homo sapiens growth hormone 2 (GH2), transcript variant 4, mRNA 


NMJ322562 


Homo sapiens growth hormone 1 (GH1), transcript variant 5, mRNA 


NM 022561 


Homo sapiens growth hormone 1 (GH1), transcript variant 4, mRNA 


NM 022560 


Homo sapiens growth hormone 1 (GH1), transcript variant 3, mRNA 


NM 022559 


Homo sapiens growth hormone 1 (GH1), transcript variant 2, mRNA 


NMJ)00515 


Homo sapiens growth hormone 1 (GH1), transcript variant 1, mRNA 


NM 021801 


Homo sapiens matrix metalloproteinase 26 (MMP26), mRNA 


NM__022718 


Homo sapiens matrix metalloproteinase 25 (MMP25), transcript variant 2, 
mRNA 


NM_022468 


Homo sapiens matrix metalloproteinase 25 (MMP25), transcript variant 1, 
mRNA 


NMJ)06690 


Homo sapiens matrix metalloproteinase 24 (membrane-inserted) (MMP24), 
mRNA 


NM 004771 


Homo sapiens matrix metalloproteinase 20 (enamelysin) (MMP20), mRNA 


NM 002423 


Homo sapiens matrix metalloproteinase 7 (matrilysin, uterine) (MMP7), mRNA 
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NM 002422 


Homo sapiens matrix metalloproteinase 3 (stromelysin 1, progelatinase) 
(MMP3), mRNA 


NMJ)05941 


Homo sapiens matrix metalloproteinase 16 (membrane-inserted) (MMP16), 
transcript variant 1, mRNA 


NM_022564 


Homo sapiens matrix metalloproteinase 16 (membrane-inserted) (MMP16), 
transcript variant 2, mRNA 


NM_002421 


Homo sapiens matrix metalloproteinase 1 (interstitial collagenase) (MMP1), 
mRNA 


NM_004995 


Homo sapiens matrix metalloproteinase 14 (membrane-inserted) (MMP14), 
mRNA 


NM 002427 


Homo sapiens matrix metalloproteinase 13 (collagenase 3) (MMP13), mRNA 


NM 005940 


Homo sapiens matrix metalloproteinase 1 1 (stromelysin 3) (MMP1 1), mRNA 


NMJ)22792 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-9, , 
mRNA 


NM_022791 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-6, 
mRNA 


NM.022790 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-3, 
mRNA 


NM_002429 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-1, 
mRNA 


NM_004530 


Homo sapiens matrix metalloproteinase 2 (gelatinase A, 72kD gelatinase, 72kD 
type IV collagenase) (MMP2), mRNA 


NM_004994 


Homo sapiens matrix metalloproteinase 9 (gelatinase B, 92kD gelatinase, 92kD 
type IV collagenase) (MMP9), mRNA 


NM 004142 


Homo sapiens matrix metalloproteinase-like 1 (MMPL1), mRNA 


NMJ)02424 


Homo sapiens matrix metalloproteinase 8 (neutrophil collagenase) (MMP8), 
mRNA 


NM_002428 


Homo sapiens matrix metalloproteinase 15 (membrane-inserted) (MMP15), 
mRNA 


NM_002426 


Homo sapiens matrix metalloproteinase 12 (macrophage elastase) (MMP12), 
mRNA 


NM 002425 


Homo sapiens matrix metalloproteinase 10 (stromelysin 2) (MMP10), mRNA 


NM_022804 


Homo sapiens SNRPN upstream reading frame (SNURP), transcript variant 2, 
mRNA 


NM_005678 


Homo sapiens SNRPN upstream reading frame (SNURF), transcript variant 1, 
mRNA 


NM_003097 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 1, mRNA 


NMJ)22808 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 5, mRNA 


NM_022807 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 4, mRNA 


NMJ)22806 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 3, mRNA 


NM_022805 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 2, mRNA 


NMJ)22717 


Homo sapiens Ul-snRNP binding protein homolog (70kD) (U1SNRNPBP), 
transcript variant 2, mRNA 


NM 006759 


Homo sapiens UDP-glucose pyrophosphorylase 2 (UGP2), mRNA 


NM_001400 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, HEDG1), mRNA 


NM 005586 


Homo sapiens MyoD family inhibitor (MDFI), mRNA 
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M1V/T A7707C 


jiomo sapiens small liDKK-ncn iactor 1x3 (centromencj (bJbKr IB), mRNA 


IN1V1 UZ3y*r/ 


jtiomo sapiens nypotneucai protein JVKjOjz34 (MuC3Z.34j, mKNA 


NM 023942 


Homo sapiens hypothetical protein MGC3036 (MGC3036), mRNA 


JNM 


Homo sapiens hypothetical protein MGC2494 (MGC2494), mRNA 


NM 005471 


Homo sapiens glucosamine-6-phosphate isomerase (GNPI), mRNA 


NM 023925 


Homo sapiens hypothetical protein FLJ22569 (FLJ22569), mRNA 


NM 004076 


Homo sapiens crystallin, beta B3 (CRYBB3), mRNA 


NM 015717 


Homo sapiens Langerhans cell specific c-type lectin (LANGERIN), mRNA 


NM_012329 


Homo sapiens monocyte to macrophage differentiation-associated (MMD), 
mRNA 


NM_007020 


Homo sapiens Ul-snRNP binding protein homolog (70kD) (U1SNRNPBP), 
transcript variant 1, mRNA 


NM_006465 


Homo sapiens dead ringer (Drosophila)-like 2 (bright and dead ringer) (DRIL2), 
mRNA 


NM_000015 


Homo sapiens N-acetyltransferase 2 (arylamine N-acetyltransferase) (NAT2), 
mRNA 


NM 000496 


Homo sapiens crystallin, beta B2 (CRYBB2]^mRNA 


NM 001886 


Homo sapiens crystallin, beta A4 (CRYBA4), mRNA 


NM 023080 


Homo sapiens hypothetical protein FLJ20989 (FLJ20989), mRNA 


NM 023039 


Homo sapiens ankyrin repeat, family A (RFXANK-like), 2 (ANKRA2), mRNA 


NM_021905 


Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBR1), 
transcript variant 4, mRNA 


NM_020554 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6dl, 
mRNA 


NM_020553 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6cl, 
mRNA 


NM_020552 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6M, 
mRNA 


NM_020550 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6a3, 
mRNA 


NM_012468 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6al, 
mRNA 


XTTk 4" A 1 A A 1 O 

NM_014418 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6a2, 
mRNA 


XTX K AI^TIA 

NM_J)16730 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 3, mRNA 


NM 016729 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 4, mRNA 


NM_016725 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 1, mRNA 


NM 016724 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 7, mRNA 


XTK K A1 ifA^f 

NM 016025 


Homo sapiens CGI-81 protein (DREV1), mRNA 


XTX JT f\f\ A A f\ S" 

NM_004406 


Homo sapiens deleted in malignant brain tumors 1 (DMBT1), transcript variant 
1, mRNA 


xtx yr nnnim 
JNM UUU1SJ7 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 3 (HSD17B3), mRNA 


JNJYMJlflZzU 


Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) IE 
Deta (CAMK2B), mRNA 


inm uiyu/i 


Homo sapiens inhibitor of growth family, member 3 (ING3), mRNA 


NM 016731 


Homo Sar»en<! folate rerentnr 1 AiHiilfl PPCW P 1^ tron CAn'«+ xmrAn-n* 5 *WDXTA 


NM 023018 


Homo sapiens hypothetical protein FIJI 3052 (FIJI 3052), mRNA 


NM 023016 


Homo sapiens hypothetical protein FLJ21870 (FLJ21870), mRNA 


NM 022911 


Homo sapiens solute carrier family 26, member 6 (SLC26A6), mRNA 


NM_021071 


Homo sapiens ADP-ribosyltransferase 4 (ART4), mRNA 


NM 022113 


Homo sapiens kinesin family member 13A (KIF13A), mRNA 


NM 012449 


Homo sapiens six transmembrane epithelial antigen of the prostate (STEAP), 
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iriRNA 


NM 016 513 


Homo sapiens MAK-related kinase (KIAA0936), mRNA 


"MA/r 014090 


TTnmo <amien<? MAK-related kinase (KIAA0936') mRNA 


ISJIV/T 0146RR 


Unmn ^flnien<? related to the N terminus of tre fRNTREV mRNA 


mm nn6640 


Hnmn ^aniens M1VL sentin-like fusion fMSF^ iriRNA 


NM 006070 


Homo sapiens TRK-fused gene (TFG), mRNA 




JtlOmt) SapiCnb StUXiXttlXU-XXJVC l ^OX WXYX.L.XJ, IIXXVLi/A. 


NM_000297 


Homo sapiens polycystic kidney disease 2 (autosomal dominant) (PKD2), 

ml\INA 


JN1VL U10JU/ 


xiomo sapiens pairou. r ciaicu xiuiJucuouA px otciix ^xrxwv£ ^, iixr\j.>.rY 




xiomo sapiens paireu. mesooerin nomcuDox ^xiyla-zd^, iuixiNrv 


xt\>t aa/cqao 


riomo sapiens paireu. mesoctexiix nomeo uox i ^x7xyla.i j y transcript variant pniA- 
la, mRNA 


INM_Uzz/1o 


xiomo sapiens paired mesoaenn nomco do a i ^x\lvjla.x ) y transcript variant pniA- 
lb, mRNA 


XT\ K AAAQ1/C 


riomo sapiens oxytocin receptor ^vjyvixvj, niKiNA 


MM 000915 


Homo sapiens oxytocin, prepro- (neurophysin I) (OXT), mRNA 


NM 006188 


Homo sapiens oncomodulin (OCM), mRNA 


InM_U22664 


riomo sapiens extracellular mainx protein i {^L/ivii ), transcnpi vananL z, 
mRNA 


XTX A f\A/1 AQ1 

JNM_UU4Uyz 


xiomo sapiens enoyi coenzyme /v. nyoratase, snon cnam, l , miiocnonanai 
^jzA^rikj l j y nuciCaT gene cnuuuuig niituuiiuiiuriai prutciii, iiiivinx\. 


NM_022652 


Homo sapiens dual specificity phosphatase 6 (DUSP6), transcript variant 2, 


NM 004419 


Homo sapiens dual specificity phosphatase 5 (DUSP5), mRNA 


JNM_UU44ZD 


riomo sapiens extraceuuiar matrix protem l ^nuivii ) y transcript variant i, 
mRNA 


JNM UU44Io 


Homo sapiens dual specificity phosphatase 2 (DUSP2), mRNA 


NM 004961 


Homo sapiens gamma-aminobulyric acid (GAB A) A receptor, epsilon . 
(UAr5KJb), transcript variant l, iiikjna 


NMJ)21990 


Homo sapiens gamnm-aniinobutyric acid (GABA) A receptor, epsilon 
^OAoKJcj, transcript variant 4, mruNA 


NM_021987 


Homo sapiens ganTma-aminobutync acid (GABA) A receptor, epsilon 
(GAB RE), transcript variant 3, mRNA 


NM_021984 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, epsilon 
^OArJKiij, transcript variant z, mKJNA 


XTA/T A A/1 AO A 

INM_UU4UyU 


Homo sapiens dual specificity phosphatase 3 (vaccinia virus phosphatase VH1- 
re la tea ) {XJU&rj), mrviNA 


XTX/f AAIOQQ 


riomo sapiens enoy i coenzyme /\ nyuratase i , peroAibumd.1 ^x>vyn lj 9 uu\isr\ 


NMJJ01946 


Homo sapiens dual specificity phosphatase 6 (DUSP6), transcript variant 1, 

tnPKIA 


NM 001 OS? 


TTrtmA canipnc "P^l? frunc^rintirvn "Fcir»+nr A rT^^P^T^ mT?^JA 

numu oapicns xv^x t ucuiowiipiiuix idwtui o ^Xj^ru^, ititviN-rv. 


NM 0010SO 


TJnmn cnriipnc I?9T? trflnQprintinn -fartAr 4 n1 07/n1 ^O-ivindint? fK2P4^ mT^NA 

Xi.Uii.XU oapivXXO UaiioV/XipilUil XawtUX *r, p XU //p X JU^UXlluxiAg ^JUAiTy} llUXl^^v 


"MM 001040 


tlftmA coniPnc T79T7 frQTier*T-ti-*+irvn fctnfrvr *X fT*0T*1.\ mPMA PATimlptf* Pflc 

numu Sapiens x>zr' uaxiscx xp ti on iactor d yn*£rjj iiixvin/tl, uuxixpxvtc tua 


NM 00S99S 

IN XVI UUJ.£Z.? 


numu sapiens nzr uansci xpuon iactor 1 ^hzp 1 ^, iiiiNj.N/A. 


NM_022977 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 4 (FACL4), transcript 
variant 2, mRNA 


NM 004457 


Homo sapiens fatty-acid-Coerizyme A ligase, long-chain 3 (FACL3), mRNA 


NM 021122 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 2 (FACL2), mRNA 


NM 002473 


Homo sapiens myosin, heaw polypeptide 9, non-muscle (MYH9), mRNA 


NM 001926 


Homo sapiens defensin, alpha 6. Paneth cell-specific (DEFA6), mRNA 


NM 005217 


Homo sapiens defensin, alpha 3, neutrophil-specific (DEFA3), mRNA 
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NM021912 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, beta 3 
(GABRB3), transcript variant 2, mRNA 


NM_021911 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 2 
(GABRB2), transcript variant 1, mRNA 


NM_000814 


Homo sapiens gamma-aminobutync acid (GABA) A receptor, beta 3 
(GABRB3), transcript variant 1 , mRNA 


NM_000812 


Homo sapiens gamma-aminobutync acid (GABA) A receptor, beta 1 
(GAB RBI), mRNA 


NM_022650 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 1 
(RASA1), trans cnpt variant 2, mRNA 


NM 003259 


Homo sapiens intercellular adhesion molecule 5, telencephalm (ICAM5), mRNA 


NM_022377 


Homo sapiens intercellular adhesion molecule 4, Landsteiner- Wiener blood 

/■^Ty— 1 a -% jr A \ a * ■ ■ j ^ "VTA 

group (ICAM4), transcnpt variant 2, mRNA 


NM_001544 


Homo sapiens intercellular adhesion molecule 4, Landsteiner- Wiener blood 
group (ICAM4), transcript variant 1, mRNA 


NM 002162 


Homo sapiens intercellular adhesion molecule 3 (ICAM3), mRNA 


NM 000873 


Homo sapiens intercellular adhesion molecule 2 (ICAM2), mRNA 


NM_022308 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 3, 
mRNA 


NM_022307 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 1, 
mRNA 


NM_022581 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 5, mRNA 


NM_022580 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 4, mRNA 


NM_022579 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 3, mRNA 


NM_022578 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 2, mRNA 


NM_001318 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 1 , mRNA 


NM_022646 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 4, mRNA 


NM_022645 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 3, mRNA 


NM_022644 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 2, mRNA 


NM_020991 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant l,mRNA 


NM_022642 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript variant 4, mRNA 


NM_022641 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript variant 3, mRNA 


NM_022640 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript variant 2, mRNA - 


1NM_UU1j 1 / 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript variant 1, mRNA 


NMJ)02371 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant a, 
mRNA 


NM_022440 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant d, 
mRNA 


NM 022439 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant c, 
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mRNA 


NM 022438 


Homo sapiens rnal, T-cell differentiation protein (MAL), transcript variant b, 

■n\T a 

mRNA 


NM_001790 


Homo sapiens cell division cycle 25C (CDC25C), transcript variant 1, mRNA 


NM 022809 


Homo sapiens cell division cycle 25C (CDC25C), transcript variant 2, mRNA 


NM_021141 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 5 (double-strand-break rejoining; Ku autoantigen, 80kD) (XRCC5), mRNA 


NM_022550 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 1 
cells 4 (XRCC4), transcnpt vanant 3, mRNA 


NM_022406 


Homo sapiens X-ray repair complementmg defective repair m Chinese hamster 
cells 4 (XRCC4), transcript variant 2, mRNA 


NM_005432 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 3 (XRCC3), mRNA 


NM__003401 


Homo sapiens X-ray repair complementmg defective repair m Chinese hamster 
cells 4 (XRCC4), transcnpt vanant 1, mRNA 


NMJ)22405 


Homo sapiens X transporter protein 3 (XT3), transcript variant 2, mRNA 


NM_016192 


Homo sapiens transmembrane protein with EGF-like and two follistatm-hke 
domains 2 (TMErr 2), mRNA 


xt\ x r\r\ /Tn o /T 

NM 006786 


Homo sapiens urotensin 2 (UTS2), transcript variant 2, mRNA 


NM 021995 


Homo sapiens urotensin 2 (UTS2), transcript variant l, mRNA 


TVTTV >T A AO ICO 

NM 003353 


Homo sapiens urocortm (UCN), mRNA 


NM 021991 


Homo sapiens junction plakoglobm (JUP), transcnpt vanant 2, mRNA 


NM 021737 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6d, mRNA 


NM 021736 


Homo sapiens chlonde channel 6 (CLCN6), transcnpt vanant ClC-6c, mRNA 


NM 021735 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6b, mRNA 


NM_006536 


Homo sapiens chloride channel, calcium activated, family member 2 (CLCA2), 
mRNA 


NM 004000 


Homo sapiens chitinase 3-like 2 (CHI3L2), mRNA 


NMJ)02641 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 
hemoglobmuna) (PIGA), transcnpt vanant l, mRNA ! 


NM_020473 


T» « 1 1 a * IS 1 * '.11 1 ▲ f 1 1 

Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 
hemoglobinuria) (PIGA), transcript variant 3, mRNA 


*V 1~» AAA « 

NM_020472 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 
hemoglobinuria) (PIGA), transcript variant 2, mRNA 


NM 001699 


Homo sapiens AXL receptor tyrosine kinase (AXL), transcript variant 2, mRNA 


NM 021913 


Homo sapiens AXL receptor tyrosine kinase (AXL), transcnpt vanant 1, mRNA 


NM.016188 


Homo sapiens actin-like 6 (ACTL6), mRNA 


NM_000509 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 
A, mRNA 


NMJ)21870 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 
B, mRNA 


NM 005141 


Homo sapiens fibrinogen, B beta polypeptide (FGB), mRNA 


NMJ)21871 


Homo sapiens fibrinogen, A alpha polypeptide (FGA), transcript variant alpha, 
mRNA 


NMJ)00508 


Homo sapiens fibrinogen, A alpha polypeptide (FGA), transcript variant alpha-E, 
rnJKJN/v 


NM_000920 


Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial 
protein, transcript variant A, mRNA 


NM__022172 


Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial 
protein, transcript variant 2, mRNA 


NM 004358 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 1, mRNA 


NMJ)21874 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 4, mRNA 
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NM 021873 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 3, mRNA 


NM 021872 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 2, mRNA 


NM_020990 


Homo sapiens creatine kinase, mitochondrial 1 (ubiquitous) (CKMT1), nuclear 
gene encoding mitochondnal protein, mRNA 


NM 021962 


Homo sapiens active BCR-related gene (ABR), transcript variant 1, mRNA 


NM 001092 


Homo sapiens active BCR-related gene (ABR), transcript variant 2, mRNA 


NM_021794 


Homo sapiens a disintegrin and metalloproteinase domain 30 (ADAM30), 
transcript variant 1 , mRNA 


NM_001464 


Homo sapiens a disintegrin and metalloproteinase domain 2 (fertilin beta) 
(ADAM2), mRNA 


NM_021780 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
transcript variant 2, mRNA 


NM_021779 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
transcript variant 3, mRNA 


NM_0 14269 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
transcript variant 1, mRNA 


NM_021723 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


NM_021722 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


NM_021721 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


NM_016351 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


NM_021832 


Homo sapiens a disintegrin and metalloproteinase domain 17 (tumor necrosis 
factor, alpha, converting enzyme) (ADAM 17), transcript variant 2, mRNA 


NM_003183 


Homo sapiens a disintegrin and metalloproteinase domain 17 (tumor necrosis . 
factor, alpha, converting enzyme) (ADAM 17), transcript variant 1, mRNA 


NM_003815 


Homo sapiens a disintegrin and metalloproteinase domain 15 (metargidin) 
(AD AMI 5), mRNA 


NM_021641 


Homo sapiens a disintegrin and metalloproteinase domain 12 (meltrin alpha) 
(ADAM12), transcript variant 2, mRNA 


NM_021612 


Homo sapiens a disintegrin and metalloproteinase domain 1 1 (ADAM1 1), 
transcript variant 2, mRNA 


NM_006437 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 
like 1 (ADPRTL1), mRNA 


NM_001618 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase) 
(ADPRT), mRNA 


NM 021738 


Homo sapiens supervillin (S VBL), transcript variant 2, mRNA 


NM 003174 


Homo sapiens supervillin (SVIL), transcript variant 1, mRNA 


NM_002505 


Homo sapiens nuclear transcription factor Y, alpha (NFYA), transcript variant 1, 
mRNA 


NM_021705 


Homo sapiens nuclear transcription factor Y, alpha (NFY A), transcript variant 2, 
mRNA 


NM_000832 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRIN1), 
transcript variant NR1-1, mRNA 


NM_000673 


Homo sapiens alcohol dehydrogenase 7 (class IV), mu or sigma polypeptide 
(ADH7), mRNA 


NM_000671 


Homo sapiens alcohol dehydrogenase 5 (class HI), chi polypeptide (ADH5), 
mRNA 


NM_000670 


Homo sapiens alcohol dehydrogenase 4 (class II), pi polypeptide (ADH4), 
mRNA 



410 



WO 03/074654 



PCT/US03/05028 



NM 001832 


Homo sapiens colipase, pancreatic (CLPS), mRNA 


NMJ)21795 


Homo sapiens ELK4, ETS-domain protein (SRF accessory protein 1) (ELK4), 
transcript variant b, mRNA 


NM 021709 


Homo sapiens CD27-binding (Siva) protein (SIVA), transcript variant 2, mRNA 


NM 006427 


Homo sapiens CD27-binding (Siva) protein (SIVA), transcript variant 1, mRNA 


NM_021804 


Homo sapiens angiotensin I converting enzyme (peptidyl-dipeptidase A) 2 
(ACE2), mRNA 


NM 020208 


Homo sapiens X transporter protein 3 (XT3), transcript variant 1, mRNA 


NM 021030 


Homo sapiens zinc finger protein 14 (KOX 6) (ZNF14), mRNA 


NM 020485 


Homo sapiens Rhesus blood group, CcEe antigens (RHCE), mRNA 


NM 016232 


Homo sapiens interleukin 1 receptor-like 1 (IL1RL1), mRNA 


NM_001680 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
transcript variant a, mRNA 


NMJ)21603 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
transcript variant b, mRNA 


NM 005387 


Homo sapiens nucleoporin 98kD (NUP98), mRNA 


NM 021602 


Homo sapiens CD79B antigen (immunoglobulin-associated beta) (CD79B), 
transcript variant 2, mRNA 


NM_000626 


Homo sapiens CD79B antigen (immunoglobulin-associated beta) (CD79B), 
transcript variant 1, mRNA 


NMJ)2160i 


Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (CD79A), 
transcript variant 2, mRNA 


NM_021599 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 2 (ADAMTS2), transcript variant 2, mRNA 


NMJ)06988 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 1 (ADAMTS1), mRNA 


NM_004069 


Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), 
transcript variant AP17, mRNA 


NM 021575 


Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), 
transcript variant AP17delta, mRNA 


NM 021574 


Homo sapiens breakpoint cluster region (BCR), transcript variant 2, mRNA 


NM 004327 


Homo sapiens breakpoint cluster region (BCR), transcript variant 1, mRNA 


NM__007327 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRIN1), 
transcript variant NR1-3, mRNA 


NMJ)21569 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRIN1), 
transcript variant NR1-2, mRNA 


NM 020984 


Homo sapiens choline acetyltransferase (CHAT), transcript variant R, mRNA 


NM 020985 


Homo sapiens choline acetyltransferase (CHAT), transcript variant Nl, mRNA 


NM 020549 


Homo sapiens choline acetyltransferase (CHAT), transcript variant M, mRNA 


NM 001615 


Homo sapiens actin, gamma 2, smooth muscle, enteric (ACTG2), mRNA 


NM 020986 


Homo sapiens choline acetyltransferase (CHAT), transcript variant N2, mRNA 


NM 018662 


Homo sapiens disrupted in schizophrenia 1 (DISCI), mRNA 


NM 018406 


Homo sapiens mucin 4, tracheobronchial (MUC4), mRNA 


NM 017783 


Homo sapiens hypothetical protein FLJ20357 (FU20357), mRNA 


NM 004532 


Homo sapiens mucin 4, tracheobronchial (MUC4), mRNA 


INM_U12215 


Homo sapiens meningioma expressed antigen 5 (hyaluronidase) (MGEA5), 
mRNA 


NM_020326 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 5, mRNA 


NMJ)20325 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 4, mRNA 


NM 020324 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
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transcript variant 3, mRNA 


NM.020323 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 2, mRNA 


NMJ)20298 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2A-delta-14, mRNA 


NM_020297 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2B, mRNA 


NM_021270 


Homo sapiens leukocyte-associated Ig-like receptor 2 (LAIR2), transcript variant 
2, mRNA 


NM_002288 


Homo sapiens leukocyte-associated Ig-like receptor 2 (LAIR2), transcript variant 
l,mRNA 


NM 020983 


Homo sapiens adenylate cyclase 6 (ADCY6), transcript variant 2, mRNA 


NM 015270 


Homo sapiens adenylate cyclase 6 (ADCY6), transcript variant 1, mRNA 


NMJ)20987 


Homo sapiens ankyrin 3, node of Ranvier (ankyrin G) (ANK3), transcript variant 
l,mRNA 


NM 020977 


Homo sapiens ankynn 2, neuronal (ANK2), transcnpt variant 2, mRNA 


NM 001148 


Homo sapiens ankynn 2, neuronal (ANK2), transcnpt vanant 1, mRNA 


NM 020481 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 8, mRNA 


NM 020480 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 7, mRNA 


NM 020479 


Homo sapiens ankyrin 1, erythrocytic (ANKl), transcript variant 6, mRNA 


NM 020478 


Homo sapiens ankynn 1, erythrocytic (ANK1), transcnpt vanant 5, mRNA 


NM 020477 


Homo sapiens ankynn l, erythrocytic (ANKl), transcnpt vanant 2, mRNA 


NM 000037 


Homo sapiens ankyrin l, erythrocytic (ANKl), transcript variant 3, mRNA 


NM 020476 


Homo sapiens ankyrin l, erythrocytic (ANKl), transcript variant l, mRNA 


NM 020475 


Homo sapiens ankyrin l, erythrocytic (ANKl), transcript variant 4, mRNA 


NM 021056 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 3, mRNA 


NM 021055 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 2, mRNA 


NM 000548 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant l, mRNA 


NM 004041 


Homo sapiens arrestin, beta l (ARRBl), transcript variant l, mRNA 


NM 020251 


Homo sapiens arrestin, beta l (ARRBl), transcript variant 2, mRNA 


NM_000872 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant a, mRNA 


NMJH9860 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant b, mRNA 


NM_019859 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant d, mRNA 


NM_004228 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 2 (cytohesin- 
2) (PSCD2), transcript variant 2, mRNA 


NMJ)17457 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 2 (cytohesin- 
2) (PSCD2), transcript variant l , mRNA 


NM_004302 


Homo sapiens activin A receptor, type IB (ACVRIB), transcript variant l , 
mRNA 


NMJ)20328 


Homo sapiens activin A receptor, type IB (ACVRIB), transcript variant 3, 
mRNA 


NMJ)20327 


Homo sapiens activin A receptor, type IB (ACVRIB), transcript variant 2, 
mRNA 


NM 012082 


Homo sapiens Friend of GATA2 (FOG2), mRNA 


NMJ)O0578 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters), member l (SLCl l Al), mRNA 


NMJ)21094 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 
(SLC21A3),mRNA 


NM_ 003739 


Homo sapiens aldo-keto reductase family 1, member C3 (3 -alpha hydroxy steroid 
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dehydrogenase, type ID (AKR1C3), mRNA 


NM 00071 S 


xjajuiu odpicna giyuupiuicui nuimunco, aipna polypeptide (^AjAJ, lllrviNA 


NM 014272 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 

tlirnrnhnQrirvnHm tvnp 1 mntlf 7 f AT'jAAyf r FQ7^ tWDXTA 
uuuiiiuuopuiiuill type i uiULii, / {r\±Jr\lvl. lo/J, nXK-LN/Y 


NMJH9863 


Homo sapiens coagulation factor VEH, procoagulant component (hemophilia A) 

(KXl fTQT1Cr i 1"it"vfr x/oi*iiitit ml) XT A 

{rojf uaLlaunpi Yallaill 4. 9 IIlXvlN/\. 


iim^UUv IDA 


xioniu sapiens coaguiaaon iacior v lu, procoagulant component (nemopnilia A) 

lP5\ i trsiTicf»T*it"t+ ira.t*ionf 1 -ml? XT A 

^ro^, uoubunpi vox ion i i, iiuvln/v 


NM 019616 


nuiiiu sapiens coaguiaaon iacior vii ^serum protnromDin conversion 

npf*plM*5itrvr^ /"E"7^ fra , ncr , T7'nf vorionf 0 ml? XI A 
ouUClCidlUI J ^JT / J, UaUol/Iipi Vdl 1 all L ^, TJlixlNA 


NM 000131 


nuiiiu bdpiens coaguiaaon iacior v 11 ^serum protnroniDin conversion 
accelerator) (F7), transcript variant 1, mRNA 


NM 007219 


XlUlllU oapiCilo IIH3 mi&Cl piUldll Arr ^XvlNP ^*r) 9 IIllVlNr\. 


NM 021010 


Homo sapiens defensin, alpha 5, Paneth cell-specific (DEFA5), mRNA 


NM 016250 


nuniu bdpicnb an -iny v; uownsueam-reguiaiea gene z ^rsiJKLrZj, mKINA 


NM 020525 


Homo sapiens interleukin 22 (IL22), mRNA 


NM 006774 


nomo sapiens inaoiemyiamine JN-meuiyitransierase (JJNJYLl), mKINA 


NM014310 


Homo sapiens similar to mouse Ras, dexamethasone-induced 1 (RASD1), 

IliiVLN/\ 


NM 020322 


Homo sapiens amiloride-sensitive cation channel 3, testis (ACCN3), transcript 

1701*1 on f" 1 -r"V^"D XT A 

Vdridlll jy ITIXvaNA 


NM 020321 


Homo sapiens amiloride-sensitive cation channel 3, testis (ACCN3), transcript 

■^fQT^^l■r^f , 0 ml?XTA 

variant z, miviNA 


NM_020334 


Homo sapiens a disintegrin and metalloproteinase domain 30 (ADAM30), 
udiiauiipi Variant z, iurviN/v 


NM 019559 


Homo sapiens coagulation factor XI (plasma thromboplastin antecedent) (Fll), 

UdJlbL/I ipL Variant Z, TTLCViN/Y 


NM_000128 


Homo sapiens coagulation factor XI (plasma thromboplastin antecedent) (Fl 1), 

fron o r*t~r iron o**^ 1 *«T}\T A 

Transcript vanant i , niKJN a 


NM_000443 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 4 
(Adud4;, iranscnpt variant A, mKINA 


NM_018850 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 4 
{/xDK^iyH), Tjanscnpt variant mKINA 


NM_0 18849 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 4 
V > ADv^i3-+j, uanscnpt variant ±5, itikjna 


NM_020038 


Homo sapiens ATP-binding cassette, sub-family C ((3TR/MRP), member 3 
^adv>^/j ) y uanscnpt variant ivijkx jd, itikjna 


NM_020037 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 3 
^ADui^jj, transcript variant MjCtjA, mKNA 


NM_003786 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 3 

( ARpP^ froncrnnr irarionf K/TDP? •m'DXTA 

vtvx>i^v_o )> transcript variant jyiKr^, niKiNA 


NM_0 19624 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 9 

^AT : tPTtO^ tronc/M-iW variant 0 mPXTA 

\**j->y~'ijy j, uanscripi variant z, mrviNA 


NM_019625 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 9 

fARf^ROt tronc^rlnf •rarionf 1 rv/DXTA 

^nDUD7j, iranscnpt van ant i, mivJNA 


NM 004996 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1) % transcript variant 1, mRNA 


NM 019902 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 7, mRNA 


NM 019901 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 6, mRNA 


NM 019900 | Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP) member 1 ' 
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(ABCC1), transcript variant 5, mRNA 


NM_0 19899 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 4, mRNA 


NMJ) 19898 


Homo sapiens ATP-bindmg cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 3, mRNA 


NM_019862 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCCl), transcnpt variant 2, mRNA 


NM 019903 


Homo sapiens adducm 3 (gamma) (ADD3), transcript variant 2, mRNA 


NM 001640 


Homo sapiens N-acylaminoacyl-peptide hydrolase (APEH), mRNA 


NM 019858 


Homo sapiens protein A (A), transcript variant A-2, mRNA 


NM 000407 


Homo sapiens glycoprotein lb (platelet), beta polypeptide (GP1BB), mRNA 


NM 015675 


Homo sapiens growth arrest and DNA-damage-inducible, beta (GADD45B), 
mRNA 


NM 016824 


Homo sapiens adducin 3 (gamma) (ADD3), transcript variant 1, mRNA 


NM_020039 


Homo sapiens amiloride-sensitive cation channel 2, neuronal (ACCN2), 
transcript variant 1, mRNA 


NM 005388 


Homo sapiens phosducin-like (PDCL), mRNA 


NMJH7585 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 6 
(SLC2A6), mRNA 


NMJ)20238 


Homo sapiens inner centromere protein antigens (135kD, 155kD) (INCENP), 
mRNA 


NM_006908 


Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho family, small GTP 
binding protein Racl) (RAC1), transcript variant Racl, mRNA 


NM_0 18890 


Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho family, small GTP 
binding protein Racl) (RAC1), transcript variant Raclb, mRNA 


NMJ) 18891 


Homo sapiens laminin, gamma 2 (nicein (lOOkD), kalinin (105kD), BM600 
(lOOkD), Herlitz junctional epidermolysis bullosa)) (LAMC2), transcript variant 
2, mRNA 


NM_013430 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 3, 
mRNA 


NM 013421 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 2, 
mRNA 


NM 004954 


Homo sapiens ELKL motif kinase (EMK1), transcript variant 2, mRNA 


NM_017490 


Homo sapiens ELKL motif kinase (EMK1), transcript variant 1, mRNA 


NM__004105 


Homo sapiens EGF-containing fibulin-like extracellular matrix protein 1 
(EFEMP1), transcript variant 1, mRNA 


NM_002403 


Homo sapiens microfibrillar-associated protein 2 (MFAP2), transcript variant 2, 
mRNA 


NMJ) 17459 


Homo sapiens microfibrillar-associated protein 2 (MFAP2), transcript variant 1, 
mRNA 


NM 005115 


Homo sapiens major vault protein (MVP), transcript variant 2, mRNA 


NM 017458 


Homo sapiens major vault protein (MVP), transcript variant 1 , mRNA 


"VTTk «■ A1 OOAil 

NM_0 18894 


Homo sapiens EGF-containing fibulin-like extracellular matrix protem 1 
(EFEMr 1), transcnpt vanant 2, mRNA 


NM 016519 


Homo sapiens ameloblastic enamel matrix protein (AMBN), mRNA 


VTAyT m 740*3 
XNIYl U 1 


Homo sapiens ataxm 1 related, protein (AZLrj, transcript vanant z, mKNA 


NM 007193 


Homo sapiens annexin A10 (ANXA10), mRNA 


NM 019102 


Homo sapiens homeo box A5 (HOXA5), mRNA 


NM 018971 


Homo sapiens G protein-coupled receptor 27 (GPR27), mRNA 


NM 003379 


Homo sapiens villin 2 (ezrin) (VCL2), mRNA 


NM_0 16830 


Homo sapiens vesicle-associated membrane protein 1 (synaptobrevin 1) 
(VAMP1), transcript variant VAMP-IB, mRNA 



414 



WO 03/074654 



PCT/US03/05028 



NM_014231 


Homo sapiens vesicle-associated membrane protein 1 (synaptobrevin 1) 
(VAMP1), transcript variant VAMP- 1 A, mRNA 


NMJH7489 


Homo sapiens telomeric repeat binding factor (NIMA-interacting) 1 (TERF1), 
transcript variant 1 , mRNA 


NMJ)03218 


Homo sapiens telomeric repeat bmding factor (MMA-interacting) 1 (TERF1), 

• • m ^\ T* "V T A 

transcnpt vanant 2, mRNA 


NMJH7455 


Homo sapiens stromal cell derived factor receptor 1 (SDFR1), transcnpt vanant 
alpha, mRNA 


NM_007098 


Homo sapiens clathrin, heavy polypeptide-like 1 (CLTCL1), transcnpt vanant 2, 
mRNA 


NM 017451 


Homo sapiens BAH -associated protein 2 (BAIAP2), transcnpt vanant 2, mRNA 


NM 017450 


Homo sapiens BAH -associated protem 2 (BAIAP2), transcnpt vanant 1, mRNA 


NM 001617 


Homo sapiens adducin 2 (beta) (ADD2), transcnpt vanant beta-1 , mRNA \ 


NM 017488 


Homo sapiens adducm 2 (beta) (.ADD2), transcnpt vanant beta-4, mRNA ! 


NM 017487 


Homo sapiens adducin 2 (beta) (ADD2), transcnpt vanant beta-ob, mRNA 


NM 017486 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-6a, mRNA 


NM 017485 


Homo sapiens adducm 2 (beta) (ADD2), transcnpt vanant betaoa, mRNA 


NM 017484 


Homo sapiens adducin 2 (beta) (.ADD2), transcript variant beta-3b, mRNA 


NM 017483 


Homo sapiens adducin 2 (beta) (aAJDD2), transcnpt vanant beta-3a, mRNA 


NM 017482 


TY * It ■ Al j V ✓ A YXT\ \ . • . • j t j ^ T\ "VTA 

Homo sapiens adducin 2 (beta) (ADD2), transcnpt vanant beta-2, mRNA 


NM 018561 


Homo sapiens DKFZP586D2223 protem (DKFZP586D2223), mRNA 


NM 018413 


TT * 1 J ■ . • A t _f* j A? /rijlOT\ TkTwT A 

Homo sapiens chondroitin 4-sulfotransferase (C4ST), mRNA 


NM 017835 


Homo sapiens chromosome 21 open reading frame 59 (C210RF59), mRNA 


NM_0 18226 


Homo sapiens argmyl ammopeptidase (aminopeptidase B)-like l (RNPEPLl), 
mRNA 


NM 018204 


Homo sapiens cytoskeleton associated protem 2 (CKAP2), mRNA 


NM 018200 


Homo sapiens high-mobility group 20A (HMG20A), mRNA 


NM 017595 


Homo sapiens I-kappa-B-interacting Ras-like protein 2 (KBRAS2), mRNA 


NM 017613 


Homo sapiens downstream neighbor of SON (DONSON), mRNA 


NM 017596 


Homo sapiens KIAA0449 protein (KIAA0449), mRNA 


NM_017456 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains l(cytohesin l) 
(PSCDl), transcript variant 2, mRNA 


NM_016829 


Homo sapiens 8-oxoguanine DNA glycosylase (OGGl), nuclear gene encoding 
mitochondrial protein, transcript variant 2e, mRNA 


NM_016828 


Homo sapiens 8-oxoguanine DNA glycosylase (OGGl), nuclear gene encoding 
mitochondrial protein, transcript variant 2d, mRNA 


NM_0 16827 


Homo sapiens 8-oxoguanine DNA glycosylase (OGGl), nuclear gene encoding 
mitochondrial protein, transcript variant 2c, mRNA 


NM_0 16826 


Homo sapiens 8-oxoguanine DNA glycosylase (OGGl), nuclear gene encoding 
mitochondrial protein, transcript variant 2b, mRNA 


NM_0 16821 


Homo sapiens 8-oxoguanine DNA glycosylase (OGGl), nuclear gene encoding 
mitochondrial protein, transcript variant 2a, mRNA 


NM_0 16820 


Homo sapiens 8-oxoguanine DNA glycosylase (OGGl), nuclear gene encoding 
mitochondrial protein, transcript variant Ic, mRNA 


NM_016819 


Homo sapiens 8-oxoguanine DNA glycosylase (OGGl), nuclear gene encoding 
mitochondrial protein, transcript variant lb, mRNA 


NM 002197 


Homo sapiens aconitase l, soluble (ACOl), mRNA 


NM_016841 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 4, 
mRNA 


NM_016835 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant l, 
mRNA 


NM 016834 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 3, 
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mRNA 


NM 016938 


Homo sapiens EGF-containing fibulin-like extracellular matrix protein 2 
(EFEMP2), xnRNA 


NM 005569 


Homo sapiens LIM domain kinase 2 (LIMK2), transcript variant 2a, mRNA 


NM 016733 


Homo sapiens LIM domain kinase 2 (LIMK2), transcript variant 2b, mRNA 


NM 002314 


Homo sapiens LIM domain kinase 1 (LIMK1), transcript variant 1, mRNA 


NM 016735 


Homo sapiens LIM domain kinase 1 (LIMK1), transcript variant dLMK, mRNA 


NM_006855 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 3 (KDELR3), transcript variant 1 , mRNA 


NM_016657 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 3 (KDELR3), transcript variant 2, mRNA 


NM_002101 


Homo sapiens glycophorin C (Gerbich blood group) (GYPC), transcript variant 
l,mRNA 


NM_016815 


Homo sapiens glycophorin C (Gerbich blood group) (GYPC), transcript variant 
2, mRNA 


NM 005242 


Homo sapiens coagulation factor II (thrombin) receptor-like 1 (F2RL1), mRNA 


NM_016818 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 1 
(ABCG1), transcript variant 2, mRNA 


NM_004915 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 1 
(ABCG1), transcript variant 1, mRNA 


NM_002542 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant la, mRNA 


NM_000665 


Homo sapiens acetylcholinesterase (YT blood group) (ACHE), transcript variant 
E4-E6, mRNA 


NM 013999 


Homo sapiens mesenchyme homeo box 1 (MEOX1), transcript variant 2, mRNA 


NM_003927 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcript variant 
1, mRNA 


NM_015832 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcript variant 
testis-specific, mRNA 


NM_002384 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
4, mRNA 


NM_0 15847 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
PCM1, mRNA 


NM_0 15846 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
1, mRNA 


NM_0 15845 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
2, mRNA 


NM_0 15844 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
3, mRNA 


NM_002311 


Homo sapiens ligase m, DNA, ATP-dependent (LIG3), transcript variant beta, 
mRNA 


NM_0 13975 


Homo sapiens ligase HI, DNA, ATP-dependent (LIG3), transcript variant alpha, 
mRNA 


NM 014190 


Homo sapiens adducin 1 (alpha) (ADD1), transcript variant 3, mRNA 


NM 014189 


Homo sapiens adducin 1 (alpha) (ADD1), transcript variant 2, mRNA 


NM UU1119 


Homo sapiens adducm 1 (alpha) (ADD1), transcript variant 1, mRNA 


NM_015831 


Homo sapiens acetylcholinesterase (YT blood group) (ACHE), transcript variant 
E4-E5, mRNA 


NM 016572 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NM 016388 


Homo sapiens T-cell receptor interacting molecule (TRIM), mRNA 


NM 016272 


Homo sapiens transducer of ERBB2, 2 (TOB2), mRNA 


NM 016135 


Homo sapiens transcription factor ets (TEL2), mRNA 
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NM_0 16247 


Homo sapiens interphotoreceptor matrix proteoglycan 200 (SPACRCAN), 
mRNA 


NM 016334 


Homo sapiens putative G-protein coupled receptor (SH120), mRNA 


NM 016124 


Homo sapiens Rhesus blood group, D antigen (RHD), mRNA 


NMJH5865 


Homo sapiens solute earner family 14 (urea transporter), member 1 (Kidd blood 
group) (SLC14A1), mRNA 


NM 016112 


Homo sapiens polycystic kidney disease 2-like 1 (PKD2L1), mRNA 


NM016318 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 (P2RX2), 
mRNA 


NMJH6653 


Homo sapiens sterile-alpha motif and leucine zipper containing kinase AZK 
(ZAK), mRNA 


NM 016556 


Homo sapiens GT198, complete ORF (HUMGT198A), mRNA 


NM_016431 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 2 
(MAPK8IP2), mRNA 


NM 016377 


Homo sapiens A kinase (PRKA) anchor protein 7 (AKAP7), mRNA 


NM_0 16346 


Homo sapiens nuclear receptor subfamily 2, group E, member 3 (NR2E3), 
mRNA 


NM 016325 


Homo sapiens zinc finger protein 274 (ZNF274), mRNA 


NM 016324 


Homo sapiens zinc finger protein 274 (ZNF274), mRNA 


NM 016293 


Homo sapiens bridging integrator 2 (BIN2), mRNA 


NM 015909 


Homo sapiens neuroblastoma-amplified protein (LOC5 1594), mRNA 


NM 015890 


Homo sapiens spondyloepiphyseal dysplasia, late, pseudogene (SEDLP), mRNA 


NM 015885 


Homo sapiens PCF1 lp homolog (PCF1 1), mRNA 


NM_015991 


Homo sapiens complement component 1, q subcomponent, alpha polypeptide 
(C1QA), mRNA 


NM 016201 


Homo sapiens Leman coiled-coil protein (LCCP), mRNA 


NM 016157 


Homo sapiens trophinin (TRO), mRNA 


NM_0 15869 


Homo sapiens peroxisome proliferative activated receptor, gamma (PPARG), 
mRNA 


NM_016615 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GABA), 

^ 1 11 /C1T /~*S~ A 1 *> \ -ip»X T A 

member 13 (SLC6A13), mRNA 


NM 016389 


Homo sapiens NSl-binding protein (NS1-BP), mRNA 


NM 016648 


Homo sapiens HDCMA18P protein (HDCMA18P), mRNA 


NM_0 16527 


Homo sapiens hydroxyacid oxidase 2 (long chain) (HA02), mRNA 


NM 016263 


Homo sapiens Fzrl protein (FZR1), mRNA 


NM 016602 


Homo sapiens G protein-coupled receptor 2 (GPR2), mRNA 


NMJ)15892 


Homo sapiens B cell RAG associated protein (BRAG), mRNA 


NM 016187 


Homo sapiens bridging integrator 2 (BIN2), mRNA 


NM 003373 


Homo sapiens vinculin (VOL), transcript variant VCL, mRNA 


\n r r\ -\ a r\c\i\ 

NM 014000 


Homo sapiens vinculin (VCL), transcript variant meta-VCL, mRNA 


"X. TX AT AI 1 

NM 013992 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8E, mRNA 


tx AT /\ •§ i Ann 

NM_013988 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
(PARK2), transcript variant 3, mRNA 


NM_0 13987 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
(PARK2), transcript variant 2, mRNA 




xiomo sapiens neureguim z (Inkajz j, transcript variant o, mKNA 


NM 013984 


Homo sapiens neuregulin 2 (NRG2), transcript variant 5, mRNA 


NM 013983 


Homo sapiens neuregulin 2 (NRG2), transcript variant 4, mRNA 


NM 013982 


Homo sapiens neuregulin 2 (NRG2), transcript variant 3, mRNA 


NM 013981 


Homo sapiens neuregulin 2 (NRG2), transcript variant 2, mRNA 1 


NM 013964 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-alpha, mRNA 


NM 013962 


Homo sapiens neuregulin 1 (NRG1), transcript variant GGF2, mRNA 
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NM 013961 


Homo sapiens neuregulin 1 (NRG1), transcnpt vanant OOr , mKJNA 


NM 013960 


Homo sapiens neuregulin 1 (NRCjI), transcnpt vanant nai43, mKJNA 


NM 013959 


Homo sapiens neuregulin 1 (NRG1), transcript variant SMDF, mRNA 


NM 013958 


w • < • < ft. TT> <• \ » • . ♦ j Tilt 1 a O T% "X T A 

Homo sapiens neuregulin 1 (NRG1), transcnpt vanant HRG-beta3, mRNA 


NM 013957 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-beta2, mRNA 


NM 013956 


Homo sapiens neuregulin 1 (NRG1), transcnpt vanant HRG-betal, mRNA 


NM 013955 


Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH-lLv, mRNA 


NM 013954 


Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH-1S, mRNA 


NM_0 13995 


Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript 
variant LAMP2B, mRNA 


NM_007334 


Homo sapiens killer cell lectin-like receptor subfamily D, member 1 (KLRD1), 
transcript variant 2, mRNA 


NM_002262 


Homo sapiens killer cell lectin-like receptor subfamily D, member 1 (KLRD1), 
transcript variant 1 , mRNA 


NM_013976 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene 
encoding mitochondrial protein, transcript variant 2, mRNA 


NM 015841 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 
ADAR-c, mRNA 


NM_015840 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 
ADAR-b, mRNA 


NM_001111 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 
ADAR-a, mRNA 


NM 014925 


Homo sapiens KIAA1002 protein (KIAA1002), mRNA 


NM 014905 


Homo sapiens glutaminase (GLS), mRNA 


NM 014833 


Homo sapiens KIAA061 8 gene product (KIAA061 8), mRNA ! 


NM 014863 


Homo sapiens B cell RAG associated protein (BRAG), mRNA 


NM 015646 


Homo sapiens RAP1B, member of RAS oncogene family (RAP1B), mRNA 


NM_0 15423 


Homo sapiens aminoadipate-semialdehyde dehydrogenase-phosphopantetheinyl 
transferase (AASDHPPT), mRNA 


NM 015523 


Homo sapiens small fragment nuclease (DKFZP566E144), mRNA 


NM 014397 


Homo sapiens NIMA (never in mitosis gene a)-related kinase 6 (NEK6), mRNA 


NM_014249 


Homo sapiens nuclear receptor subfamily 2, group E, member 3 (NR2E3), 
mRNA 


NM 014361 


Homo sapiens contactin 5 (CNTN5), mRNA 


NM_014341 


Homo sapiens mitochondrial carrier homolog 1 (MTCH1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 014556 


Homo sapiens Ellis van Creveld syndrome (EVC), mRNA 


NM 014306 


Homo sapiens hypothetical protein (HSPC1 17), mRNA 


NM 014593 


Homo sapiens CpG binding protein (CGBP), mRNA 


NM 014567 


Homo sapiens breast cancer anti-estrogen resistance 1 (BCAR1), mRNA 


NM_0 14273 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 6 (ADAMTS6), mRNA 


NM_0 14244 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 2 (ADAMTS2), transcript variant 1, mRNA 


NM 014449 


Homo sapiens protein A (A), transcript variant A-l, mRNA 


NM_0073l9 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
374., mRNA 


NM_0073l8 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
463, mRNA 


NM 013953 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8D, mRNA 


NM 013952 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8C, mRNA 


NM 013951 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8B, mRNA 
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NM 013945 


x±\jLii\j oayi^Lio \Jtxix cu uua gviiG / ^rnA / ^, u aXloUi lpt Variant Zj IaIayaN A 


NM.013942 


Homo sapiens paired box gene 3 (Waardenburg syndrome 1) (PAX3), transcript 
variant PAX3B mRNA 


NM_013411 


Homo sapiens adenylate kinase 2 (AK2), nuclear gene encoding mitochondrial 

nrotein tran^crint variant mPTsJ A 


NM_000631 


Homo sapiens neutrophil cytosolic factor 4 (40kD) (NCF4), transcript variant 1, 
mRNA 


NM_013416 


Homo sapiens neutrophil cytosolic factor 4 (40kD) (NCF4), transcript variant 2, 


NM_006125 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
3 mRNA 


NM 013427 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 

1 tyVRNA 


NM 013423 


nomo sapiens lvno uirase activating protein 6 (ARHGAP6), transcnpt van ant 
4 mRNA 


NM_013422 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
5 mRNA 

j 1 1 lAvA rv. 


MM_001174 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
2 mRNA 

a»j llAAVA^fXft. 


NM 013436 


Homo sapiens NCK-associated protein 1 (NCKAP1), mRNA 


NM 012310 


Aiuixiu bapicub KincMn iamny memoer hj\ (J\jlt4AJ, mKlNA 


NM_0 13449 


Homo sapiens bromodomain adjacent to zinc finger domain. 2A (BAZ2A) 
mRNA 


NM_007333 


Homo sapiens killer cell lectin-like receptor subfamily C, member 3 (KLRC3), 

tran^crint vfirinnt MI<r<T'9-TT -ml? XT A 
u oiiovvi lij i vcu loll L I^VJA'n, IIlivIN f\ 


NM_007328 


aauiiiu da^icii^ iuncr ucii lecun-iiKe receptor suDiamiiy member l (IvLRCl), 
transcrint variant NfCCr2-R mPNA 


NM_002259 


A1U111U oapicno AAiici ^cii icoun-iiKc receptor suDiamiiy member 1 (KJLRCI ), 
transcript variant NKG2-A, mRNA 


NM_004214 


aawiiivj oapx&u^ iiuiuuiabi ^uwxn iacior ^acidic; lnxraceiiuiar binding protein 
(FIBP), mRNA J ' 


NM 006350 


AAumu oapicuo iuiiibunin vro i), uanscnpt variant ro 131 /, mKiNA 


NM 013409 


Homo sapiens folhstatin (FST), transcript variant FST344, mRNA 


NM 013324 


numo bapiens cytoione maucioie oii2-containmg protem (CISH), mRNA 


NM 012486 

1 lit A \# ± \J\J 


nomo sapiens presemim z ^Alzheimer disease 4) (PSEN2), transcnpt variant 2, 
mRNA ' 


NM 012485 


rxumu &<tpiens nyaiiAronan-meaiatea motility receptor (RHAMM) (HMMR), ; 
trans criDt variant 2 mPNA 


NMJ) 12484 


Homo Saniens hva1iirnnnn-TnpHifltf»r1 -mritili'f-t/ rpr»pntAf rDTJ A A/TAyf\ /"TTA /tk jm \ 

au jK* vu ° iijraiuiuii<wi-mcuiaico mo niiiy receptor ^avixAJVUVIJ (^atJVaJM-K), 
transcript variant 1, mRNA 


NM 012483 


Homo saniens PrannlvQtn ffirMT V\ trancr»rtrv+ T^n'ont t«"dxta 
aavxaxw uupi^uo giauui^aui i j, uanscript variant j iy, mKJN A 


NM 006433 


HOmO SanienS ffranillvRiri ^TrMT frQnor»rir»t xra-riont XTVl^l^ mDXTA 


NM 001930 


HOmO SanienS deOXA/h Vni l Qin f» C\mtVlQC*» /TiT-TPCN troncnrlnt virionf 1 —-T3XT A 

ju r iw « u-wuivyny purine ^yiiLiidi>e vi^-fixo ), xraiiscnpt variant l, mKiNA 


NM 013407 


Homo sapiens deoxyhypusine synthase (DHPS), transcript variant 3, mRNA 


NM 013406 


^f 1 ^" u^uAyiiypu^ine syntnase ^aJat-t o j, Transcript variant z, mRNA 


NM 013229 


Homo sapiens apoptotic protease activating factor (a^PAFI), transcrint variant 1 
mRNA 


NM 013251 


Homo sapiens tachykinin 3 (neuromedin K, neurokinin beta) (TAC3), mRNA 


NM 013396 


Homo sapiens ubiquitin specific protease 25 (USP25), mRNA 


NM 013255 


Homo sapiens muskelin 1, intracellular mediator containing kelch motifs 
(MKLN1), mRNA 


NM 013290 


Homo sapiens GT198, complete ORF (HUMGT198A), mRNA 
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NM 005102 


Homo sapiens fasciculation and elongation protein zeta 2 (zygin II) (FEZ2), 
mRNA 


NM_004830 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 3 
(130kD) (CRSP3), mRNA 


NM_009588 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LIB), transcript 
variant 2, mRNA 


NM 013227 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1, large aggregating 
proteoglycan, antigen identified by monoclonal antibody A0122) (AGC1), 
transcript variant 2, mRNA 


NM 012475 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NM J) 12428 


Homo sapiens stromal cell derived factor receptor 1 (SDFR1), transcript variant 
beta, mRNA 


NM 012226 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 (P2RX2), 
mRNA 


NMJ>12369 


Homo sapiens olfactory receptor, family 2, subfamily F, member 1 (OR2F1), 
mRNA 


NM 012218 


Homo sapiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA 


NMJH2324 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 2 
(MAPK8IP2), mRNA 


NM 012405 


Homo sapiens isoprenylcysteine carboxyl methyltransfefase (ICMT), mRNA 


NM 012070 


Homo sapiens attractin (ATRN), mRNA 


NM 006874 


Homo sapiens E74-like factor 2 (ets domain transcription factor) (ELF2), mRNA 


NMJ)07308 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(SNCA), transcript variant NACP1 12, mRNA 


NM_000345 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(SNCA), transcript variant NACP140, mRNA 


NM 009589 


Homo sapiens arylsulfatase D (ARSD), transcript variant 2, mRNA 


NM_001158 


Homo sapiens amine oxidase, copper containing 2 (retina-specific) (AOC2), 
transcript variant 1, mRNA 


NM_005910 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 2, 
mRNA i 


NM_007338 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC1-L1, mRNA 


NM 007337 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC1-S3, mRNA 


NMJ)07336 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC1-S2, mRNA 


NM_007335 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC1 -SI, mRNA 


NM_005106 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC1-N1, mRNA 


NM_005002 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9 
(39kD) (NDUFA9), mRNA 


NM 003771 


Homo sapiens keratin, hair, acidic, 6 (KRTHA6), mRNA 


NMJ)00438 


Homo sapiens paired box gene 3 (Waardenburg syndrome 1) (PAX3), transcript 
variant xvyaj)/\, mtciN a 


NM 007052 


Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH-1L, mRNA 


NM 006715 


Homo sapiens mannosidase, alpha, class 2C, member 1 (MAN2C1), mRNA 


NM_007325 


Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 
variant flip, mRNA 


NM 005813 


Homo sapiens protein kinase C, nu (PRKCN), mRNA 


NM 000398 


Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIA1), nuclear 
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gene encoding mitochondrial protein, transcript variant M, mRNA 


NM 007306 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
exon4, mRNA 


NM_007305 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta9-10-llb,mRNA 


NM_007304 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCA1- 
deltallb.mRNA 


NM_007303 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCA1- 
deltall.mRNA 


NM_007302 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCA1- 
delta9-10, mRNA 


NM_00730l 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCA1- 
deltal5-17, mRNA 


NM_007300 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCA1- 
deltal4-18, mRNA 


NM 007299 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl - 
deltal4-17, mRNA 


NM_007298 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl - 
delta9-ll,mRNA 


NM_007297 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCA1- 
delta2-10, mRNA 


NM_007296 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAla', 
mRNA 


NM_007295 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAlb, 
mRNA 


NM 007294 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAla, 
mRNA 


NM_007322 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-d, 
mRNA 


MM_007321 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-C, 
mRNA 


NM_007320 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-b, 
mRNA 


NM_000754 


Homo sapiens catechol-O-methyltransferase (COMT), transcript variant MB- 
COMT, mRNA 


NM_007310 


Homo sapiens catechol-O-methyltransferase (COMT), transcript variant S- 
COMT, mRNA 


NM_000714 


Homo sapiens benzodiazapine receptor (peripheral) (BZRP), nuclear gene 
encoding mitochondrial protein, transcript variant PBR mRNA 


NM_007311 


Homo sapiens benzodiazapine receptor (peripheral) (BZRP), nuclear gene 
encoding mitochondrial protein, transcript variant PBR-S, mRNA 


NM_007314 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 2 (arg, 
Abelson-related gene) (ABL2), transcript variant b, mRNA 


NM_007313 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
(ABL1), transcript variant b, mRNA 


NM_005157 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
(ABL1), transcript variant a, mRNA 


NM 006325 


Homo sapiens RAN, member RAS oncogene family (RAN), mRNA 


NM_000902 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD10) (MME), transcript variant 1, mRNA 


NM_007289 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD10) (MME), transcript variant 2b, mRNA 
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NM 007288 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CAJLJLA, ljjiu) (MMJcj, transcript variant za, mruNA 


NM_007287 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, c ali ,a 3 v^uiuj (MMli), transcript variant idis, itikjna. 


NM_006481 


Homo sapiens transcription factor 2, hepatic; LF-B3; variant hepatic nuclear 
tactor (ICrz), transcript variant o, mKJNA 


NM_006884 


Homo sapiens short stature homeobox 2 (SHOX2), transcript variant SHOX2a, 
mRNA 


NM_003030 


Homo sapiens short stature homeobox 2 (SHOX2), transcript variant SHOX2b, 
mRNA 


NM_003005 


Homo sapiens selectin P (granule membrane protein 140kD, antigen CD62) 
(SELP), mRNA 


NM_006718 


Homo sapiens pleomorphic adenoma gene-like 1 (PLAGL1), transcript vanant 
2, mRNA 


NM_005888 


Homo sapiens solute earner family 25 (mitochondrial earner; phosphate earner), 
member 3 (SLC25A3), nuclear gene encoding mitochondrial protein, transcript 
variant la, mRNA 


NM_006491 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
3, mRNA 


NM_006489 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
2, mRNA 


NM_007088 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2c, mRNA 


NM.007087 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2b, mRNA 


NM_001740 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2, mRNA 


NM_007292 


Homo sapiens acyl-Coenzyme A oxidase I, palmitoyl (ACOXl), transenpt 
variant 2, mRNA 


NMJ)04035 


Homo sapiens acyl-Coenzyme A oxidase l, palmitoyl (ACOXl), transcript 
vanant 1, mRNA 


NM_000632 


Homo sapiens integrin, alpha M (complement component receptor 3, alpha; also 
Known as CDl lb (pi /0), macrophage anngen alpha polypeptide; (llLrAM), 

-.pVTA 

mtvJNrV 


INlvl UU l\)y I 


Homo sapiens clathiin, light polypeptide (Lcb) (CLXB), mRNA 


INM. UU IKjyy 


xiomo sapiens acia pnospnaxase i , soiuoie (A^r i ) 9 xranscnpi vanani d, mKiN/\ 


NM 007177 


Homo sapiens TU3 A protein (TU3A), mRNA 


JNJVL UU/Z4D 


Homo sapiens ataxin 2 related protein (A2LP), transenpt variant 1, mRNA 


NM 006487 


Homo sapiens fibulin 1 (FBLN1), transcript variant A, mRNA 


NM 006486 


Homo sapiens tibulin 1 (rBLNl), transenpt vanant L>, mJKINA 


NM 006485 


Homo sapiens fibulin 1 (FBLN1), transcript variant B, mRNA 


NM 006721 


Homo sapiens adenosine kinase (ADK), transcript variant ADK-long, mRNA 


NM_006132 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 

A —T>XT A 

4, mRNA 


NM_006131 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
c tyiRNA 

Dy IIlI\XN.rY 


NM_006130 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
6. mRNA 


NM_006129 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
3, mRNA 


NM_006128 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
2, mRNA 
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NM 002516 


Homo sapiens neuro-oncological ventral antigen 2 (NOVA2), mRNA 


NM 007008 


Homo sapiens rehculon 4 (RTN4), mRNA 


NM 007046 


Homo sapiens elastin microfibril interface located protein (EMILIN), mRNA 


NM_007037 


Homo sapiens a dismtegrin-hke and metalloprotease (reprolysm type) with 
thrombospondm type 1 motif, 8 (ADAMTS8), mRNA 


NM_007038 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondm type 1 motif, 5 (aggrecanase-2) (ADAMTS5), mRNA 


NM 006799 


Homo sapiens protease, serine, 21 (testisin) (PRSS21), mRNA 


NMJ)06814 


Homo sapiens proteasome (prosome, macropain) inhibitor subunit 1 (PB1) 
(PSMF1), mRNA 


NM 003466 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8A, mRNA 


NM 006790 


Homo sapiens titin immunoglobulin domain protein (myotilin) (TITD), mRNA 


NM 006782 


Y • • r~ a * 1*1 H ft fill v"!* « v -r i 

Homo sapiens zinc finger protem-like 1 (ZFPL1), mRNA 


NM 006795 


Homo sapiens EH domain containing 1 (EHD1), mRNA 


NM_006588 


Homo sapiens sulfotransferase family, cytosolic, 1C, member 2 (SULT1C2), 
mRNA 


NM 006694 


Homo sapiens jumping translocation breakpoint (JTB), mRNA 


NM 006597 


Homo sapiens heat shock 70kD protein 8 (HSPA8), mRNA 


NM 006708 


Homo sapiens glyoxalase I (GLOl), mRNA 


NM_006703 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 3 
(NUDT3), mRNA 


NM 000655 


Homo sapiens selectin L (lymphocyte adhesion molecule 1) (SELL), mRNA 


NM 006488 


Homo sapiens ketohexokinase (fructokinase) (KHK), transcript variant b, mRNA 


NM_006297 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 1 (XRCC1), mRNA 


NM 006339 


Homo sapiens high-mobility group 20B (HMG20B), mRNA 


NM 006469 


Homo sapiens NS 1 -binding protein (NS 1-BP), mRNA 


NM 006340 


Homo sapiens BAH -associated protein 2 (BAIAP2), transcript variant 3, mRNA 


NM_001353 


Homo sapiens aldo-keto reductase family 1, member CI (dihydrodiol 
dehydrogenase 1; 20-alpha (3-alpha)-hydroxysteroid dehydrogenase) (AKR1C1), 
mRNA 


NM_000202 


Homo sapiens iduronate 2-sulfatase (Hunter syndrome) (IDS), transcript variant 
l,mRNA 


NM 005890 


Homo sapiens growth arrest-specific 7 (GAS7), transcript variant b, mRNA 


NM_006123 


Homo sapiens iduronate 2-sulfatase (Hunter syndrome) (IDS), transcript variant 
2, mRNA 


NM 006053 


Homo sapiens T-cell, immune regulator 1 (TCIRG1), mRNA 


NM 005990 


Homo sapiens serine/threonine kinase 10 (STK10), mRNA 


NM 006019 


Homo sapiens T-cell, immune regulator 1 (TCIRG1), mRNA 


NM_006041 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 3B1 
(HS3ST3Bl),mRNA 


NM_006042 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 3A1 
(HS3ST3A1), mRNA 


NM_006043 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 2 (HS3ST2), 
mRNA 


iNJVl^UUUjD / 


Homo sapiens growth differentiation factor 5 (cartilage-derived morphogenetic 
protein-1) (GDF5), mRNA 


NM_005847 


Homo sapiens solute carrier family 23 (nucleobase transporters), member 2 
(SLC23A2), mRNA 


NM 005751 I 


Homo sapiens A kinase (PRKA) anchor protein (yotiao) 9 (AKAP9), mRNA 


NM_005691 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2A, mRNA 
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NM 005688 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 5 
(ABCC5), mRNA 


NM 005730 


Homo sapiens conserved gene amplified in osteosarcoma (OS4), mRNA 


NM_005562 


Homo sapiens laminin, gamma 2 (nicein (100kD), kalinin (105kD), BM600 
(lOOkD), Herlitz junctional epidermolysis bullosa)) (LAMC2), transcript variant 
l,mRNA 


NM_005534 


Homo sapiens interferon gamma receptor 2 (interferon gamma transducer 1) 
JD7NGR2), mRNA 


NM 005682 


Homo sapiens G protein-coupled receptor 56 (GPR56), mRNA 


NM 005666 


Homo sapiens H factor (complement)-like 3 (HFL3), mRNA ! 


NM_005503 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
(XI 1 -like) (APBA2), mRNA 


NM_005431 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 2 (XRCC2), mRNA 


NM_005465 


Homo sapiens v-akt murine thymoma viral oncogene homolog 3 (protein kinase 
B, gamma) (AKT3), mRNA 


NM_005446 


Homo sapiens purinergic receptor P2X-like 1, orphan receptor (P2RXL1), 
mRNA 


NM_005336 


Homo sapiens high density lipoprotein binding protein (vigilin) (HDLBP), 
mRNA 


NM_005265 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 1, 
mRNA 


NM_005243 


Homo sapiens Ewing sarcoma breakpoint region 1 (EWSR1), transcript variant 
EWS, mRNA 


NM_005236 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 4 (ERCC4), mRNA 


NM_005075 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 
(SLC21A3), mRNA 


NM_005050 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 1, mRNA 


NM_005006 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 1 (75kD) 
(NADH-coenzyme O reductase) (NDUFS1), mRNA 


NM_005135 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
6(SLC12A6),mRNA i 


NM_004968 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 2, 
mRNA 


NM_005114 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 1 (HS3ST1), 
mRNA 


NM_004958 


Homo sapiens FK506 binding protein 12-rapamycin associated protein 1 
(FRAP1), mRNA 


NMJ)01478 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:(N-acetylneuraminyl)- 
galactosylglucosylceramide N-acetylgalactosaminyltransferase (GalNAc-1^ 
(CjAJLCjT), mRNA 


MM UU4031 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant d, mRNA 


"K TX yf f\f\A f\1 A 

NM 004030 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant c, mRNA 


"NTM 0040? Q 


numu sapiens lnieneron regulatory tactor / ^iKr /), transcript variant b, mRNA 


NM 004034 


Homo sapiens annexin A7 (ANXA7), transcript variant 2, mRNA 


NM 001156 


Homo sapiens annexin A7 (ANXA7), transcript variant 1, mRNA 


NM 004033 


Homo sapiens annexin A6 (ANXA6), transcript variant 2, mRNA 


NM 001155 


Homo sapiens annexin A6 (ANXA6), transcript variant 1, mRNA 


NM 004629 


Homo sapiens Fanconi anemia, complementation group G (FANCG), mRNA 


NM 004738 


Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein 
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B and C (VAPB), mRNA 


NM 004774 


Homo sapiens PPAR binding protein (PPARBP), mRNA 


NM 004819 I 


Homo sapiens symplekin; Huntingtin interacting protein I (SPK), mRNA 


NM 004169 


Homo sapiens serine hydroxymethyltransferase 1 (soluble) (bHMl 1), mRNA 


NM_004186 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3F (SEMA3F), mRNA j 


NM 004730 


Homo sapiens eukaryotic translation termination factor 1 (ETF1), mRNA 


NM 004161 


Homo sapiens RAB1, member RAS oncogene family (RAB1), mRNA 


NM_004762 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains l(cytohesin 1) 
(PSCD1), transcript variant 1, mRNA 


NM 004253 


Homo sapiens phospholipase A2-activating protein (PLAA), mRNA 


NM_004562 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
(PARK2), transcript variant 1 , mRNA 


NM_004705 


Homo sapiens protein-kinase, interferon-inducible double stranded RNA 
dependent inhibitor, repressor of (P58 repressor) (PRKRJR), mRNA 


NM 004883 


Homo sapiens neuregulin 2 (NRG2), transcript variant 1, mRNA 


NM 004559 


Homo sapiens nuclease sensitive element binding protein 1 (NSEP1), mRNA 


NM 004646 


Homo sapiens nephrosis 1, congenital, Finnish type (nephrin) (NPHS1), mRNA 


NM 004897 


Homo sapiens multiple inositol polyphosphate phosphatase 1 (MINPP1), mRNA 


NM 004527 


Homo sapiens mesenchyme homeo box 1 (MEOX1), transcript variant 1, mRNA 


NM 004912 


Homo sapiens cerebral cavernous malformations 1 (CCM1), mRNA 


NM 001572 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant a, mRNA 


NM 004516 


Homo sapiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA 


NM 004505 


Homo sapiens ubiquitin specific protease 6 (Tre-2 oncogene) (USP6), mRNA 


NM 004761 


Homo sapiens RAB2, member RAS oncogene family-like (RAB2L), mRNA 


NM 004495 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-gamma, mRNA 


NM 004821 


Homo sapiens heart and neural crest derivatives expressed 1 (HAND1), mRNA 


NM_004458 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 4 (FACL4), transcript 
variant 1, mRNA 


NM 004091 


Homo sapiens E2F transcription factor 2 (E2F2), mRNA 


NM_004714 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase IB 
(DYRK1B), transcript variant a, mRNA 


NM 004859 


Homo sapiens clathrin, heavy polypeptide (He) (CLTC), mRNA 


NM_004921 


Homo sapiens chloride channel, calcium activated, family member 3 (CLCA3), 
mRNA 


NM 004344 


Homo sapiens centrin, EF-hand protein, 2 (CETN2), mRNA 


NM_004332 


Homo sapiens biphenyl hydrolase-like (serine hydrolase; breast epithelial mucin- 
associated antigen) (BPHL), mRNA 


NM 004842 


Homo sapiens A kinase (PRKA) anchor protein 7 (AKAP7), mRNA 


NM_004194 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


NM 004300 


Homo sapiens acid phosphatase 1, soluble (ACPI), transcript variant a, mRNA 


NM_004769 


Homo sapiens amiloride-sensitive cation channel 3, testis (ACCN3), transcript 
variant 1, mRNA 


NM_004027 


Homo sapiens inositol polyphosphate-4-phosphatase, type 1, 107kD (INPP4A), 
transcript variant a, mRNA 


NM_004003 


Homo sapiens carnitine acetyltransferase (CRAT), nuclear gene encoding 
mitochondrial protein, transcript variant peroxisomal, mRNA 


NM 004028 


Homo sapiens aquaporin 4 (AQP4), transcript variant b, mRNA 


NM 001650 


Homo sapiens aquaporin 4 (AQP4), transcript variant a, mRNA 


NM_002390 


Homo sapiens a disintegrin and metalloproteinase domain 1 1 (ADAM1 1), 
transcript variant 1, mRNA 
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NM 001604 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), mRNA 


NM_003995 


Homo sapiens natriuretic peptide receptor B/guanylate cyclase B (atrionatriuretic 
peptide receptor B) (NPR2), mRNA 


NM 003994 


Homo sapiens KIT ligand (KITLG), mRNA 


NM 001063 


Homo sapiens transferrin (TF), mRNA 


NM 003990 


Homo sapiens paired box gene 2 (PAX2), transcript variant e, mRNA 


NM 003989 


Homo sapiens paired box gene 2 (PAX2), transcript variant d, mRNA 


NM 003988 


Homo sapiens paired box gene 2 (PAX2), transcript variant c, mRNA 


NM 003987 


Homo sapiens paired box gene 2 (PAX2), transcript variant a, mRNA 


NM 000278 


Homo sapiens paired box gene 2 (PAX2), transcript variant b, mRNA 


NM 000221 


Homo sapiens ketohexokinase (fructokinase) (KHK), transcript variant a, mRNA 


NM 000115 


Homo sapiens endothelin receptor type B (EDNRB), transcript variant 1, mRNA 


NM_000755 


Homo sapiens carnitine acetyltransferase (CRAT), nuclear gene encoding 
mitochondrial protein, transcript variant mitochondrial, mRNA 


NM 001292 


Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclk3/152, mRNA 


NM 001291 


Homo sapiens CDC-like kinase 2 (CLK2), transcript variant phclk2/139, mRNA 


NM_001282 


Homo sapiens adaptor-related protein complex 2, beta 1 subunit (AP2B1), 
mRNA 


NM 001272 


Homo sapiens chromodomain helicase DNA binding protein 3 (CHD3), mRNA 


NM 001268 


Homo sapiens chromosome condensation 1-like (CHC1L), mRNA 


NM 000734 


Homo sapiens CD3Z antigen, zeta polypeptide (TiT3 complex) (CD3Z), mRNA 


NM_000657 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant beta, mRNA 


NM_000633 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant alpha, mRNA 


NM 000055 


Homo sapiens butyrylcholinesterase (BCHE), mRNA 


NM_003594 


Homo sapiens transcription termination factor, RNA polymerase II (TTF2), 
mRNA 


NM_003722 


Homo sapiens tumor protein 63 kDa with strong homology to p53 (TP63), 
mRNA 


NM 003856 


Homo sapiens interleukin 1 receptor-like 1 (IL1RL1), mRNA 


NM 003140 


Homo sapiens sex determining region Y (SRY), mRNA 


NM_003615 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
7 (SLC4A7), mRNA 


NM_003759 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
4 (SLC4A4), mRNA 


NM_002980 


Homo sapiens secretin receptor (SCTR), mRNA 


NM_002890 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 1 
(RASA1), transcript variant 1, mRNA 


NM_003624 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-a, 
mRNA 


NM_002817 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 13 
(PSMD13),mRNA 


NM_000447 


Homo sapiens presenilin 2 (Alzheimer disease 4) (PSEN2), transcript variant 1, 
mRNA 


NM_000021 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
467, mRNA 


NM 002768 


Homo sapiens procollagen (type M) N-endopeptidase (PCOLN3), mRNA 


NM 002752 


Homo sapiens mitogen-activated protein kinase 9 (MAPK9), mRNA 


NMJ)02656 


Homo sapiens pleomorphic adenoma gene-like 1 (PLAGL1), transcript variant 
1, mRNA 


NM 002635 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate carrier), 
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member 3 (SLC25A3), nuclear gene encoding mitochondrial protein, transcript 
variant lb, mRNA 


NM 002584 


Homo sapiens paired box gene 7 (PAX7), transcript variant 1, mRNA 


NM 000280 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), mRNA 


NM_002555 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1- 
like (SLC22A1L), mRNA 


NM_000907 


Homo sapiens natriuretic peptide receptor B/guanylate cyclase B (atrionatriuretic 
peptide receptor B) (NPR2), mRNA 


NM_002515 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
l.mRNA 


NM 003204 


Homo sapiens nuclear factor (erythroid-derived 2)-like 1 (NFE2L1), mRNA 


NM 003970 


Homo sapiens myomesin (M-protein) 2 (165kD) (MYOM2), mRNA 


NM 000899 


Homo sapiens KIT ligand (KTTLG), mRNA 


NM_002394 


Homo sapiens solute carrier family 3 (activators of dibasic and neutral amino 
acid transport), member 2 (SLC3A2), mRNA 


NMJ)01879 


Homo sapiens mannan-binding lectin serine protease 1 (C4/C2 activating 
component of Ra-reactive factor) (MASP1), mRNA 


NMJJ02353 


Homo sapiens tumor-associated calcium signal transducer 2 (TACSTD2), 
mRNA 


NM_002341 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcript 
variant 1, mRNA 


NM_002294 


Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript 
variant LAMP2 A, mRNA 


NM 002264 


Homo sapiens karyopherin alpha 1 (importin alpha 5) (KPNA1), mRNA 


NM_002261 


Homo sapiens killer cell lectin-like receptor subfamily C, member 3 (KLRC3), 
transcript variant NKG2-E, mRNA 


NM 002230 


Homo sapiens junction plakoglobin (JUP), transcript variant 1, mRNA 


NM 001566 


Homo sapiens inositol polyphosphate-4-phosphatase, type 1, 107kD (INPP4A), 
transcript variant b, mRNA 


NM 002164 


Homo sapiens indoleamine-pyrrole 2,3 dioxygenase (INDO), mRNA 


NMJ)03822 


Homo sapiens nuclear receptor subfamily 5, group A, member 2 (NR5A2), 
mRNA 


NM_000836 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2D 
(GRIN2D), mRNA . - 


NM_000828 


Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 
variant flop, mRNA 


NM 002056 


Homo sapiens glutamine-fructose-6-phosphate transaminase 1 (GFPT1), mRNA 


NM_000161 


Homo sapiens GTP cyclohydrolase 1 (dopa-responsive dystonia) (GCH1), 
mRNA 


NM_000159 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene 
encoding mitochondrial protein, transcript variant 1, mRNA 


NM 003644 


Homo sapiens growth aiTest-specific 7 (GAS7), transcript variant a, mRNA 


NMJ)00817 


Homo sapiens glutamate decarboxylase 1 (brain, 67kD) (GAD1), transcript 
variant GAD67, mRNA 


NM_000813 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, beta 2 
(GABRB2), transcript variant 2, mRNA 


NM 000146 


Homo sapiens ferritin, light polypeptide (FTL), mRNA 


NM 001996 


Homo sapiens fibulin 1 (FBLN1), transcript variant C, mRNA 


NM_001995 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 1 (FACL1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_001973 


Homo sapiens ELK4, ETS-domain protein (SRF accessory protein 1) (ELK4), 
transcript variant a, mRNA 
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XTTV A A AO Afl 1 

NM 003991 


Homo sapiens endothelin receptor type B (EDNRB), transcript variant 2, mRNA 


NM 001925 


Homo sapiens defensin, alpha 4, corticostatin (DEFA4), mRNA 


NMJ)0l359 


Homo sapiens 2,4-dienoyl CoA reductase 1, mitochondrial (DECR1), nuclear 
gene encoding mitochondrial protein, mRNA 


XTTV K A A 1 T)l 

NM 001337 


Homo sapiens cnemolane (C-X3-C) receptor l (CX3CR1), mRNA 


XTTV It l\f\ 1 OTf 

NM_001835 


Homo sapiens clathrin, heavy polypeptide-like l (CLTCLl), transcript variant l, 
mRNA 


NM_001834 


Homo sapiens clathrin, light polypeptide (Lcb) (CLTB), transcnpt variant 
noribrain, mRNA 


NM 003992 


Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclk3, mRNA 


NM 003993 


Homo sapiens CDC-like kinase 2 (CLK2), transcript variant phclk2, mRNA 


NM 001286 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6a % mRNA 


NMJ)01285 


Homo sapiens chloride channel, calcium activated, family member 1 (CLCA1), 
mRNA 


NM_001825 


Homo sapiens creatine kinase, mitochondrial 2 (sarcomeric) (CKMT2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 003465 


Homo sapiens chitinase 1 (chitotriosidase) (CHTT1), mRNA 


NM 001783 


Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (CD79A), 
transcript variant 1, mRNA 


NM_001199 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
l,mRNA 


NM 001669 


Homo sapiens arylsulfatase D (ARSD), transcript variant 1, mRNA 


NM 001170 


Homo sapiens aquaporin 7 (AQP7), mRNA 


NM_001160 


Homo sapiens apoptotic protease activating factor (APAF1), transcript variant 2, 
mRNA 


NM_001149 


Homo sapiens ankyrin 3, node of Ranvier (ankyrin G) (ANK3), transcript variant 
2, mRNA 


NM_001625 


Homo sapiens adenylate kinase 2 (AK2), nuclear gene encoding mitochondrial 
protein, transcript variant AK2A, mRNA 


NM_001135 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1, large aggregating 
proteoglycan, antigen identified by monoclonal antibody A0122) (AGC1), 
transcript variant 1, mRNA 


NM 001123 


Homo sapiens adenosine kinase (ADK), transcript variant ADK-short mRNA 


NM_003812 


Homo sapiens a disintegrin and metalloproteinase domain 23 (ADAM23), 
mRNA 


NM_00l095 


Homo sapiens amiloride-sensitive cation channel 2, neuronal (ACCN2), 
transcript variant 2, mRNA 


XTTV >f A 1 ^ 1 O A 

NM_01olo4 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 6 (CLECSF6), mRNA 


xnv /f rvrvi 1 QtZ 

JNM 003 loo 


Homo sapiens transgelin (TAGLN), mRNA 


XT\Vf AA/IAO/f 

JNM 0040 o4 


Homo sapiens defensm, alpha 1, myeloid-related sequence (DEFA1), mRNA 


NM 0z290o 


Homo sapiens hypothetical protein FIJI 2442 (FU12442), mRNA 


NM_022906 


Homo sapiens hypothetical protein FLJ13 195 similar to stromal antigen 3 

/T?T Till •w-k'VT a 

(FU13195),mRNA 


NMJ)22903 


Homo sapiens hypothetical protein FLJ12800 (FLJ12800), mRNA 


NM 022902 


xiomo sapiens nypotnencai protein rLJ iZ4yo (rLJ iZ4yoj, mKNA 


NM 022900 


Homo sapiens hypothetical protein FLJ21213 (FLJ21213), mRNA 


NM 022895 


Homo sapiens hypothetical protein FU12448 (FU12448), mRNA 


NM_006997 


Homo sapiens transforming, acidic coiled-coil containing protein 2 (TACC2), 
mRNA 


NM_020979 


Homo sapiens adaptor protein with pleckstrin homology and src homology 2 
domains (APS), mRNA 
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NM_0 18557 


Homo sapiens low density lipoprotein-related protein IB (deleted in tumors) 
(LRP1B), mRNA 


NM 014921 


T*r • 1a J* r\ fT7"T A Art001\ T>\T A 

Homo sapiens lectomedin-2 (KIAA0821), mRNA 


NM 014112 


Homo sapiens tnchorhinophalangeal syndrome I gene (TRPSl), niRNA 


NM_000539 


Homo sapiens rhodopsin (opsin 2, rod pigment) (retinitis pigmentosa 4, 
autosomal dominant) (RHO), mRNA 


NM 012452 


Homo sapiens transmembrane activator and CAML interactor (TACI), mRNA 


NM 003564 


Homo sapiens transgelin 2 (TAGLN2), mRNA 


NM 003632 


Homo sapiens contactin associated protein 1 (COTNAP1), mRNA 


NM 006506 


Homo sapiens RAS p21 protein activator 2 (RASA2), mRNA 


NM 014427 


Homo sapiens copine VII (CPNE7), mRNA 


NM 006032 


Homo sapiens copine VI (neuronal) (CPNE6), mRNA 


NM 005338 


Homo sapiens huntingtin interacting protein 1 (HIP1), mRNA 


NM 021973 


Homo sapiens heart and neural crest derivatives expressed 2 (HAND2), mRNA 


NM 005339 


Homo sapiens huntingtin interacting protein 2 (HIP2), mRNA 


NM 021920 


Homo sapiens secretin (SCT), mRNA 


NM 016491 


Homo sapiens mitochondrial ribosomal protein L37 (MRPL37), mRNA 


NMJ)14211 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, pi (GABRP), 
mRNA 


NM 004658 


Homo sapiens RAS protein activator like 1 (GAP1 like) (RASAL1), mRNA 


NM 004807 


Homo sapiens heparan sulfate 6-O-sulfotransferase (HS6ST), mRNA 


NM 002622 


Homo sapiens prefoldin 1 (PFDN1), mRNA 


NM_005186 


Homo sapiens calpam 1, (mu/I) large subumt (CAPN1), mRNA 


NM 001748 


Homo sapiens calpam 2, (m/II) large subumt (CAPN2), mRNA 


NM 014299 


Homo sapiens bromodomam-containing 4 (BRD4), mRNA 


NM 007208 


Homo sapiens mitochondrial ribosomal protein L3 (MRPL3), mRNA 


NM 022838 


Homo sapiens hypothetical protein FLJ12969 (FLJ12969), mRNA 


NM 022837 


Homo sapiens hypothetical protein FLJ22833 (FLJ22833), mRNA 


NM 022830 


Homo sapiens hypothetical protein FLJ22347 (FLJ22347), mRNA 


NM 022819 


Homo sapiens phospholipase A2 } group 13F (PLA2G2F), mRNA 


NM 020245 


Homo sapiens tubby super-family protein (TUSP), mRNA 


NM_020061 


Homo sapiens opsin 1 (cone pigments), long-wave-sensitive (colorblindness, 
protan) (OPN1LW), mRNA 


NM_000513 


Homo sapiens opsin 1 (cone pigments), medium-wave-sensitive (colorblindness, 
deutan) (OPN1MW), mRNA 


NMJ>01708 


Homo sapiens opsin 1 (cone pigments), short-wave-sensitive (color blindness, 
tritan) (OPN1 SW), mRNA 


NM 016363 


Homo sapiens glycoprotein VI (platelet) (GP6), mRNA 


NM 022139 


Homo sapiens GDNF family receptor alpha 4 (GFRA4), mRNA 


NM 002485 


Homo sapiens Nijmegen breakage syndrome 1 (nibrin) (NBS1), mRNA 


NM 006052 


Homo sapiens Down syndrome critical region gene 3 (DSCR3), mRNA 


NM 005867 


Homo sapiens Down syndrome critical region gene 4 (DSCR4), mRNA 


NMJ)05087 


Homo sapiens fragile X mental retardation, autosomal homolog 1 (FXR1), 
mRNA 


NM 004403 


Homo sapiens deafness, autosomal dominant 5 (DFNA5), mRNA 


NM_000433 


Homo sapiens neutrophil cytosohc factor 2 (65kD, chrome granulomatous 
disease, autosomal 2) (NCF2), mRNA 


NM 000111 


Homo sapiens solute carrier family 26, member 3 (SLC26A3), mRNA 


NM_000044 


Homo sapiens androgen receptor (dihydrotestosterone receptor; testicular 
feminization; spinal and bulbar muscular atrophy; Kennedy disease) (AR), 
mRNA 


MM 000333 


Homo sapiens spinocerebellar ataxia 7 (olivopontocerebellar atrophy with retinal 
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degeneration) (SCA7), mRNA 


NM_003776 


Homo sapiens nuclear localization signal deleted in velocardiofacial syndrome 
(NLVCF), mRNA 


NM 003941 


Homo sapiens Wiskott-Aldrich syndrome-like (WASL), mRNA 


NM 020680 


Homo sapiens N-terminal kinase-like (NTKL), mRNA 


NM 022789 


Homo sapiens interleukin 17E 0L17E), mRNA 


NMJ)22787 


Homo sapiens NMN adenylyltransferase; nicotinamide mononucleotide adenylyl 
transferase (NMNAT), mRNA 


NM 022786 


Homo sapiens likely ortholog of yeast ARV1 (ARV1), mRNA 


NM 022785 


Homo sapiens hypothetical protein FU23588 (FU23588), mRNA 


NM 022775 


Homo sapiens hypothetical protein FU22127 (FLJ22127), mRNA 


NM 022773 


Homo sapiens hypothetical protein FLJ12681 (FLJ12681), mRNA 


NM 022772 


Homo sapiens hypothetical protein FLJ21935 (FLJ21935), mRNA 


NM 022761 


Homo sapiens hypothetical protein FLJ23499 (FLJ23499), mRNA 


NM 022756 


Homo sapiens hypothetical protein FU1 1730 (FIJI 1730), mRNA 


NM 022739 


Homo sapiens E3 ubiquitin ligase SMURF2 (SMURF2), mRNA 


NM 022725 


Homo sapiens Fanconi anemia, complementation group F (FANCF), mRNA 


NM 017646 


Homo sapiens tRNA isopentenylpyrophosphate transferase (IPT), mRNA 


NM_005443 


Homo sapiens 3'-phosphoadenosine 5'-phosphosulfate synthase 1 (PAPSS1), 
mRNA 


NM_004670 


Homo sapiens 3'-phosphoadenosine S'-phosphosulfate synthase 2 (PAPSS2), 
mRNA 


NM_001084 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase 3 (PLOD3), 
mRNA 


NM 022720 


Homo sapiens DiGeorge syndrome critical region gene 8 (DGCR8), mRNA 


NM 007331 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1 (WHSC1), mRNA 


NMJ)07123 


Homo sapiens Usher syndrome 2A (autosomal recessive, mild) (USH2A), 
mRNA 


NM 000553 


Homo sapiens Werner syndrome (WRN), mRNA 


NM_006531 


Homo sapiens Probe hTg737 (polycystic kidney disease, autosomal recessive, in) 
(TG737), mRNA 


NM 018962 


Homo sapiens Down syndrome critical region gene 6 (DSCR6), mRNA 


NM 018848 


Homo sapiens McKusick-Kaufman syndrome (MKKS), mRNA 


NM_017424 


Homo sapiens cat eye syndrome chromosome region, candidate 1 (CECR1), 
mRNA 


NM 015889 


Homo sapiens TPA inducible gene-1 (TIG-1), mRNA 


NM 016430 


Homo sapiens Down syndrome critical region gene 5 (DSCR5), mRNA 


NM 004414 


Homo sapiens Down syndrome critical region gene 1 (DSCR1), mRNA 


NM 013441 


Homo sapiens Down syndrome critical region gene 1-like 2 (DSCR1L2), mRNA 


NM 012436 


Homo sapiens sperm associated antigen 8 (SPAG8), mRNA 


NM 012227 


Homo sapiens Pseudoautosomal GTP-binding protein-like (PGPL), mRNA 


NM 007173 


Homo sapiens protease, serine, 23 (SPUVE), mRNA 


NMJ)00501 


Homo sapiens elastin (supravalvular aortic stenosis, Williams-Beuren syndrome) 
(ELN), mRNA 


NM 006025 


Homo sapiens protease, serine, 22 (PI 1), mRNA 


NMJ)05609 


Homo sapiens phosphorylase, glycogen; muscle (McArdle syndrome, glycogen 
storage disease type V) (PYGM), mRNA 


NM 004991 


Homo sapiens myelodysplasia syndrome 1 (MDS1), mRNA 


NMJ)04600 


Homo sapiens Sjogren syndrome antigen A2 (60kD, ribonucleoprotein 
autoantigen SS-A/Ro) (SSA2), mRNA 


NM_004380 


Homo sapiens CREB binding protein (Rubinstein-Taybi syndrome) (CREBBP), 
mRNA 
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NM 000551 t 


Homo sapiens von Hippel-Lindau synarome ^ vjii-»;, iiusjn/y 


NM_000462 


Homo sapiens ubiquitin protein ligase E3 A (human papilloma virus E6- 
associated protein, Angeiman synarome j ^ui3i2o/v> mtviN/v 


NM 001064 


Homo sapiens transketolase (Wernicke-Korsakoff syndrome) (TKT), mRNA 


NM 000356 


Homo sapiens Treacher Collms-rrancescnetn synarome i (l^ur i)> nnciNA 


NM_000455 


Homo sapiens serine/threonine kinase 1 1 (Peutz-Jeghers syndrome) (STK1 1), 
mRNA 


NM 002351 


Homo sapiens SH2 domain protein 1 A, Duncan's disease (lymphoproliferative 
syndrome) (SH2D1 A), mRNA 


NM_000336 


Homo sapiens sodium channel, nonvoltage-gated 1, beta (Liddle syndrome) 
(SCNN1B), mRNA 


NM_000335 


Homo sapiens sodium channel, voltage-gated, type V, alpha polypeptide (long 
(electrocardiographic) QT syndrome 3) (SCN5A), mRNA 


NM_000318 


Homo sapiens peroxisomal membrane protein 3 (35kD, Zellweger syndrome) 
(PXMP3), mRNA 


NM_000311 


Homo sapiens pnon protem (p27-30) (Creutzfeld- Jakob disease, Gerstmann- 
Strausler-Scheinker syndrome, fatal familial insomnia) (PRNP), mRNA j 


NM_000299 


Homo sapiens plakophilm 1 (ectodermal dysplasia/skin fragility syndrome) 
(PKPl),mRNA 


NM_000283 


Homo sapiens phosphodiesterase 6B, cGMP-specific, rod, beta (congenital 
stationary night blindness 3, autosomal dominant) (PDE6B), mRNA 


NM 003731 


Homo sapiens Sjogrens syndrome nuclear autoanugen 1 (SSNA1), mKNA 


NM_000260 


Homo sapiens myosin VIIA (Usher syndrome IB (autosomal recessive, severe)) 
(MY07A), mRNA 


NM 003720 


Homo sapiens Down syndrome critical region gene 2 (DSCR2), mRNA 


NM 000195 


Homo sapiens Hermansky-Pudlak syndrome (HPS), mRNA 


NMJ)00194 


Homo sapiens hypoxanthine phosphonbosyltransferase 1 (Lesch-Nyhan 
syndrome) (HPRT1), mRNA 


NMJ)00171 


Homo sapiens glycme receptor, alpha 1 (startle chsease/hyperekplexia, stiff man 
syndrome) (GLRA1), mRNA 


NMJ)03494 


Homo sapiens dysferlin, limb girdle muscular dystrophy 2B (autosomal 
recessive) (DYSF), mRNA 


NM 000081 


Homo sapiens Chediak-Higashi syndrome 1 (CHS1), mRNA 


NMJ)00052 


Homo sapiens ATPase, Cu++ transporting, alpha polypeptide (Menkes 
syndrome) (ATP7A), mRNA 


NM_001635 


Homo sapiens amphiphysm (Stiff-Mann syndrome with breast cancer 128kD 
autoantigen) (AMPH), mRNA 


NM 022663 


Homo sapiens CTAGE-1 protem (CTAGE-1), mRNA 


NM 022662 


Homo sapiens meiotic checkpoint regulator (MCPR), mRNA 


NM 022658 


Homo sapiens homeo box C8 (HOXC8), mRNA 


NM_000569 


TT • ft . C* T 1 /V» • j TTT_ J A^__ // 1 1 *4 1 ^\ 

Homo sapiens Fc fragment of IgG, low affinity Hla, receptor for (CD 16) 
(FCGR3A), mRNA 


NM OOOoOZ 


Homo sapiens iolate receptor 1 (adult) (FOLR1), transcnpt variant z, niKJNA 


NM 006991 


Homo sapiens zinc finger protein 197 (ZNF197), mRNA 


NM_0l8946 


Homo sapiens N-ace1ylneuraminic acid phosphate synthase; sialic acid synthase 

fQAQI ml? MA 


NM 003979 


Homo sapiens retinoic acid induced 3 (RAI3), mRNA 


NM 021785 


Homo sapiens retinoic acid induced 2 (RAI2), mRNA 


NM 001436 


Homo sapiens fibrillarin (FBL), mRNA 


NM_012151 


Homo sapiens coagulation factor VUl-associated (intronic transcript) (F8A), 
mRNA 


NM 007170 


Homo sapiens testis-specific kinase 2 (TESK2), mRNA 
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NM_006285 


Homo sapiens testis-specific kinase 1 (TESK1), mRNA 


NMJH6424 


Homo sapiens cisplatin resistance-associated overexpressed protein (LUC7A), 
mRNA 


NM012152 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 7 (EDG7), mRNA 


NM_007360 


Homo sapiens DNA segment on chromosome 12 (unique) 2489 expressed 
sequence (D12S2489E), mRNA 


NM 004924 


Homo sapiens actinin, alpha 4 (ACTN4), mRNA 


NM 001102 


Homo sapiens actinin, alpha l (ACTNl), mRNA 


NMJ)12128 


Homo sapiens chloride channel, calcium activated, family member 4 (CLCA4), 
mRNA 


NM 014551 


Homo sapiens hypothetical protein 384D8 6 (384D8-2), mRNA 


NM 018977 


Homo sapiens neuroligm 3 (NLGN3), mRNA 


NM_001103 


Homo sapiens actinin, alpha 2 (ACTN2), mRNA 


NM 022569 


Homo sapiens N-deacetylase/N-sulfotransferase 4 (NDST4), mRNA 


NM 005892 


Homo sapiens formin-like (FMNL), mRNA 


NM 016370 


Homo sapiens RAB9-like protein (RAB9L), mRNA 


NMJU2135 


Homo sapiens DNA segment on chromosome 6(unique) 2654 expressed 
sequence (D6S2654E), mRNA 


NM_007161 


Homo sapiens DNA segment on chromosome 6 (unique) 49 expressed sequence, 
NK cell triggering receptor, p30 (D6S49E), mRNA 


NMJ)06114 


Homo sapiens DNA segment on chromosome 19 (unique) 1177 expressed 
sequence (D19S1177E), mRNA 


NM_006014 


Homo sapiens DNA segment on chromosome X (unique) 9879 expressed 
sequence (DXS9879E), mRNA 


NM__004699 


Homo sapiens DNA segment on chromosome X (unique) 9928 expressed 
sequence (DXS9928E), mRNA 


NMJ)03683 


Homo sapiens DNA segment on chromosome 21 (unique) 2056 expressed 
sequence (D21 S2056E), itiRNA 


NM 015484 


Homo sapiens GCIP-interactingj}rotein p29 (P29), mRNA 


NM 013263 


Homo sapiens bromodomam-contammg 7 (BRD7), mRNA 


NM 022157 


Homo sapiens Rag C protein (GTR2), mRNA 


NM 014604 


Homo sapiens Tax mteraction protein l (TDM), mRNA 


NM 001915 


Homo sapiens cytochrome b-5 61 (CYB561), mRNA 


NM 012188 


Homo sapiens forkhead box 11 (FOXI1), mRNA 


NM 016148 


Homo sapiens somatostatin receptor-interacting protein (SSTRIP), mRNA 


NM 022482 


Homo sapiens hypothetical protein FLJ21794 (FU21794), mRNA 


NM 022493 


Homo sapiens hypothetical protein FLJ21988 (FU21988), mRNA 


NM 022489 


Homo sapiens hypothetical protein FLJ22056 (FLJ22056), mRNA 


NM 022485 


Homo sapiens hypothetical protein FLJ22405 (FLJ22405), mRNA 


NM_022464 


Homo sapiens endoplasmic reticulum chaperone SIL1, homolog of yeast (SIL1), 
mRNA 


NM_022456 


Homo sapiens hypothetical protein FU22548 similar to gene trap PAT 12 
(FU22548), mRNA 


NM_022450 


Homo sapiens hypothetical protein FU22357 similar to epidermal growth factor 
receptor-related protem (FLJ22357), mRNA 


NM 022443 


Homo sapiens myeloid leukemia factor 1 (MLF1), mRNA 


NM_022136 


Homo sapiens SAM domain, SH3 domain and nuclear localisation signals, 1 
(SAMSN1), mRNA 


NM 012217 


Homo sapiens mast cell tryptase (TPSD1), mRNA 


NM_020366 


Homo sapiens retinitis pigmentosa GTPase regulator interacting protein 1 
(RPGRIP1), mRNA 
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NM 016541 


Homo sapiens guanine nucleotide binding protein 13, gamma (GNG13), mRNA 


NM 004204 


Homo sapiens pnospnandyiinositoi giycan, class v ("Kjv2)> mKN A 


XTfc K A 1 A C\ A C 

NM_0 14946 


Homo sapiens spastic paraplegia 4 (autosomal dominant; spastin) (SPG4), 

__T) XT A 

mKJNA 


NM_022146 


Homo sapiens neuropeptide FF 1; RFamide-related peptide receptor (OT7T022), 
mKJNA 


"VTX If AAHOOC 

NM_004885 


Homo sapiens neuropeptide G protein-coupled receptor; neuropeptide FF 2 

/XTT>/~ , T>"D \ __T5 XT A 

(NrCrrKJ, niKJNA 


NM 00295 c 


Homo sapiens RYK receptor-like tyrosine kinase (RYK), mRNA 


NM 002931 


Homo sapiens ring linger protein i (KJjnijI j, mKN a 


NM021111 


Homo sapiens reversion-inducing-cysteine-rich protein with kazal motifs 

/T>'C/T/"\ __T)XT A 

(RECK), mRNA 


NM 001655 


Homo sapiens archain 1 (ARCN1), mRNA 


NM 016639 


Homo sapiens type I transmembrane protein Fnl4 (FN14), mRNA 


NM 006686 


Homo sapiens actin-like 7B (ACTL7B), mRNA 


NM 006687 


Homo sapiens actin-like 7A (ACTL7A), mRNA 


NM_005856 


Homo sapiens receptor (calcitonin) activity modifying protein 3 (RAMP3), 
mRNA 


NM_005854 


Homo sapiens receptor (calcitonin) activity modifying protein 2 (RAMP2), 

_T» XT A 

mRNA 


NM_005855 


Homo sapiens receptor (calcitonin) activity modifying protein 1 (RAMP1), 

T\\T A 

mRNA 


xix k r\r\f\ a ~i c 

NM_000475 


Homo sapiens nuclear receptor subfamily 0, group B, member 1 (NR0B1), 

__T> XT A 

mKJNA 


NM 0054i>3 


Homo sapiens KAN binding protein y (KANBry;, mKJNA 


NM 004634 


Homo sapiens bromodomam and rrLU linger containing, 1 (BKlTlj, mRNA 


■XTTV X AAA 1 vtfV 

NM_000140 


Homo sapiens ferrochelatase (protoporphyria) (FECH), nuclear gene encoding 
mitochondrial protein, mRNA 


XTX X AAAA1 1 

NM 000031 


Homo sapiens aminolevulinate, delta-, dehydratase (ALAD), mRNA 


NM 000027 


Homo sapiens aspartylglucosaminidase (AGA), mRNA 


XTX X AAAA1 /T 

NM 000026 


Homo sapiens adenylosuccinate lyase (ADSL), mRNA 


NM 000025 


Homo sapiens adrenergic, beta-3-, receptor (ADRB3), mRNA 


NM 000020 


Homo sapiens acnvm A receptor type II-hke 1 (ACVRL1), mRNA 


NM_000019 


Homo sapiens acetyl-Coenzyme A acetyltransferase 1 (acetoacetyl Coenzyme A 
thiolase) (ACAT1), nuclear gene encoding mitochondrial protein, mRNA 


NM_000018 


Homo sapiens acyl-Coenzyme A dehydrogenase, very long chain (ACADVL), 
nuclear gene encoding mitochondrial protem, mRNA 


NM_J)00017 


Homo sapiens acyl-Coenzyme A dehydrogenase, C-2 to C-3 short chain 
(ACADS), nuclear gene encoding mitochondrial protein, mRNA 


XTA/f AAAA1/C 

JNM_UUUUiO 


Homo sapiens acyl-Coenzyme A dehydrogenase, C-4 to C-12 straight chain 
(ACADM), nuclear gene encoding mitochondrial protein, mRNA 


lNiVl UUU4/0 


Homo sapiens adenylate kinase 1 (AK1), mRNA 


NM 001830 


Homo sapiens chloride channel 4 (CLCN4), mRNA 




Homo sapiens hypothetical protein similar to mouse Dnajll (DNAJLl), mRNA 


NM 022350 


Homo sapiens aminopeptidase (LOC64167), mRNA 




xiomo sapiens nypomeucai proiein r kajlo**? \jrjL\\j/,o i t\7), mixiNrx 


NM 005259 


Homo sapiens growth differentiation factor 8 (GDF8), mRNA 


NM 001789 


Homo sapiens cell division cycle 25A (CDC25A), mRNA 


NM_022006 


Homo sapiens FXYD domain-containing ion transport regulator 7 (FXYD7), 
mRNA 


NM_022003 


Homo sapiens FXYD domain-containing ion transport regulator 6 (FXYD6), 
mRNA 
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NM 020655 


Homo sapiens junctophilin 3 (JPH3), mRNA 


NM_002855 


Homo sapiens poliovirus receptor-related 1 (herpesvirus entry mediator C; 
nectin) (PVRL1), mRNA 


NM_012340 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 2 (NFATC2), mRNA 


NM_006599 


Homo sapiens nuclear factor of activated T-cells 5, tonicity-resonsive (NFAT5), 
mRNA 


NM_006162 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 1 (NFATC1), mRNA 


NM 022061 


Homo sapiens ribosomal protein L17 isolog (LOC63875), mRNA 


NMJ)22095 


Homo sapiens hypothetical C2H2 zinc finger protein FLJ22504 (FLJ22504), 
mRNA 


NM 022091 


Homo sapiens dJ467Nl 1 . 1 protein (DJ467N1 1.1), mRNA 


NM 022084 


Homo sapiens hypothetical protein dJ102H19.4 (DJ102H19.4), mRNA 


NM 022077 


Homo sapiens hypothetical protem dJl 141E15.2 (DJ1 141E15.2), mRNA 


NM 022098 


Homo sapiens hypothetical protem LOC63929 (LOC63929), mRNA 


NM 022081 


Homo sapiens hypothetical protem bK1048E9.5 (BK1048E9.5), mRNA 


NM 021081 


Homo sapiens growth hormone releasing hormone (GHRH), mRNA 


NM 022168 


Homo sapiens melanoma differentiation associated protein-5 (MDA5), mRNA 


NM 022165 


Homo sapiens Lin-7b protein (LIN-7B), mRNA 


NM 022161 


Homo sapiens hvm mhibitor-of-apotosis (LIVIN), mRNA 


NM 022159 


Homo sapiens ETL protein (ETL), mRNA 


NM 022156 


Homo sapiens PP3 1 1 1 protein (PP3 1 1 1), mRNA 


NM 022151 


Homo sapiens MAP-1 protein (MAP-1), mRNA 


NM 022150 


Homo sapiens RFamide-related peptide precursor (RFRP), mRNA 


NM 022149 


Homo sapiens MAGEF1 protein (MAGEF1), mRNA 


NM 022144 


Homo sapiens myodulin protein (LOC64102), mRNA 


NM 022141 


TT * • /<f\ A T^ T f ^|\ t\X T A 

Homo sapiens gamma-parvin (PARVG), mRNA 


NM 022134 


Homo sapiens glycoprotein beta-Gal 3*-sulfotransferase (GP3ST), mRNA 


NM 022131 


Homo sapiens calsyntemn-2 (CS2), mRNA 


NM 022129 


Homo sapiens MA WD binding protem (MAWBP), mRNA 


NM 022123 


Homo sapiens basic-helix-loop-helix-PAS protem (NPAS3), mRNA 


NM 022121 


Homo sapiens p53-induced protein PIGPC1 (PIGPCl), mRNA 


NM 022120 


Homo sapiens hypothetical protein FKSG25 (FLJ00030), mRNA 


NM 022114 


Homo sapiens PR domain containing 16 (PRDM16), mRNA 


NM 022112 


Homo sapiens p53-regulated apoptosis-mducmg protein 1 (P53 API), mRNA 


NM 022111 


Homo sapiens homolog of Xenopus Claspin (CLASPIN), mRNA 


NM 022101 


Homo sapiens hypothetical protein FU22965 (FLJ22965), mRNA 


NM 022087 


Homo sapiens hypothetical protem FU21634 (FLJ21634), mRNA 


NM 022083 


Homo sapiens niban protein (NIB AN), mRNA 


NM 022078 


Homo sapiens hypothetical protein FLJ12455 (FLJ12455), mRNA 


NM 022076 


Homo sapiens hypothetical protein IMAGE 109914 (LOC63904), mRNA 


NM 022072 


Homo sapiens hypothetical protein FU22609 (FLJ22609), mRNA 


NM 022067 


Homo sapiens hypothetical protein FLJ12707 (FIJI 2707), mRNA 


NM 022049 


Homo sapiens G-protein coupled receptor 88 (GPR88), mRNA 


NM 022044 


Homo sapiens stromal cell-derived factor 2-like 1 (SDF2L1), mRNA 


NM_022042 


Homo sapiens solute carrier family 26 (sulfate transporter), member 1 
(SLC26A1), mRNA 


NM_022039 


Homo sapiens split hand/foot malformation (ectrodactyly) type 3 (SHFM3), 
mRNA 


NM 021173 


Homo sapiens polymerase (DNA-directed), delta 4 (POLD4), mRNA 


NM 016371 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 7 (HSD17B7), mRNA 
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NM_000023 


Homo sapiens sarcoglycan, alpha (50kD dystrophin-associated glycoprotein) 
(SGCA), iiiRNA 


NM_005099 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motii, 4 (ADAM! 64), mKJNA 


NM 016590 


tt ' - x — i «l_x_ J 4 .... .-, n n»!m4 1 A)A DT1\ «mD\TA 

Homo sapiens prostate androgen-regulated transcript 1 (rAKl 1), niKJNA 


NM 014223 


Homo sapiens nuclear transcription factor Y, gamma (NFYC), mRNA 


NM 006166 


Homo sapiens nuclear transcription factor Y, beta (NFYB), mRNA 


NM 002268 


vr • 1 1 ' IT A /' l" 1 l_ O \ /T/"n\T A /I \ T>\T A 

Homo sapiens karyophenn alpha 4 (lmportin alpha 3) (KPNA4), mRNA 


NM 005229 


Homo sapiens ELK1, member of ETS oncogene family (ELK1), mRNA 


NM 021796 


Homo sapiens placenta-specific l (PLACl), mRNA 


NM 015596 


Homo sapiens kallikrem 13 (KLK13), mRNA 


NM_003553 


Homo sapiens olfactory receptor, family 1, subfamily E, member 1 (OR1E1), 
mRNA 


NM 021926 


Homo sapiens anstaless-like homeobox 4 (ALX4), mRNA 


NM 021957 


Homo sapiens glycogen synthase 2 (liver) (GYS2), mRNA 


NM 020980 


Homo sapiens aquaporin 9 (AQP9), mRNA 


NM 001614 


Homo sapiens actin, gamma 1 (ACTG1), mRNA 


NM 018690 


Homo sapiens apolipoprotein B48 receptor (APOB48R), mRNA 


NM_005230 


Homo sapiens ELK3, ETS-domain protein (SRF accessory protein 2) (ELK3), 
mRNA 


NM_003816 


Homo sapiens a dismtegnn and metalloproteinase domam 9 (meltrtn gamma) 
(ADAM9), mRNA 


NM 000847 


Homo sapiens glutathione S-transferase A3 (GSTA3), mRNA 


NM_021814 


Homo sapiens homolog of yeast long chain polyunsaturated fatty acid elongation 
enzyme 2 (HELOl), mRNA 


NM 021628 


Homo sapiens arachidonate lipoxygenase 3 (ALOXE3), mRNA 


NM 012419 


Homo sapiens regulator of G-protein signalling 17 (RGS17), mRNA 


NM_014685 


Homo sapiens homocysteine-inducible, endoplasmic reticulum stress-inducible, 
ubiqui tin-like domain member 1 (HERPUD1), mRNA 


NM 005705 


Homo sapiens pan-hematopoietic expression (PHEMX), mRNA 


NM 004906 


Homo sapiens Wilms* tumour 1 -associating protein (KIAAG105), mRNA 


NMJ)03101 


Homo sapiens sterol O-acyltransferase (acyl-Coenzyme A cholesterol 
acyltransferase) 1 (SOAT1), mRNA 


NM 021965 


Homo sapiens phosphoglucomutase 5 (PGM5), mRNA 


NM_003555 


Homo sapiens olfactory receptor, family 1, subfamily G, member 1 (OR1G1), 
mRNA 


NMJ)03552 


Homo sapiens olfactory receptor, family 1, subfamily D, member 4 (OR1D4), 
mRNA 


NM 001345 


Homo sapiens diacylglycerol kinase, alpha (80kD) (DGKA), iriRNA 


NM 021620 


Homo sapiens PR domain containmg 13 (PRDM13), mRNA 


NM 020999 


Homo sapiens neurogenin 3 (NEUROG3), mRNA 


NM 020227 


Homo sapiens PR domain containing 9 (PRDM9), mRNA 


NM 020226 


Homo sapiens PR domain containing 8 (PRDM8), mRNA 


NM 020229 


Homo sapiens PR domain containing 1 1 (PRDM1 1), mRNA 


NM 020228 


Homo sapiens PR domain containing 10 (PRDM10), mRNA 


JNM U1o41z 


Homo sapiens insulin-like growth lactor z, antisense mjr/A£>;, mKXNA 


NM 006161 


Homo sapiens neurogenin 1 (NEUROG1), mRNA 


NM 005734 


Homo sapiens homeodomain-interacting protein kinase 3 (HIPK3), mRNA 


NM_001818 


Homo sapiens aldo-keto reductase family 1, member C4 (chlordecone reductase; 
3 -alpha hydroxysteroid dehydrogenase, type I; dihydrodiol dehydrogenase 4) 
(AKR1C4), mRNA 


NM 004363 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 5 
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(CEACAM5), mRNA 


NM 002841 


Homo sapiens protein tyrosine phosphatase, receptor type, G (PTPRG), mRNA 


NM 002716 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 
65), beta isoform (PPP2R1B), mRNA 


NM 001785 


Homo sapiens cytidine deaminase (CD A), mRNA 


MM_003554 


Homo sapiens olfactory receptor, family 1, subfamily E, member 2 (OR1E2), 
mRNA 


MM_021961 


Homo sapiens TEA domain family member 1 (SV40 transcriptional enhancer 
factor) fTEADl), mRNA 


NM 002847 


Homo sapiens protein tyrosine phosphatase, receptor type, N polypeptide 2 
(PTPRN2), mRNA 


NM_002778 


Homo sapiens prosaposin (variant Gaucher disease and variant metachromatic 
leukodystrophy) (PSAP), mRNA 


NM_000934 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium derived factor), member 2 (SERPINF2), mRNA 


NM_000932 


Homo sapiens phospholipase C, beta 3 (phosphatidylinositol-specific) (PLCB3), 
mRNA 


NM_000709 


Homo sapiens branched chain keto acid dehydrogenase El, alpha polypeptide 
(maple syrup urine disease) (BCKDHA), mRNA 


NM 001666 


Homo sapiens Rho GTPase activating protein 4 (ARHGAP4), mRNA 


NM_021815 


Homo sapiens solute carrier family 5 (choline transporter), member 7 (SLC5A7), 
mRNA 


NM 014885 


Homo sapiens anaphase-promoting complex 10 (APC10), mRNA 


NM_021948 


Homo sapiens chondroitin sulfate proteoglycan BEHAB/brevican (BCAN), 
mRNA 


NM 021946 


Homo sapiens hypothetical protein FLJ1 1362 (FU1 1362), mRNA 


NM_021942 


Homo sapiens hypothetical protein FU12716 (FU12716), mRNA 


NM 021940 


Homo sapiens hypothetical protein FLJ13 159 (FLJ13159), mRNA 


NM 021922 


Homo sapiens Fanconi anemia, complementation group E (FANCE), mRNA 


NM 002644 


Homo sapiens polymeric immunoglobulin receptor (PIGR), mRNA 


NM_002470 


Homo sapiens myosin, heavy polypeptide 3, skeletal muscle, embryonic 
(MYH3), mRNA 


NM 001700 


Homo sapiens azurocidin 1 (cationic antimicrobial protein 37) (AZU1), mRNA 


NM 003949 


Homo sapiens huntingtin-associated protein 1 (neuroan 1) (HAP1), mRNA 


NM_021021 


Homo sapiens syntrophin, beta 1 (dystrophin-associated protein Al, 59kD, basic 
component 1) (SNTB 1), mRNA 


NM 018953 


Homo sapiens homeo box C5 (HOXC5), mRNA 


NM 012120 


Homo sapiens CD2-associated protein (CD2AP), mRNA 


NM_007121 


Homo sapiens nuclear receptor subfamily 1, group H, member 2 (NR1H2), 
mRNA 


NM 006753 


Homo sapiens surfeit 6 (SURF6), mRNA 


NM 006200 


Homo sapiens proprotein convertase subtilisin/kexin type 5 (PCSK5), mRNA 


NM 006426 


Homo sapiens dihydropyrimidinase-like 4 (DPYSL4), mRNA 


NM_005670 


Homo sapiens epilepsy, progressive myoclonus type 2, Lafora disease (laforin) 
(EPM2A), mRNA 


NM 006877 


Homo sapiens guanosine monophosphate reductase (GMPR), mRNA 


NM 004619 


Homo sapiens TNF receptor-associated factor 5 (TRAF5), mRNA 


NM 002627 


Homo sapiens phosphofructokinase, platelet (PFKP), mRNA 


NM 002433 


Homo sapiens myelin oligodendrocyte glycoprotein (MOG), mRNA 


NM 002207 


Homo sapiens integin, alpha 9 (ITGA9), mRNA 


NM 002113 


Homo sapiens H factor (complement)-like 1 (HFL1), mRNA 


NM 002074 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 1 
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(GNBl),mRNA 


NM 003733 


Homo sapiens 2 -5'oligoadenylate synthetase-like (OASL), mRNA 


NM_002551 


Homo sapiens olfactory receptor, family 3, subfamily A, member 2 (OR3A2), 
mRNA 


NM_002389 


Homo sapiens membrane cofactor protein (CD46, trophoblast-lymphocyte cross- 
reactive antigen) (MCP), mRNA 


NM 000870 


Homo sapiens 5-hydroxytryptamine (serotonm) receptor 4 (HTR4), mRNA 


NM 000613 


Homo sapiens hemopexin (HPX), mRNA 


NM_000377 


Homo sapiens Wiskott-Aldrich syndrome (eczema-thrombocytopenia) (WAS), 
mRNA 


NMJ)06981 


Homo sapiens nuclear receptor subfamily 4, group A, member 3 (NR4A3), 
mRNA 


NM 000368 


Homo sapiens TSC1 gene (hamartin) (TSC1), mRNA 


NMJH7416 


Homo sapiens interleukin 1 receptor accessory protein-like 2 (IL1RAPL2), 
mRNA 


NM 003286 


Homo sapiens topoisomerase (DNA) I (TOPI), mRNA 


NM 001068 


Homo sapiens topoisomerase (DNA) II beta (180kD) (TOP2B), mRNA 


NM_020470 


Homo sapiens putative transmembrane protein; homolog of yeast Golgi 
membrane protein Yiflp (Yiplp-interacting factor) (54TM), mRNA 


NM_006562 


Homo sapiens transcription factor similar to D. melanogaster homeodomain 
protein lady bird late (LBX1), mRNA 


NM 017545 


Homo sapiens hydroxyacid oxidase (glycolate oxidase) 1 (HAOl), mRNA 


NM 002925 


Homo sapiens regulator of G-protein signalling 10 (RGS10), mRNA 


NM 012263 


Homo sapiens tubulin tyrosine ligase-like 1 (TTLL1), mRNA 


NM_001212 


Homo sapiens complement component 1, q subcomponent binding protein 
(C1QBP), nuclear gene encoding mitochondrial protein, mRNA 


NMJ)00491 


Homo sapiens complement component 1, q subcomponent, beta polypeptide 
(C1QB), mRNA 


NM_004720 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 4 (EDG4), mRNA 


NMJ)06217 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade I (neuroserpin), 
member 2 (SERPINI2), mRNA 


NM 018723 


Homo sapiens ataxin 2-binding protein 1 (A2BP1), mRNA 


NM 004543 


Homo sapiens nebulin (NEB), mRNA 


NM 016151 


Homo sapiens prostate derived STE20-like kinase PSK (PSK), mRNA 


NM 016528 


Homo sapiens hydroxyacid oxidase 3 (medium-chain) (HA03), mRNA 


NM_000185 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade D (heparin 
cofactor), member 1 (SERPIND1), mRNA 


NM 005410 


Homo sapiens selenoprotein P, plasma, 1 (SEPP1), mRNA 


NM_005226 


Homo sapiens endothelial differentiation, sphmgohpid G-protein-coupled 
receptor, 3 (EDG3), mRNA 


NM 005172 


Homo sapiens atonal homolog 1 (Drosophila) (ATOH1), mRNA 


■VTfc /T f\f\ C 1 Art 

NM 005109 


Homo sapiens oxidative-stress responsive l (OSRl), mRNA 


NM 001498 


Homo sapiens glutamate-cysteine ligase, catalytic subunit (GCLC), mRNA 


NM_003922 


Homo sapiens hect (homologous to the E6-AP (UBE3A) carboxyl terminus) 
aomam ana ka_^ l (UxiOlJ-liice domain (KULJJ i ^lUiKUl ), mKJNA 


NM 002061 


Homo sapiens glutamate-cysteine ligase, modifier subunit (GCLM), mRNA 


NM 001088 


Homo sapiens arylalkylamine N-acetyltransferase (AANAT), mRNA 


NM_021828 | 


Homo sapiens heparanase-like protein (HPA2), mRNA 


NM 021826 


Homo sapiens hypothetical protein FLJ13149 (FIJI 3 149), mRNA 


NM_021823 


Homo sapiens hypothetical protein MDS018 (MDS018), mRNA 


NM_021820 


Homo sapiens MDS024 protein (MDS024), mRNA 
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NM 021819 


Homo sapiens ERuL protein (bKCjJL), mRNA 


NM 021818 


Homo sapiens WW Domain-Containing Gene (WW45), mRNA 


NM_02l8l2 


Homo sapiens blepharophimosis, epicanthus inversus and ptosis, candidate 1 
(BPESC1), mRNA 


NM 021809 


Homo sapiens iOr(Deta)-inaucea transcription tactor Z (ikjxtZ), ixirjna 


XTTk. K AO 1 OAC 

NM 021805 


Homo sapiens single lg iL-iK-reiatea molecule (MCjIKKJ, mKJN a 


\T» jr AO 1 OAO 

NM 021803 


Homo sapiens mterleuKm 21 (IL21), mRNA 


NM 021798 


Homo sapiens interleukin 21 receptor (IL21R), mRNA 


NM 020982 


Homo sapiens claudin 9 (CLDN9), mRNA 


NM 006657 


Homo sapiens formiminotransferase cyclodeaminase (FTCD), mRNA 


NM 021784 


Homo sapiens hepatocyte nuclear factor 3, beta (HNF3B), mRNA 


NM 014375 


Homo sapiens fetuin B (FETUB), mRNA 


NM 021032 


Homo sapiens fibroblast growth factor 12 (FGF12), mRNA 


NM 019595 


Homo sapiens intersectin 2 (TTSN2), mRNA 


NM 018991 


Homo sapiens DKFZp434A0131 protein (DKFZP434A0131), mRNA 


NM 014574 


Homo sapiens nuclear autoantigen (GS2NA), mRNA 


NM 021002 


Homo sapiens interferon, alpha 6 (IFNA6), mRNA 


NM_001676 


Homo sapiens ATPase, H+/K+ transporting, nongastric, alpha polypeptide 
(ATP 12 A), mRNA 


NM_0 19886 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 7 
(CHST7), mRNA 


NMJU7581 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 9 (CHRNA9), 
mRNA 


NM_001695 


TT * a rrrn tt ■ A * • m -% * i » v 

Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
42kD (ATP6C), mRNA 


\t» x e\f\ f\i 

NM 006303 


Homo sapiens JTVl gene (JTVl), mRNA 


NM 014413 


Homo sapiens heme-regulated initiation factor 2-alpha kinase (HRI), mRNA 


NM 012149 


Homo sapiens double homeobox, 5 (DUX5), mRNA 


NM 012146 


Homo sapiens double homeobox, I (DUXl), mRNA 


NM. 021733 


Homo sapiens testis-specific kinase substrate (TSKS), mRNA 


NMJ)04339 


Homo sapiens pituitary tumor-transforming I interacting protein (PTTGHP), 
mRNA 


NM 004219 


Homo sapiens pituitary tumor-transforming l (PTTGl), mRNA 


\T» a- Aft/1 CiSl\ 

NM_003860 


Homo sapiens Breakpomt cluster region protein, utenne leiomyoma, 1; barrier to 
autointegration factor (BCRP1), mRNA 1 


NM 007281 


Homo sapiens scrapie responsive protein 1 (SCRG1), mRNA 


NM OO00I8 


Homo sapiens putative DNA/chromatin binding motif (PLU-1), mRNA 


NM 005797 


Homo sapiens epithelial V-like antigen 1 (EVA1), mRNA 


\T» f AA^^AA 

NM 005508 


Homo sapiens chemokine (C-C motif) receptor 4 (CCR4), mRNA 


NM 005283 


Homo sapiens chemokine (C motif) XC receptor 1 (CCXCR1), mRNA 


NM. .002547 


Homo sapiens oligophrenin 1 (OPHN1), mRNA 


NM_020056 


Homo sapiens major histocompatibility complex, class II, DQ alpha 2 (HLA- 
DQA2), mRNA 


"VTX jT A A 1 AOf 

NM_00l085 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha-1 

_ J* _ J _ • _ a* * • \ f r\ /<1T^1\ T\TV T A *\ X "FX X T A 

anuproteinase, antitrypsin), member 3 (SERPINA3), mRNA 


NM 01^Q74 


jtiomo sapiens aimeinyiarginme uimemyiammonyaroiase z (U-UArlZ}, mKJN A 


NM_0G1756 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha-1 
antiproteinase, antitrypsin), member 6 (SERPINA6), mRNA 


NM_000450 


Homo sapiens selectin E (endothelial adhesion molecule 1) (SELE), mRNA 


NM 006228 


Homo sapiens prepronociceptin (PNOC), mRNA 


NM_001319 


Homo sapiens casein kinase 1, gamma 2 (CSNK1G2), mRNA 


NM 000444 


Homo sapiens phosphate regulating gene with homologies to endopeptidases on 
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the X chromosome (hypophosphatemia, vitamin D resistant rickets) (PHEX), 
mRNA 


NM_021183 


Homo sapiens hypothetical protein similar to small G proteins, especially RAP- 
2A(LOC57826),mKNA 


NM 021179 


Homo sapiens hypothetical protein LOC57821 (LOC57821), mRNA 


NM 002744 


Homo sapiens protein kinase C, zeta (PRKCZ), mRNA 


NMJ)00624 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 5 (SERPINA5), mRNA 


NM_000602 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade E (nexin, 
plasminogen activator inhibitor type 1), member 1 (SERPINE1), mRNA 


MM 020422 


Homo sapiens hypothetical protein from clone 24796 (LOC57146), mRNA 


NM 020183 


Homo sapiens transcription factor BMAL2 (LOC56938), mRNA 


NMJH9598 


Homo sapiens kallikrein 12 (KLK12), mRNA 


NM 019103 


Homo sapiens hypothetical protein (LOC55954), mRNA j 


NM 012397 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 13 (SERPINB13), mRNA 


NM_000527 


Homo sapiens low density lipoprotein receptor (familial hypercholesterolemia) 
(LDLR), mRNA 


NM_016200 


Homo sapiens U6 snRNA-associated Sm-like protein LSm8 (LOC51691), 
mRNA 


NM 014766 


Homo sapiens KIAA0193 gene product (KIAA0193), mRNA 


NM 014309 


Homo sapiens RNA binding motif protein 9 (RBM9), mRNA 


NM 014080 


Homo sapiens dual oxidase-like domains 2 (DUOX2), mRNA 


NM 014516 


Homo sapiens CCR4-NOT transcription complex, subunit 3 (CNOT3), mRNA 


NM 015032 


Homo sapiens KIAA0979 protein (KIAA0979), mRNA 


NM 014656 


Homo sapiens KIAA0040 gene product (KIAA0040), mRNA 


NM 015383 


Homo sapiens hypothetical protein (DJ328E19.C1.1), mRNA 


NM 012407 


Homo sapiens protein kinase C, alpha binding protein (PRKCABP), mRNA 


NM_002208 


Homo sapiens integrin, alpha E (antigen CD 103, human mucosal lymphocyte 
antigen 1; alpha polypeptide) (TTGAE), mRNA 


NM_002309 


Homo sapiens leukemia inhibitory factor (cholinergic differentiation factor) 
(LIF), mRNA 


NMJ)06919 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 3 (SERPINB3), mRNA 


NM_006220 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha-1 
antiproteinase, antitrypsin), member 2 (SERPEN A2), mRNA 


NM_006215 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha-1 
antiproteinase, antitrypsin), member 4 (SERPINA4), mRNA 


NM 006021 


Homo sapiens deleted in lymphocytic leukemia, 2 (DLEU2), mRNA 


NM 005887 


Homo sapiens deleted in lymphocytic leukemia, 1 (DLEU1), mRNA 


NM 005603 


Homo sapiens ATPase, Class I, type 8B, member 1 (ATP8B1), mRNA 


NM 005232 


Homo sapiens EphAl (EPHA1), mRNA 


NMJ)05024 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 10 (SERPINB10), mRNA 


NM 004779 


Homo sapiens CCR4-NOT transcription complex, subunit 8 (CNOT8), mRNA 


NM_004155 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 9 (SERPINB9), mRNA 


NM_004568 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 6 (SERPINB6), mRNA 


NM 004408 


Homo sapiens dynamin 1 (DNM1), mRNA 


NM 004409 


Homo sapiens dystrophia mvotonica-protein kinase (DMPK), mRNA 


NM 004717 


Homo sapiens diacylglycerol kinase, iota (DGKD, mRNA 
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JNM UUUZ14 


xiomo sapiens jaggea i {/viaguie synur onie j \jjt\\j l j 9 iiijvin/\ 


NM_001347 


Homo sapiens diacylglycerol kinase, theta (1 lOkD) (DGKQ), mRNA 


NM 003454 


xiomo sapiens zinc linger protein zuu v^iNrzuuj, nuviN/\ 


NM 003334 


Homo sapiens ubiquitin-activating enzyme El (A1S9T and BN75 temperature 
sensitivity compiemennngj ^uoxii j, uijkjna 


"KTX K A A AO C A 

MM__000354 


rlomo sapiens serine \pr cysteine j proteinase inni tutor, i*iauc i\ ^<upnd-i 
antiproteinase, antitrypsin), member 7 (SERPINA7), mRNA 


NM_0G0945 


Homo sapiens protem phosphatase i (tormeriy zx5}, regulatory suounit r> ^iyKu/, 
alpha isoform (calcineurin B, type I) (PPP3R1), mRNA 


NM 000305 


Homo sapiens paraoxonase 2 (PON2), mRNA 


NM_000928 


Homo sapiens phospholipase A2, group IB (pancreas) (PLA2G1B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_000295 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 1 (ofcKriiNAi ), mKJNA 


NM_002640 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 

_ 1 0 /CT7T) T5TXTT> 0"\ —DMA 

member 8 (SERrlNJtio), mKNA 


NM_002639 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member d (bbKrlNrJ d j, mKJNA 


NM_002615 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium derived factor), member 1 (SERPINF1), mRNA 


NM_002575 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member I (ofcKriJNrSz;, mKJNA 


NM_000220 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 1 
(KCNJ 1), mRNA 


"X.TA yf AAAIOI 

NM_000191 


Homo sapiens 3-hydroxymethyl-3-methylglutaryl-Coenzyme A lyase 
^nyaroxymetnyigiutancaciaunaj ^jnuvivjoLyj, mKJNA 


JNM_UUl7 to 


xiomo sapiens eryinrocyxe memorane protem Dana n.y ^aematm^ ^jdjtjdh^, 
mRNA 


JNJVL UU3O40 


riomo sapiens uiacyigiyceroi Kinase, zeta {i\) £ +kxj) \jj\jjs^l,), miviNA 


NM 001346 


Homo sapiens diacylglycerol kinase, gamma (90kD) (DGKG), mRNA 


NM 003647 


Homo sapiens diacylglycerol kinase, epsiion (MKL>) (JJtjivb), mKJNA 


NM_001235 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade H (heat shock 

«. *_ A *7\ _ -t >n /nrn DTXTTJOX — -T>XT A 

protem 47), member 2 (bbRPINHz), mKNA 


NM_001694 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 

1DKU ^AlrOi^y, mKJNA 


"MTV/f AAA/1 QO 

JNM_UUU4oo 


xiomo sapiens senne (pr cysteme^ proteinase inmoitor, ciaae ^annirtromDin^, 
memoer 1 Jtirvr iin l> i ), mj\jN/\ 


XT\/f ATI 1 C/C 


xiomo sapiens nypomencai protem ^L/Ji// iinio.z^, tiiivln/v 


TsjTv/r nnn87<i 
rNivi uuuo/j 


xiomo sapiens lnsuim-iuce growtn iactor i receptor ^ivjr lxvy, iiixvin/\. 


NM 000605 


Homo sapiens interferon, alpha 2 (IFNA2), mRNA 


vr\yf ATi/C/17 
iNJVl UZlO^f/ 


xiomo sapiens jviaauozo gene proauct ^jsjaauozo^, iiiivln/\ 


JM1V1 UZIO^K) 


xiomo sapiens jsjaau/oo gene proauct ^isjaavzoo i, iruviN/\ 


vnvyf at 1 1 AO 


xiomo sapiens tnymosm, oeta h, a. enromosome ^ nvioxDH-A.y, nuviNA 


NM_021642 


Homo sapiens Fc fragment of IgG, low affinity Ha, receptor for (CD32) 

VrOkJKZA), mKJNA 


INiVl 1 Z*f U 


xiomo sapiens testis-specmc protem ^IvUL/^ojz^, nuviNrv 


INivi UZ1 loir 


xiomo sapiens nypotneucai protein rLJ luoyo ^jltw^j /oqdj, iilcuna 


NM_021129 


Homo samen<; r)vronho<mhatase finorffanic) (PP). nuclear gene encoding 
mitochondrial protein, mRNA 


NM 015140 


Homo sapiens KIAA0153 protein (KIAA0153), mRNA 


NM 021635 


Homo sapiens UC28 protein (UC28), mRNA 


NM 021631 


Homo sapiens apoptosis inhibitor (FKSG2), mRNA 
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NM021615 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 6 
(CHST6), mRNA 


NM 012334 


Homo sapiens myosin X (MYO10), mRNA 


NM 020363 


Homo sapiens deleted in azoospermia 2 (DAZ2), mRNA 


NM 020364 


Homo sapiens deleted in azoospermia 3 (DAZ3), mRNA 


NM 017445 


Homo sapiens H2B histone family, member S (H2BFS), mRNA 


NM_02U32 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, beta 
isoform (calcineurin A beta) (PPP3CB), mRNA 


NM_021016 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 3 (PSG3), mRNA 


NM 015705 


Homo sapiens hypothetical protein (DJ1042K10.2), mRNA 


NM_021572 


Homo sapiens ectomicleotide pyrophosphatase/phosphodiesterase 5 (putative 
function) (ENPP5), mRNA 


NM_021216 


Homo sapiens endothelial zinc finger protein induced by tumor necrosis factor 
alpha (EZFIT), mRNA 


NM_001332 


Homo sapiens catenin (cadherin-associated protein), delta 2 (neural plakophilin- 
related arm-repeat protein) (CTNND2), mRNA 


NM_021185 


Homo sapiens hypothetical protein DKFZp434A1022 (DKFZP434A1022), 
mRNA 


NM 018955 


Homo sapiens ubiquitin B (UBB), mRNA 


NM 017533 


Homo sapiens myosin, heavy polypeptide 4, skeletal muscle (MYH4), mRNA 


NM 014621 


Homo sapiens homeo box D4 (HOXD4), mRNA 


NM 000618 


Homo sapiens insulin-like growth factor 1 (somatomedia C) (IGF1), mRNA 


NM 021571 


Homo sapiens ICEBERG caspase-1 inhibitor (ICEBERG), mRNA 


NM 000045 


Homo sapiens arginase, liver (ARG1), mRNA 


NM_005692 


Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 2 
(ABCF2), mRNA 


NM_001090 


Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 1 
(ABCF1), mRNA 


NM_002858 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 3 (ABCD3), 
mRNA 


NM_001172 


Homo sapiens arginase, type II (ARG2), nuclear gene encoding mitochondrial 
protein, mRNA 


NM_001117 


Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) 
(ADC YAP 1), mRNA 


NM 004036 


Homo sapiens adenylate cyclase 3 (ADCY3), mRNA 


NM 019843 


Homo sapiens eIF4E-transporter (4E-T), mRNA 


NM_006454 


Homo sapiens Mad4 homolog (MAD4), mRNA 


NM_002355 


Homo sapiens mannose-6-phosphate receptor (cation dependent) (M6PR), 
mRNA 


NM 014287 


Homo sapiens pM5 protein (PM5), mRNA 


NM_004102 


Homo sapiens fatty acid binding protein 3, muscle and heart (mammary-derived 
growth inhibitor) (FABP3), mRNA 


NM 000134 


Homo sapiens fatty acid binding protein 2, intestinal (FABP2), mRNA 


NM 005354 


Homo sapiens jun D proto-oncogene (JUND), mRNA 


NM 005159 


Homo sapiens actin, alpha, cardiac muscle (ACTC), mRNA 


NM 019848 


Homo sapiens Protein P3 (P3), mRNA 


NM_003948 


Homo sapiens cyclin-dependent kinase-like 2 (CDC2-related kinase) (CDKL2), 
mRNA 


NM_021131 


Homo sapiens protein phosphatase 2A, regulatory subunit B f (PR 53) (PPP2R4), 
mRNA 


NM 021268 


Homo sapiens interferon, alpha 17 (1FNA17), mRNA 


NM 002339 


Homo sapiens lymphocyte-specific protein 1 (LSP1), mRNA 



441 



WO 03/074654 



PCT/US03/05028 



NM 001166 


Homo sapiens baculoviral IAP repeat-containing 2 (BIRC2), mRNA 


\t\ /r AAO 1 A A 

NM_003399 


Homo sapiens X-prolyl aminopeptidase (aminopeptidase P) 2, membrane-bound 

/~V*DXTT>T7T>0\ ~,T> XT A 

{Xrrsrhr/.), mKNA 


XTTV K AA AC A 1 

NM 000541 


Homo sapiens S»antigen; retina and pineal gland (arrestin) (SAG), mRNA 


NM 013262 


Homo sapiens myosin regulatory light chain interacting protein (MIR), mRNA 


XTTV M~ AAOAO 

NM 005393 


Homo sapiens plexm B3 (PLXNB3), mRNA 


*vt* if t\*\ 1 Ann 

NM_02l098 


Homo sapiens calcium channel, voltage-dependent, alpha 1H subunit 

A r^XT A 1 T_T\ .,-,T>XT A 

(CACNA1H), mRNA 


NM 021257 


Homo sapiens neuroglobin (NGB), mRNA 


NM 021253 


Homo sapiens ring finger protein 23 (RNr23), mRNA 


NM 021247 


Homo sapiens protamine 3 (PRM3), mRNA 


NM 021242 


Homo sapiens hypothetical protein STRAIT 1 1499 (STRAIT 1 1499), mRNA 


NM 021238 


Homo sapiens TERA protein (TERA), mRNA 


NM 021223 


Homo sapiens myosm light chain 2a (LOC58498), mRNA 


NM 021221 


Homo sapiens G5b protem (G5B), mRNA 


NM 021210 


Homo sapiens MUM2 protem (MUM2), mRNA 


NM 021208 


Homo sapiens EST-YD1 protein (EST-YD1), mRNA 


NM 021200 


Homo sapiens PH domam containing protem in retina 1 (PHRET1), mRNA 


NMJ)21199 


Homo sapiens CGI-44 protein; sulfide dehydrogenase like (yeast) (CGI-44), 

n\T A 

mRNA 


XTN>f AO 1 1 no 

JNM UZ119o 


Homo sapiens nuclear LIM interactor-interacting factor (NLI-IF), mRNA 


NM 021193 


Homo sapiens homeo box D12 (HOXD12), mRNA 


XTK Jf A*> 1 1 r\^t 

NM 021192 


Homo sapiens homeo box Dl 1 (HOXD1 1), mRNA 


XTK AT A O 1 1 O O 

NM 021188 


Homo sapiens clones 23667 and 23775 zinc linger protein (LOC57862), mRNA 


XTTV X AO 1 1 OjI 

NM_021184 


Homo sapiens G4 protem (G4), mRNA 


xtk jf ao t 1 nn 

NM 021177 


Homo sapiens Uo snRNA-associated Sm-hke protem (LSM2), mRNA 


NM 021174 


Homo sapiens p30 DBC protein (LOC57805), mRNA 


NMJ)21167 


Homo sapiens hypothetical protein WUGSC:H RG083M05.2 (LOC57798), 
mRNA 


NM 021159 


Homo sapiens RAP1, GTP-GDP dissociation stimulator 1 (RAP1GDS1), mRNA 


NM 021155 


Homo sapiens CD209 antigen (CD209), mRNA 


NM 021147 


Homo sapiens uracil-DNA glycosylase 2 (UNG2), mRNA 


NM_021140 


Homo sapiens ubiquitously transcribed tetratricojteptide repeat gene, X 
chromosome (UTX), mRNA 


NMJ)21139 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B4 (UGT2B4), 
mRNA 


NM 021138 


Homo sapiens TNF receptor-associated factor 2 (TRAF2), mRNA 


NMJ)21137 


Homo sapiens tumor necrosis factor, alpha-induced protein 1 (endothelial) 
(TNFAIP1), mRNA 


NM 021136 


Homo sapiens reticulon 1 (RTN1), mRNA 


NM_021135 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 2 (RPS6KA2), 

T» XT A 

mRNA 


NM_021133 


Homo sapiens nbonuclease L (^S'-okgoisoadenylate synthetase-dependent) 
(RNASEL), mRNA 


NM 021130 


Homo sapiens peptidylprolyl isomerase A (cyclophilin A) (PPIA), mRNA 


XTN/f AO 11 OA 

1NJV1__UZ 1 1ZU 


nomo sapiens discs, large (JUrosopnilaj nomoiog 5 ^neuroenaocrme-algj 
(DLG3), mRNA 


NM 004239 


Homo sapiens thyroid hormone receptor interactor 1 1 (TRIP1 1), mRNA 


NM 004238 


Homo sapiens thyroid hormone receptor interactor 12 (TR1P12), mRNA 


NM_004745 


Homo sapiens discs, large (Drosophila) homolog-associated protein 2 
(DLGAP2). mRNA 


NM 004687 


Homo sapiens mvotubularin related protein 4 (MTMR4), mRNA 
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NM 004348 


Homo sapiens runt-related transcnption factor 2 (RUNAi), mKJN A 


NM_021096 


Homo sapiens calcium channel, voltage-dependent, alpha 11 subunit 

(C* A r^XT A 1 TV wiDXT A 

(CAUJNAll), mKJN A 


XTTV It f\*> 1 1 AC 

NM 021105 


Homo sapiens phospholipid scrambiase l (JrJLoUKl j, itikjna 


NM 002957 


Homo sapiens retinoid X receptor, alpha (RXRA), mRNA 


NM 006268 


Homo sapiens requiem, apoptosis response zinc finger gene (REQ), mRNA 


NM 001106 


Homo sapiens activin A receptor, type IE3 (ACVR2B), mRNA 


NM 001616 


Homo sapiens activin A receptor, type II (ACVR2), mRNA 


NM 001105 


Homo sapiens activin A receptor, type I (ACVR1), mRNA 


NM 005570 


Homo sapiens lectin, mannose-binding, 1 (LMAN1), mRNA 


NM 021083 


Homo sapiens Kell blood group precursor (McLeod phenotype) (XK), mRNA 


NM_013258 


Homo sapiens apoptosis-associated speck-like protein containing a CARD 
(ASC), mRNA 


NM 006518 


Homo sapiens small proline-rich protein 2C (SPRR2C), mRNA 


NM_006507 


Homo sapiens regenerating islet-derived 1 beta (pancreatic stone protein, 
pancreatic thread protein) (REG1B), mRNA 


NM 006563 


Homo sapiens Kruppel-like factor 1 (erythroid) (KLF1), mRNA 


NM 006258 


Homo sapiens protein kinase, cGMP-dependent, type I (PRKG1), mRNA 


NMJ)06353 


*r t * 1*1 1 * 1 * j tf i*i 1 1 \ i • ^ 1 *1 ^ 

Homo sapiens ragh-mobihty group (nonhistone chromosomal) protein 17-like 3 
(HMG17L3), mRNA 


NM 005987 


Homo sapiens small proline-nch protem 1A (SPRR1 A), mRNA 


NM 005952 


Homo sapiens metallothionein IX (MT1X), mRNA 


NM 005950 


TT * A H it * 4 y**i Jim y— * \ TX"V T A 

Homo sapiens metallothionein lG (MT1G), mRNA 


NM 005699 


mmmm * * i 1 1*1*Ol"1* * ♦ /TT t t^ J T\T^'\ *V T A 

Homo sapiens mterleukin 18 bmdmg protein (IL18BP), niRNA 


NM 004618 


Homo sapiens topoisomerase (DNA) DI alpha (TOP3A), mRNA 


NMJ)01136 


Homo sapiens advanced glycosylation end product-specific receptor (AGER), 
mRNA 


NM 000866 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor IF (HTR1F), mRNA 


NM 000637 


Homo sapiens glutathione reductase (GSR), mRNA 


NM 000636 


Homo sapiens superoxide dismutase 2, mitochondrial (SOD2), mRNA 


NMJ)00635 


Homo sapiens regulatory factor X, 2 (influences HLA class II expression) 
(RFX2), mRNA 


NM 000629 


Homo sapiens interferon (alpha, beta and omega) receptor 1 (IFNAR1), mRNA 


NMJ)00625 


Homo sapiens nitric oxide synthase 2A (inducible, hepatocytes) (NOS2A), 
mRNA 


NMJ)03998 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
1 (pl05) (NFKB1), mRNA 


NM 000621 


Homo sapiens 5-hydroxyti^tamine (serotonin) receptor 2A (HTR2A), mRNA 


NM 000620 


Homo sapiens nitric oxide synthase 1 (neuronal) (NOS1), mRNA 


NM 000619 


Homo sapiens interferon, gamma (IFNG), mRNA 


NMJ)00617 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters), member 2 (SLC1 1 A2), mRNA 


NM 000616 


Homo sapiens CD4 antigen (p55) (CD4), mRNA 


NM_00061 1 


Homo sapiens CD59 antigen pi 8-20 (antigen identified by monoclonal 
antibodies 16.3A5, EJ16, EJ30, EL32 and G344) (CD59), mRNA 


NM_ 000610 


Homo sapiens CD44 antigen (hommg function and Indian blood group system) 
(CD44),mRNA 


NM 000603 


Homo sapiens nitric oxide synthase 3 (endothelial cell) (NOS3), mRNA 


NMJ)00597 


Homo sapiens insulin-like growth factor binding protein 2 (36kD) (IGFBP2), 
mRNA 


NM_000594 


Homo sapiens tumor necrosis factor (TNF superfamily, member 2) (TNF), 
mRNA 



443 



WO 03/074654 



PCT/US03/05028 



NM 000585 


Homo sapiens interleukin 15 (BL15), mRNA 


NM 000586 


Homo sapiens interleukin 2 (IL2), mRNA 


NM 000577 


Homo sapiens interleukin l receptor antagonist (ILIRN), mRNA 


NM 000576 


Homo sapiens interleukin 1, beta (IL1B), mRNA 


NMJ)00574 


Homo sapiens decay accelerating factor for complement (CD55, Cromer blood 
group system) (DAF), mRNA 


NMJ)00572 


Homo sapiens interleukin 10 (IL10), mRNA 


NM_000570 


Homo sapiens Fc fragment of IgG, low affinity Hlb, receptor for (CD 16) 
(FCGR3B), mRNA 


NM 000567 


Homo sapiens C-reactive protein, pentraxin-related (CRP), mRNA 


NMJ)00566 


Homo sapiens Fc fragment of IgG, high affinity la, receptor for (CD64) 
(FCGR1 A), mRNA 


NM 000564 


Homo sapiens interleukin 5 receptor, alpha (IL5RA), mRNA 


NMJ)00561 


Homo sapiens glutathione S-transferase Ml (GSTM1), mRNA 


NM_000555 


Homo sapiens doublecortex; lissencephaly, X-linked (doublecortin) (DCX), 
mRNA 


NM_000298 


Homo sapiens pyruvate kinase, liver and RBC (PKLR), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 000259 


Homo sapiens myosin VA (heavy polypeptide 12, myoxin) (MY05A), mRNA 


NM_000525 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 1 1 
(KCNJll),mRNA 


NM 021090 


Homo sapiens myotubulann related protem 3 (MTMR3), mRNA 


NM 021077 


Homo sapiens neuromedin B (NMB), mRNA 


NM 021068 


Homo sapiens interferon, alpha 4 (IFNA4), mRNA 


NM 006512 


Homo sapiens serum amyloid A4, constitutive (SAA4), mRNA 


NM 006607 


Homo sapiens pituitary tumor-transforming 2 (PTTG2), mRNA 


NM.021075 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 3 (lOkD) 
(NDUFV3), mRNA 


NM 005951 


Homo sapiens metallothionein 1H (MT1H), mRNA 


NM 000330 


Homo sapiens retinoschisis (X-linked, juvenile) 1 (RSI), mRNA 


NMJ)05597 


Homo sapiens nuclear factor I/C (CCAAT-binding transcription factor) (NFIC), 
mRNA 


NM 005268 


Homo sapiens gap junction protein, beta 5 (connexin 31.1) (GJB5), mRNA 


NMJ)04268 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 6 
(77kD) (CRSP6), mRNA 


NM_004355 


Homo sapiens CD74 antigen (invariant polypeptide of major histocompatibility 
complex, class II antigen-associated) (CD74), mRNA 


NM 002760 


Homo sapiens protein kinase, Y-linked (PRKY), mRNA 


NM_002520 


Homo sapiens nucleophosmin (nucleolar phosphoprotein B23, numatrin) 
(NPM1), mRNA 


NM_002167 


Homo sapiens inhibitor of DNA binding 3, dominant negative helix-loop-helix 
protein (ID3), mRNA 


NM 002028 


Homo sapiens faxnesyltransferase, CAAX box, beta (FNTB), mRNA 


NM_003491 


Homo sapiens N-acetyltransferase, homolog of S. cerevisiae ARD1 (ARD1), 
mRNA 


NM 001770 


Homo sapiens CD 19 antigen (CD 19), mRNA 


NM 001664 


Homo sapiens ras homolog gene family, member A (ARHA), mRNA 


NM 003919 


Homo sapiens sarcoglycan, epsilon (SGCE), mRNA 


NM_003841 


Homo sapiens tumor necrosis factor receptor superfamily, member 10c, decoy 
without an intracellular domain (TNFRSF10C), mRNA 


NM 003455 


Homo sapiens zinc finger protein 202 (ZNF202), mRNA 


NM 003452 


Homo sapiens zinc finger protein 189 (ZNF189), mRNA 
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NM 003316 


Homo sapiens tetratricopeptide repeat domain 3 (TTC3), mRNA 




nomo sapiens suiioiransierase iamily, cytosolic, 1 A, pnenol-preferring, member 
I^TTTTIAI'i mRNA 


xNxVx vlfj a 1 / 


nomo sapicuc> spcirn aanesion moiecuie 1 {irtL-/.\) iiyaiuronidase, zona pellucida 

ryindintrt f SPAM 11 mRNA 


NM 002222 


Homo sapiens inositol 1,4,5 -triphosphate receptor, type 1 (1TPR1), mRNA 


xNxVA_UV IjjjL 


nomo sapiens soiute earner iamily 19 (nucleoside transporters), member 2 


NM 001417 


nomo sapicixb estrogen receptor z (eK oetaj (lSoK2}, mKlNA 




xiomo sapiens catemn (caanenn-associated protein), delta 1 (CI1NND1), mRNA 


NM 001107 


nomo sapicxib ciauuin / (wJLL/lN / ), mKJNA 


NM 001 194 


nomo sapicixb nyperpoianzanon activated cyclic nucleoti de-gated potassium 

vlliU lUCi A* \±±\^Xrt^tJ i XXXlVlN/V 


NM 001175 

X^f XVA W 11 / J 


xiuxiiu bapiciia xvxiu \JLJr OlSSOCiaoon innlDliOr (UrUlj Deta (AKJclvJL/iKjj mKJNA 


NM OOOQIfi 

XtXVX VVU^JO 


nomo sapiens poncreanc lipase [r LHiuir), mKiN A 


NM 000641 


nuuiu oapiciio uiicricuion 1 1 ^i i . 1 1 j, mixXNA 


NM 000640 


nomo oapiciib xuicncuKm i j receptor, aipna z (lLl3KAzj, mJKINA 


NM 0006H 

XlXVX UUUU 1 %J 


xiuiiiu bapicixb ncurai cen aanesion moiecuie 1 (1NCAM.1), mKINA 


NM 00060Q 

X^l XVX VVV/VV7 


nomo bdpicnb suromai ceii-uenveci iactor 1 (oJJx 1 1 ), mKINA 


NM 000600 


nomo sapiens micneuian o {mteneron, oeta L) (JLLo}, mKJNA 


NM 000599 


nomo bapicnb mauim-ince growin iactor oincing protem 3 (ivjjflirj), mRNA 


NM 000590 


Homo sapiens interleukin 9 (EL9), mRNA 


NM 000SR4 


nomo sapiens micneuKm o ^LLo mKINA 


NM 0005R1 

X>xVx VUUjOI 


nomo sapiens giutatnione peroxidase 1 (UrXl), mRNA 


NM 000560 


nomo sapiens k^xjdd antigen yy^Djj), mKINA 


NM 000528 


Homo sapiens mannosidase, alpha, class 2B, member 1 (MAN2B1), mRNA 


NM 000404 


nomo sapiens gaiactosidase, beta l (CjLBI), mRNA 


NM 001975 

XNxVX^W/ IZ, J J 


nomo sapiens enromogramn A (paratnyroid secretory protem 1) (CHGA), 

mPXTA 

mixiNA 


NM 00676R 


nomo sapiens r>rs.w\i associatea protein (dKAt), mRNA 


NM 001469 


nomo sapiens secretogranm u ^enromogramn C) (SCG2), mRNA 


NM_0 12326 


Homo sapiens microtubule-associated protein, RP/EB family, member 3 
fMAPPFI^ mpXTA 


NM 021 057 


nomo sapiens mteneron, aipna / ^irJNA/J, mKJNA 


NM 091067 

xN IVX V/^ 1 \J\J£, 


nomo sapiens nzt> nistone tamily, member F (H2BFF), mRNA 


NM 071061 

XNXVX 0.£ 1 vvJ 


nomo sapiens xi/r> nistone iamily, member B (H2BFB), mRNA 


NM 021065 


Homo sapiens H2A histone family, member G (H2AFG), mRNA 


NM 004146 


Homo sapiens JNADH dehydrogenase (uwquuione) 1 beta subcomplex, 7 (lSkD, 
B18) (NDUFB7), mRNA 


NM 001746 

X^lxVx OOx/HO 


nomo sapiens camexin (CAINa^, mKINA 


NM 001661 


nomo sapiens apoiipoprotein L (AFOL), mRNA 


NM 071057 

X^lxVX \J£m 1 \Jj£t 


nomo sapiens t±ZA nistone tamily, member A (H2AFA), mRNA 


NM 0700RR 


Homo sapiens guanine nucleotide binding protein (G protein), alpha activating 
douviiy poiypepuae \J ^OlNAUl J, mKINA 


NM 000111 

X ^1 XVX \J\J\J X.J-J 


nomo sapiens coagulation iactor IX (plasma tnromDoplastic component, 
Christmas disease, hemophilia B) (F9), mRNA 


NM 000130 


Homo sapiens coagulation factor V (proaccelerin, labile factor) (F5), mRNA 


NM 001993 


Homo sapiens coagulation factor HI (thromboplastin, tissue factor) (F3), mRNA 


NM 020689 


Homo sapiens sodium calcium exchanger (NCKX3), mRNA 


NM 021033 


Homo sapiens RAP2A, member of RAS oncogene family (RAP2A), mRNA 


NM 021023 


Homo sapiens complement factor H related 3 (FHR-3), mRNA 


NM 021026 


Homo sapiens ret finger protein-like 1 fRFPLl), mRNA 
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NM 021008 


Homo sapiens suppressm (nuclear aeiormea epiaermai auioreguiaiory iacior-i 
(DEAF-l)-related) (SPN), mRNA 


NM 020993 


Homo sapiens B-cell CLL/lymphoma 7A (BCL7A), mRNA 


NM 020994 


Homo sapiens cancer/testis antigen 2 (CTAG2), mKNA 


NM 021000 


Homo sapiens pituitary tumor-transforming 3 (PTTG3), mRNA 


NM 020997 


Homo sapiens left-right determination, factor B (Lhb 115), mKJNA 


NM 021014 


Homo sapiens synovial sarcoma, X breakpoint 3 (SSA3), mKJNA 


NM 021015 


Homo sapiens synovial sarcoma, X breakpoint 5 (SSX5), mRNA 


NM 021007 


Homo sapiens sodium channel, voltage-gated, type E, alpha 2 polypeptide 
fSCN2A2\ mRNA 


NM_021012 


Homo sapiens potassium mwardly-recnrying channel, subtamiiy J , memoer il 
(KCNJ12), mRNA 


NM 020995 


Homo sapiens haptoglobin-related protein (HPK), mKNA 


NM_000347 


Homo sapiens spectrin, beta, erythrocytic (includes spherocytosis, clinical type I) 
(SPTB), mRNA 


NM 007032 


Homo sapiens putative nuclear protein (HRIHFB2122), mRNA 


NM 001320 


Homo sapiens casein kinase 2, beta polypeptide (CSNKZB), mKNA 


NM_013252 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 5 (CLECSF5), mRNA 


NM 020978 


Homo sapiens amylase, alpha 2B; pancreatic (AMY2i3), mKNA 


NM 020636 


Homo sapiens zinc finger protein 275 (ZNt<275), mKNA 


NM 020547 


Homo sapiens anti-Mullenan hormone receptor, type ii (AJVuikzj, mKN a 


NM 020974 


Homo sapiens CEGP1 protein (CEGP1), mRNA 


NM 020681 


Homo sapiens HT018 protein (HT018), mRNA 


NM 020676 


Homo sapiens lipase protein (LOC57406), mRNA 


NM 020672 


Homo sapiens SlOO-type calcium bmdmg protein A14 (LUO!> /4Uz), mKNA 


NM 020661 


Homo sapiens activation-induced cytidine deaminase (AICDA), mRNA 


NM 020657 


Homo sapiens zinc finger protein 304 (ZNF304), mKNA 


NM 020654 


Homo sapiens sentrin/SUMO-specific protease (bhNF7), mRNA 


NM 020646 


Homo sapiens reserved (ASCL3), mRNA 


NM 020640 


Homo sapiens RP42 homolog (RP42), mRNA 


NM 020639 


Homo sapiens ankyrin repeat domain 3 (ANKRD3), mKNA 


NM_020632 


Homo sapiens ATPase, H(+)-transporting, lysosomal, noncatalytic accessory 
protein IB (ATP6N1B), mRNA 


NM 020648 


Homo sapiens twisted gastrulation (TSG), mRNA 


NM 018970 


Homo sapiens G protein-coupled receptor 85 (GPR85), mRNA 


NM 003901 


Homo sapiens sphingosine-l-phosphate lyase 1 (SGPLl), mKNA 


NM 014292 


Homo sapiens chromobox homolog 6 (CBX6), mRNA 


NM 006735 


Homo sapiens homeo box A2 (HOXA2), mRNA 


NM_019041 


Homo sapiens similar to prokaryotic-type class I peptide chain release factors 
(LOC54516),mRNA 


NM 014428 


Homo sapiens tight junction protein 3 (zona occludens 3) (TJr3), mKNA 


NM 020466 


Homo sapiens hypothetical protem dJ12208.2 (DJ12208.2), mKNA 


NM 020448 


Homo sapiens hypothetical protem (1J462023.2 (DJ462023.2), mRNA 


NM_020425 


Homo sapiens hypothetical protein DKFZp586E1923 (DKFZP586E1923), 
mKNA 


NM 020424 


Homo sapiens hypothetical protein A-21 1C6.1 (LOC57149), mRNA 


NM 020317 


Homo sapiens hypothetical protein dJ465N24.2.1 (DJ465N24.2.1), mRNA 


NM 020315 


Homo sapiens hypothetical protein dJ37E16.5 (DJ37E16.5), mRNA 


NM 020313 


Homo sapiens hypothetical protein (LOC57019), mRNA 


NM 019897 


Homo sapiens olfactory receptor, family 2, subfamily S, member 2 (OR2S2), 
mRNA 
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NM 019605 


Homo sapiens nypotneucai protein vjjjoo / niz.^, nusj.NA 


NM 019601 


Homo sapiens Sushi domain (bUK repeat; containing jdjs.02ao.zj, miuN/\ 


NM 018433 


Homo sapiens putative zinc ringer protein ^luojjoio;, huvtna 


NM 019095 


Homo sapiens hypothetical protem {laj^jw/d), iiikjna 


NM_019089 


Homo sapiens hairy and enhancer of split (Drosophila) homolog 2 (HES2), 
mRNA 


NM 018982 


Homo sapiens hypothetical protem (DJ lo/Aiy.ij, mKJNA 


NM 018974 


Homo sapiens unc93 (C.elegans) homolog A (UJNuyj a;, mKJNA 


NM 014499 


Homo sapiens putative purmergic receptor (rz x iuj, mKXNA 


NM 020530 


Homo sapiens oncostatm M (O^M), mKJNA 


NMJ)20529 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer m u-ceus 
inhibitor, alpha (NFKBlAj, mKJNA 


NM 014204 


Homo sapiens BCL2-related ovarian Killer (dUJsj, mKJNA 


NM 020527 


Homo sapiens HUCjl gene (Jkiuvjl J, mKJNA 


NM 006093 


tt • ~ x_ -.1 . - <i "3 \ «mD\TA 

Homo sapiens proteoglycan 3 (PRuJ), mKJNA 


NM 020533 


Homo sapiens mucolipin 1 (MCOLN1), mRNA 


NM 007345 


Homo sapiens zinc finger protem 236 (ZJN*2Jo), mKJNA 


NM 002217 


Homo sapiens pre-alpha (globulin) inhibitor, H3 polypeptide (TTIH3), mRNA 


NM 018693 


Homo sapiens vitihgo-associated protem VIT-1 (VII 1), mKJNA 


NM 006777 


Homo sapiens Kaiso (ZNF-kaiso), mRNA 


NM 020436 


Homo sapiens similar to SALL1 (sal (Drosophila)-lt^ e IJLaao ' lo/j, mtuNA 


NM_020142 


Homo sapiens NADH:ubiqumone oxidoreductase MJLKvJ suounit nomoiog 
(LOC56901), mRNA 


NMJ)20123 


Homo sapiens endomembrane protein emp/U precursor isoiog ^lAAOoooyj, 
mRNA 


NM 018845 


Homo sapiens stromal cell protem (LUC^Dy /4), hikma 


NM 018842 


Homo sapiens insulin receptor tyrosine Kinase suostrate ^juu^ojy / ij, mivrN/\ 


NM 018841 


Homo sapiens G-protein gamma- 1Z suoumt {lAJv^jjy /v), mtviN/v 


NM 018839 


Homo sapiens p47 protem (LOC559oo), mKJNA 


NM 016352 


Homo sapiens carboxypeptidase A3 (LOC51200), mRNA 


NM 016302 


tt , AAA 1 ft f~\r^C 1 1 O C\ — — T>XT A 

Homo sapiens protem x 0001 (LOC51 185;, mRNA 


NM 014332 


Homo sapiens small muscle protem, X-linked (L>JVLrA), mKJNA 


NM 018948 


Homo sapiens Gene 33/Mig-6 (MEG-6), mRNA 


NM 014587 


Homo sapiens SRY (sex determining region Y)-box o (bUAo), itikin a 


NM 005745 


Homo sapiens accessory proteins BAJP31/13Arzy (LiAblJD /Jb;, itikjna 


NMJ)01094 


Homo sapiens amilonde-sensitive cation channel l, neuronal ^aegenennj 
(ACCNl), mRNA 


NM 019609 


tt • ,11 _ 1 .!_* J /-1TWT 1 //^TJ"V r 1 ^ twDM A 

Homo sapiens metallocarboxypeptidase CrX-1 (CrA-lJ, mKJNA 


NM 018844 


Homo sapiens B-cell receptor-associated protein BAP29 (BAP29), mRNA 


NM 017572 


Homo sapiens G protein-coupled receptor kinase 7 (GPRK7), mRNA 


NM 016418 


Homo sajnens clone FLB5214 (LOC51219), mRNA 


NM 016301 


Homo sapiens protein x 0004 (LOC5 1 1 84), mRNA 


NM_013387 


Homo sapiens ubiquinol-cytochrome c reductase complex (7.2 kD) (ribrUUD l>, 
mRNA 


NM_020469 


Homo sapiens ABO blood group (transferase A, alpha 1-3-N- 
ar*f*tvlo , 5»l5»f»triQarninvltr5iTiQfpr5i^p* trflrmfl^rflse B alnba 1-3-ffalactosvltransferase) 

(ABO), mRNA 


NM 020445 


Homo sapiens actin-related protein 3-beta (ARP3BETA), mRNA 


NM 020435 


Homo sapiens connexin46.6 (CX46.6), mRNA 


NM 020426 


Homo sapiens lysozyme homolog (LOC57151), mRNA 


NM 020379 


Homo sapiens 1,2-alpha-mannosidase IC (HMIC), mRNA 


NM 020407 


Homo sapiens Rh type B glycoprotein (RHBG), mRNA 
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NM 020406 


Homo sapiens polycythemia rubra vera l, cell sunace receptor yris.v lj 9 iiiisjna 


NM.020377 


Homo sapiens cysteinyl leukotriene CysLT2 receptor; cDNA PSEC0146 from 
clone PLACE1 006979 (LOC57105), mRNA 


NM 020355 


Homo sapiens HRPAP20 short form (LOC57090), mKJNA 


NM 020350 


Homo sapiens ATRAP protein (ATRAP), mRNA 


NM 020380 


Homo sapiens AF15ql4 protein (AF15Q14), mRNA 


NM 020368 


Homo sapiens disrupter of silencing 10 (SAS10), mRNA 


NM_020344 


Homo sapiens solute carrier family 24 (sodium/potassium/calcium exchanger), 
member 2 (SLC24A2), mRNA 


NM 020396 


Homo sapiens BCL2-hke 10 (apoptosis tacilitator) (BCL^Lluj, mKJNA 


NM 020384 


Homo sapiens claudin 2 (CLDN2), mRNA 


NM 007260 


. 1 i i_ i • tt fx ■VTDT A OX — »T>XT A 

Homo sapiens lysophosphohpase II (LYPLA2), mRNA 


NM 000390 


Homo sapiens choroideremia (Rab escort protein l) (CUM), mKJNA 


NM 001994 


Homo sapiens coagulation factor Xm, B polypeptide (F13B), mRNA 


NM 000129 


Homo sapiens coagulation factor XJLU, Al polypeptide (F13A1), mRNA 


NM 000505 


Homo sapiens coagulation factor XII (Hageman factor) (F12), mRNA 


NM 000504 


Homo sapiens coagulation factor X (F10), mRNA 


NM 005509 


Homo sapiens Dmx-like 1 (DMXL1), mRNA 


NM 001300 


Homo sapiens core promoter element binding protein (CUPKhJJ, mKJNA 


NM_012089 


Homo sapiens ATP-binding cassette, sub-family JB (MDK/1 AF), memoer iu 
( ABCB 10), nuclear gene encoding mitochondrial protein, mRNA 


NM_007188 


Homo sapiens ATP-binding cassette, sub-family B (MDK/1 AP), memDer « 
(ABCB8), nuclear gene encoding mitochondrial protein, mRNA 


NM_005689 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 6 \ 
(ABCB6), nuclear gene encoding mitochondrial protein, mRNA 


NM 001216 


Homo sapiens carbonic anhydrase IX (CA9), mRNA 


NM 000717 


Homo sapiens carbonic anhydrase IV (CA4), mRNA 


NM 001218 


Homo sapiens carbonic anhydrase XII (CA12), mRNA 


NM 001217 


Homo sapiens carbonic anhydrase XI (CA1 1), mRNA 


NM_006384 


Homo sapiens calcium and integrin binding protein (DNA-dependent protein 
kinase interacting protein) (SIP2-28), mRNA 


NM_016734 


Homo sapiens paired box gene 5 (B-cell lineage specific activator protein) 
(PAX5), mRNA 


NM 000687 


Homo sapiens S-adenosylhomocysteine hydrolase (AHCY), mRNA 


NM_004482 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamineT>olypeptide 1N- 
acetylgalactosaminyltransferase 3 (GalNAc-T3) (GALNT3), mRNA 


NM_004481 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptideN- 
acetylgalactosaminyltransferase 2 (GalNAc-T2) (GALNT2), mRNA 


NM_000512 


Homo sapiens galactosamine (N-acetyl)-6-sulfate sulfetase (Morquio syndrome, 
mucopolysaccharidosis type IVA) (GALNS), mRNA 


NM 000403 


Homo sapiens galactose-4-epimerase, UDP- (GALb), mKJNA 


NM 020310 


Homo sapiens MAX bmdmg protem (MINT), mRNA 


NM 006250 


Homo sapiens prohne-nch protem Haelll subfamily 1 IPKH1J, mRNA 


NM_005164 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 2 (ABCDZ), 
mRNA 


NM 020300 


Homo sapiens microsomal glutathione a-transierase i i ij y huvin/^ 


NM 000728 


Homo sapiens calcitonin-related polypeptide, beta (CALCB), mRNA 


NM 020127 


Homo sapiens tuftelin 1 (TUFT1), mRNA 


NM 020040 


Homo sapiens tubulin, beta polypeptide 4, member 0 (TUBB4Q), mRNA 


NM 020126 


Homo sapiens sphingosine kinase type 2 isoform (SPHK2), mRNA 


NM 020203 


Homo sapiens matrix, extracellular phosphoglycoprotein with AS ARM motif 
fbone) (MEPE), mRNA 
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NM 020231 


Homo sapiens x 010 protein (MDS010), mKNA 


NM 020132 


Homo sapiens lysophosphatidic acid acyltransferase-gammal (LPAAT- 
gammal), mKNA 


NM_020246 


Homo sapiens cation-chloride cotransporter-interacting protein (LOC56996), 
mKNA 


NM 020243 


Homo sapiens mitochondrial import receptor Tom22 (LOC56993), mRNA 


NM 020240 


Homo sapiens non-kinase Cdc42 effector protein SPEC2 (LOC56990), mKNA 


NM 020184 


Homo sapiens ancient conserved domain protein 4 (LOC56939), mRNA 


NM 020178 


Homo sapiens Carbonic anhydrase-related protein 10 (LOC56934), mRNA 


NM 020155 


Homo sapiens chromosome 1 1 hypothetical protein ORF4 (LOC56834), mRNA 


NM 020179 


Homo sapiens FN5 protein (FN5), mRNA 


NM 020187 ! 


Homo sapiens DC12 protein (DC12), mRNA 


NM_020156 


Homo sapiens corel UDP-gakctose:N-acetylgalactosamine-alpha-Rbeta 1,3- 
galactosyltransferase (C1GALT1), mRNA 


NM_000352 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 8 
(ABCC8), mRNA 


NM 000374 


Homo sapiens uroporphyrinogen decarboxylase (UROD), mRNA 


NM_002872 


Homo sapiens ras-related C3 botulinum toxin substrate 2 (rho family, small GTP 
binding protein Rac2) (RAC2), mRNA 


NM 004152 


Homo sapiens ornithine decarboxylase antizyme 1 (OAZ1), mRNA 


NM 002527 


Homo sapiens neurotrophin 3 (NTF3), mRNA 


NM_002295 


Homo sapiens laminin receptor 1 (67kD, ribosomal protein SA) (LAMR1), 
mRNA 


NM 002293 


Homo sapiens laminin, gamma 1 (formerly LAMB2) (LAMC1), mRNA 


NM 002292 


Homo sapiens laminin, beta 2 (laminin S) (LAMB2), mRNA 


NM 002290 


Homo sapiens laminin, alpha 4 (LAMA4), mRNA 


NM 006192 


Homo sapiens paired box gene 1 (PAX1), mRNA 


NM 019896 


Homo sapiens DNA polymerase epsilon pl2 subunit (PI 2), mRNA 


NM_000583 


Homo sapiens group-specific component (vitamin D binding protein) (GC), 
mRNA 


NM_019891 


Homo sapiens endoplasmic reticulum oxidoreductin 1-Lbeta (EROl-L(BETA)), 
mRNA 


NM_006705 


Homo sapiens growth arrest and DNA-damage-inducible, gamma (GADD45G), 
mRNA 


NM_001924 


Homo sapiens growth arrest and DNA-damage-inducible, alpha (GADD45A), 
mRNA 


NM_019844 


Homo sapiens solute carrier family 21 (organic anion transporter), member 8 
(SLC21A8), mRNA 


NM_0 19644 


Homo sapiens testis-specific ankyrin motif containing protein (LOC5631 1), 
mRNA 


NM_019842 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 5 
(KCNQ5), mRNA 


NM_0 12281 


Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 
2 (KCND2), mRNA 


NM 019857 


Homo sapiens CTP synthase II (CTPS2), mRNA 


NM_019839 


Homo sapiens seven transmembrane receptor BLTR2; leukotriene B4 receptor 
BLT2 (BLTR2), mRNA 


NM_005757 


Homo sapiens C3H-type zinc finger protein; similar to D. melanogaster 
muscleblind B protein (MBLL), mRNA 


NM_004299 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 7 
(ABCB7), nuclear gene encoding mitochondrial protein, mRNA 


NM 004683 


Homo sapiens regucalcin (senescence marker protein-30) (RGN), mRNA 
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NM 019618 


Homo sapiens interleuJan-1 homoiog i UL-iJiij, ihivina 


NM 018950 


Homo sapiens major histocompatibility complex, ciass i, r iriX/A-rj, mru>iA 


NM 019610 


Homo sapiens hypothetical protein ooy (LULOozo / j, tilkjna 


NM 000523 


Homo sapiens homeo box Dl 3 (HUAJJ 13), huctn a 


NM 019607 


Homo sapiens hypothetical protein l*Ullzo/(rJ-Jiizo/j 9 mtuN a 


NMJ)19604 


Homo sapiens class-I MHC-restncted 1 cell associated moiecuie juk.i/\ivi/, 
mRNA 


NM 012328 


Homo sapiens microvascular endothelial differentiation gene 1 (MDG1), mRNA 


NM 013303 


Homo sapiens fetal hypothetical protem (HSU84971), mKJNA 


NM 013298 


Homo sapiens hypothetical protein (HSU79252), mKJNA 


NM 013386 


Homo sapiens hypothetical protein (DKFZp586U0123), mKJNA 


NM 013313 


Homo sapiens hypothetical protein (AF060862), mKJNA 


NM 019116 


Homo sapiens similar to ubiquitin binding protein (UBPH), mRNA 


NMJU8961 


Homo sapiens ubiquitin associated and SH3 domain containing, A (UJ3ASii3A;, 
mRNA 


NM 018968 


Homo sapiens syntrophin, gamma 2 (SNTG2), mKJNA 


NM 018967 


Homo sapiens syntrophin, gamma 1 (SNTG1), mKJNA 


NM 018969 


Homo sapiens super conserved receptor expressed in brain 3 OKbtf 1), mKJNA 


NM_018964 


Homo sapiens solute carrier family 37 (glycerol-3-phosphate transporter), 
member 1 (SLC37A1), mRNA 


NM 018945 


Homo sapiens phosphodiesterase /Jo U'Db/iJ), mKJNA 


NM 019066 


Homo sapiens MAGE-hke 2 (MAGhLz), mKJNA 


NM 019060 


Homo sapiens NICE-1 protem (NICE-1), mKJNA 


NM 019099 


Homo sapiens hypothetical protein (LULODy/4), hikin a 


NM 019003 


Homo sapiens spindlin-like (LUC54400), mKJNA 


NM 018952 


Homo sapiens homeo box Bo (HUaBo), mKJNA 


NM 018951 


Homo sapiens homeo box A10 (HOXA10), mKJNA 


NM 018942 


Homo sapiens homeo box (Ho iannly) 1 (JtiMAi), mKJNA 


NM 019109 


TT ' 1 i _ 1 /f - 1l -ifni-n nn /TJTA A' 1 ' 1 \ tVtDKF A 

Homo sapiens beta-1,4 mannosyltransierase (riMl-i;, mKJNA 


NM 019052 


Homo sapiens HCR (a-helix coiled-cou rod nomologuej tMUK;, mKJNA 


NM 018985 


Homo sapiens hypothetical protein (HCGlV .9), mRNA 


NM 019096 


Homo sapiens GTP binding protein 2 (GTFBrz), mKJNA 


NM 018949 


Homo sapiens G protein-coupled receptor 14 (CjrK14), mKJNA 


NM 019048 


Homo sapiens hypothetical protein (FLJ20752), mRNA 


NM 019086 


Homo sapiens hypothetical protein FLJ20674 (FLJ20674), mKJNA 


NM 019040 


Homo sapiens hypothetical protein (FLJ204y5;, mKJNA 


NM 018988 


Homo sapiens hypothetical protein (FLJ2U3 JUJ, mKNA 


NM 019005 


Homo sapiens hypothetical protein (FLJ20323), mKJNA 


NM 019027 


Homo sapiens hypothetical protein (hJUZUz/j;, mKJNA 


NM 019008 


Homo sapiens hypothetical protein (tljzuzjz;, iiikjn/x 


NM 019000 


Homo sapiens hypothetical protein (J^ljzuidzj, miuNA 


NM 019087 


Homo sapiens hypothetical protein rJJ20UD l QrLJzuuo i ), mKJNA 


NM 018996 


Homo sapiens hypothetical protein (FLJ2UUi:>), mKJNA 


NM 019021 


xt * i j-i . « _ i /t?T TOAA1 A\ ml)\T A 

Homo sapiens hypothehcal protein (FLJ20U1U;, mKJNA 


NM 019018 


Homo sapiens hypothetical protein (FIJI 1 127), mRNA 


XTKvT fl1 Q(\QA 
JNM VlyvOH 


Unmn coni^nc Vivnnth^tiVnl nrntfiiTl FI J10895 fFU10895^ mRNA 


MM 019070 


Homo sapiens hypothetical protein (FLJ10432), mRNA 


NM 019088 


Homo sapiens hypothetical protein F23149 1 (F23149_ 1), mRNA 


NM 019002 


Homo sapiens ETAA16prntftiri (FTAA16). mRNA 


NM 019114 


Homo sapiens EHM2 gene (EHM2). mRNA 


NM 018973 


Homo sapiens dolichyl-phosphate tjiannosyltransferase polypeptide 3 (DPM3), 
mRNA 
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NM 018959 


Homo sapiens DAZ associated protein 1 (DAZAP1), mRNA 


NM 019098 


Homo sapiens cyclic nucleotide gated channel beta 3 (UNUttt), mKJN A 


NM 018958 


Homo sapiens chromosome 15 open reading frame 2 (C150RF2), mRNA 


NM 000379 


Homo sapiens xanthene dehydrogenase (XDH), mRNA 


NM 000552 


Homo sapiens von Willebrand factor (VWF), mRNA 


NM_000362 


Homo sapiens tissue inhibitor of metalloproteinase 3 (Sorsby fundus dystrophy, 
pseudoinflammatory) (TIMP3), mRNA 


NM 003255 


Homo sapiens tissue inhibitor of metalloproteinase 2 (T1MP2), mRNA 


NM_003001 


Homo sapiens succinate dehydrogenase complex, subunit C, integral membrane 
protein, 15kD (SDHC), nuclear gene encoding mitochondrial protein, mRNA 


NM_003000 


Homo sapiens succinate dehydrogenase complex, subunit B, iron sulfur (Ip) 
(SDHB), nuclear gene encoding mitochondrial protein, mRNA 


NM 006745 


Homo sapiens sterol-C4-methyl oxidase-like (SC4MOL), mRNA 


NM_006860 


Homo sapiens putative GTP-binding protein similar to RAY/RAB1C (RAYL), 
mRNA 


NM_000531 


Homo sapiens ornithine carbamoyltransferase (OTC), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 000607 


Homo sapiens orosomucoid 1 (ORM1), mRNA 


NM 002538 


Homo sapiens occludin (OCLN), mRNA 


NM .002301 


Homo sapiens lactate dehydrogenase C (LDHC), transcript variant 1, mRNA 


NM 017448 


Homo sapiens lactate dehydrogenase C (LDHC), transcript variant 2, mRNA 


NM 000892 


Homo sapiens kallikrein B, plasma (Fletcher factor) 1 (KLKB1), mRNA 


NM 002193 


Homo sapiens inhibin, beta B (activin AB beta polypeptide) (INHBB), mRNA 


NM 002191 


Homo sapiens inhibin, alpha (INHA), mRNA 


NM 002015 


Homo sapiens forkhead box Ol A (rhabdomyosarcoma) (FOXOIA), mRNA | 


NM 004473 


Homo sapiens forkhead box El (thyroid transcription factor 2) (FOXE1), mRNA 


NM 000804 


Homo sapiens folate receptor 3 (gamma) (FOLR3), mRNA 


NM 000803 


Homo sapiens folate receptor 2 (fetal) (FOLR2), mRNA 


NM 004742 


Homo sapiens B All -associated protein 1 (BAIAP1), mRNA 


NM 004925 


Homo sapiens aquaporin 3 (AQP3), mRNA 


NM_007182 


Homo sapiens Ras association (RalGDS/AF-6) domain family 1 (RASSF1), 
mRNA 


NM_018941 


Homo sapiens ceroid-lipofuscinosis, neuronal 8 (epilepsy, progressive with 
mental retardation) (CLN8), mRNA 


NM 016936 


Homo sapiens ubinuclein 1 (UBN1), mRNA 


NM 012406 


Homo sapiens PR domain containing 4 (PRDM4), mRNA 


NM 018728 


Homo sapiens myosin 5C (MY05C), mRNA 


NM_017540 


Homo sapiens hypothetical protein DKFZp586H0623 (DKFZp586H0623), 
mRNA 


NM 018651 


Homo sapiens zinc finger protein (ZFP), mRNA 


NM 017503 


Homo sapiens surfeit 2 (SURF2), mRNA 


NM 018419 


Homo sapiens SRY (sex determining region Y)-box 18 (SOX18), mRNA 


NM 018427 


Homo sapiens RNA polymerase I transcription factor RRN3 (RRN3), mRNA 


NM 018545 


Homo sapiens hypothetical protein PR02955 (PR02955), mRNA 


NM 018525 


Homo sapiens hypothetical protein PR02369 (PR02369), mRNA 


NM 018520 


Homo sapiens hypothetical protein PR02268 (PR02268), mRNA 


NM 018605 


Homo sapiens hypothetical protein PR01777 (PR01777), mRNA 


NM 018573 


Homo sapiens hypothetical protein PRO1068 (PRO1068), mRNA 


NM 018572 


Homo sapiens hypothetical protein PRO1051 (PRO1051), mRNA 


NM 018569 


Homo sapiens hypothetical protein PRO0971 (PRO0971), mRNA 


NM 018592 


Homo sapiens hypothetical protein PRO0800 (PRO0800), mRNA 


NM 018563 


Homo sapiens hypothetical protein PRO0758 (PRO0758), mRNA 
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NM 018699 


Homo sapiens "K domain containing j ^rivuivuj, uuxi^.n. 


NMJ)17534 


tt — :< « -rmmoin Vkwxrxr nftKmpntiHp 9 sVeleta.1 muscle adult (MYH2^ 

Homo sapiens myosin, neavy porypcpuuc z,, an&i^uu muo^iv, auun v iva a 

TI\T A 

mRNA . - . 


NM_01846l 


tt i i-n r> V* d-ra p f <=»n" Vif»mjitft'noietic stem/nroffenitor cells protein 
Homo sapiens uncnaiacieri^cu iiciittiiupwi&iiv oiuui/j/i^wmui r* 

i\/mc/Y5£ r\/fnQ09fri -mRNA 


NM 018559 


Homo sapiens lipopolysaccharide specific response-7 protein (LSR7), mRNA 


tu r ft 1 ft y ft >i 

NM 018694 


Homo sapiens Hovjl pinoing proicm ljj, ^^^^ 


NM 018663 


TT n m . OOL-T^o norAyicATriQl mpmhran p nrn tpi n -1 i Ice fLOC55895 ). mRNA 

HOIHO SapieilS ^ZKL/a peroxisomal U.IwllllJliiiiC' jjiuu/Ixl iuvv ^j^w*/ 


NM 018640 


TT ' _ _ a , WA «. n 1 o*«Oft1Tlft TVoTlOft'TTT^TI ATI foC.tfW T^)A 1 1 if .OCiJAAjK TTllvN A. 


NM 018639 


Homo sapiens y*s& Dox-coniauiing w pruicm ^wv^jjoot;, uuu^a 


NM 018449 


Homo sapiens AU-Ulz protem (lu^jdojj;, nuuNA 


NMJH8658 


Homo sapiens potassium mwaraiy-recniymg caannei, suoionmy j, mcmuci iu 
(KCNJ 16), mRNA 


NM 018671 


Homo sapiens nypotneucai protem ^jlkajuj:* /wj, mM^A 


NM 018439 


Homo sapiens hypothetical protein Jivir 1 ^juYLr/\v^ i ), inra^/^ 


NM 017521 


Homo sapiens riiV protein ^JnLoxuN/vriiv j, inru>^ 


■%.T» * A 1 ^ ^ ft 

NM 017526 


TT n ..ir. n _-_; < _ >r , i a-f.'- AntftT* (TAn p-rpl afprt 1 nrntpiTi rPTSORRORPV mRNA 


NM 017513 


Homo sapiens mexapnase enromosorne piuLcui 1 ^rxoivj.v^xvjv/y, 


•v TX jT ft 1 T ^ ft ft 

NM 017532 


Homo sapiens poj protein (tioAJi'rijj, uuvi^a 


NM 018682 


Homo sapiens nypomencai protem rij^v^iYiv^u'tx v riJ ^ v -' iVJ -^ vy J* liuuin - 


-VTX jr A1 O^OA 

NM 018680 


xlomo sapiens nyp otneu ca i protein ni^v^ vj^z- 1 a ^ru/v/vjwAii. y» auvi^\ 


\t» jr A1 O >) ft O 

NM 018428 


Homo sapiens nepaxoceiiuiar carcmoiiia-'aoouuiaicu anu^u. w \x*vww^y, aaaavj - 


NM 017528 


Tjnwirt wi+Qtixro TYi^+VivltraricfprncP CV\ A S T444^ TTlRNA 

Homo sapiens putative memyiuansicrabc ^xxru3j*t*t*t^.^, iiuvj.^x> 


■VTA K f\f1f\iZA 

NM 017964 


TT«rvin oo^^no rVl/r»AtVlPTlVa1 ATAtPITI FT T?08^7 /1PLJ20837^ TTlRNA 


-» TK K ft 1 Ifin 

NM 017952 


Jtiomo sapiens nypotneucai proieiri n-jz.u /jo ^ljau/jo^j mrvi^-n. 


NM 017936 


Unmrt coniAnc VivnAtriptinnl nrAtpin FT T70707 f"FLJ20707^ mRNA 
jtiomo sapiens nypouicinjai pruiciii rLJAv / u / v A ^-^^^ ' v * y» ^^-"-^ ^ *■ 


NM 017933 


UntYirt eomwe "htmAtTipHral TYrntpin FT J20701 (FTJ20701^ mRNA 

liomo sapiens nypoincui/ai proiciii j/j-ni*»v / u i \jl § v i.^, iiuvin 


NM 017931 


U/\mn poni^P Vi^mrttriptiral ArAtPin FT T906Q0 ^ hi J20699^ TTlRNA 

xiomo sapiens nypoincucai proicui ruAvu77 llxv^ih x 


NM 017911 


iiomo sapiens nypouieucai proicm j/juj^»vuj j ^rijj^vujj;, luiuin. 


NM 017898 


Homo sapiens nypomencai prorem rj-j^uoi/j ^rLj^uouj^, iiuvx^x^ 


NM 017888 


tt™- 0 "U, rr, ^tVi^fiftal TYTAtpin FT T90^R1 (b t 1 90 S 8 1 ^ TTlRNA 

Homo sapiens nypomencai protem ri-jzrujoi vriw^vjoiy, uum^a 


NM 017865 


tt _ Vitr«/>fVi*»riftQl riTAtpin FT T9HS^1 ( H'f 190^31^ TTlRNA 

Homo sapiens nypomeucai protem ri-jzvjji yrx^i^yjjj ij, uirvL^n 


NM 017855 


TT rtW „ v.,rtAft+Vi^tiftQl ATAtpin FT T90S1 ^ /'FI f9051^ mRNA 

Homo sapiens nypomencai protein rLj&jj io yrL**tz,\jj uj, uuu^a 


•v t» r ft < ft A ft 

NM 017849 


Homo sapiens hypometicai protem rjuzuji// ^ruxuju/j, liuvi^jT. 


NM 017845 


Homo sapiens hypotneucai protem fljax/jv/, ^ri-j^uji/^^, uirsj^n. 


■v ri a" ft * no jI ft 

NM 017842 


Homo sapiens nypomencai protein rj-jzuHoy {ri^jAwtoyj, uuuia 


NM 017820 


Homo sapiens hypouieucai protem ri-jzu^oj {rLJwtj jj, uuvi^n. 


NM 017806 


tt„«„ T,i»«rtfV»ofI/»ft1 wftT-*»in FT T9flAfi^ /'FT T9040A^ mRNA 

Homo sapiens hypotneucai protem ri-jzuwo ^iljxu'tuu;, iiuu^a 


■v TV r\ 1 ^-T ft ft ft 

NM 017800 


Homo sapiens hypometicai protem ruzujw ^ruzuj^j;, iiu\j.^.rv. 


-V.TTV K ft 1 T~IC\G 

NM 017795 


TT. mA UtmAfAPfiral nrAfpiA FT T90^78 fFTJ20378^ mRNA 

Homo sapiens nypomencai protem r x^j^ajd i o / oj y huu^a 


NM 017794 


TT rtrnrt ea-.'anc ft-trftritVlpflft^l TYTAtPlTI FT T9037S ^RT J20375^ TTlRNA 

nomo sapiens nypomencai prutcm rLjAUj / j \a -l»j^«v/-^ xj-uxx^^*. 


NM 017705 


TJrt*«r» nnm'otin Vt-im/>TVloftft«l1 T\rftfpl« FT 190^^ 1 /FT T903^1^ mRNA 

Homo sapiens nypomencai protein rjuj^vjji ^rLj^ujji;, nuvi^iT. 


NM 017757 


TJVvrrirt caniPne >ivnntr»*»tiftal ATAtPITl RT 190307 (W\ Jf20307^ TTlRNA 

riomo sapiens nypotneucai protein xtj-ni^v/jv/ v x w * ,ujv/ /> iixlxJi ^" 


NM 01774* 


Tj Anl _ CQn - „ riTmAtriPTiftal ATAtpin FT T909Q4 fFT J909Q4^ mRNA 


NM 01773J 


T-Trk-mn eaniAnc Vivn/\tVi#»fioal TYrATPTn FT T909fiS fFI J2()2f>5^ mRNA 

Homo sapiens nypomencai protein rLj^v^uj yx. ±^j^\j^\jjj y xhtvl^^k 


NM 017732 


Homo sapiens hypothetical protein FU20262 (FLJ20262), mRNA 


NM 017730 


Homo sapiens hypothetical protein FLJ20259 (FU202591 mRNA 


NM 017723 


Homo sapiens hypothetical protem FLF20245 (FU20245), mRNA 


NM 017720 


Homo sapiens hypothetical protein FLJ20234 (FLJ20234"). mRNA 


NM 017715 


Homo sapiens hypothetical orotein FLJ20216 (FLJ20216), mRNA 


NM 017667 


Homo sapiens hypothetical protein FLJ20097 (FU20097), mRNA 


NM 017652 


Homo sapiens hypothetical protein FLJ20070 (FU20070), mRNA 
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NM 017635 


Homo sapiens hypothetical protein FU2UU39 (rLszvviy), iokina 


NM 017632 


Homo sapiens hypothetical protein FU2003o (FU/uW5o;, mtuN/v 


NM 017624 


Homo sapiens hypothetical protem FU2UU19 (ruzuuiy;, iiunj^a 


NM 017623 


Homo sapiens hypothetical protem F Uzuu i o jr jujzuu i o;, husjn/\ 


NM 018390 


Homo sapiens hypothetical protem rU i 1323 (FU 1 uzaj, nuuN/v 


NM 018382 


Homo sapiens hypothetical protem flj i izyz {r j-j 1 i^y^h umjx*\ 


NM 018337 


Homo sapiens hypothetical protem FU 1 1 1 3 / (FU n 13 / J, mwMA 


NM 018320 


Homo sapiens hypothetical protem FIJI 1099 (FU 1 1099), mKNA 


NM 018317 


Homo sapiens hypothetical protem FIJI 1082 (FUl 1082), mKJNA 


NM 018301 


Homo sapiens hypothetical protem FUl 1016 (FU 1 linoj, mKJNA 


NM 018295 


Homo sapiens hypothetical protem FIJI 1000 (FU 1 1000), mKJNA 


NM 018291 


Homo sapiens hypothetical protein FU10986 (FU 10980), raRJNA 


NM 018290 


Homo sapiens hypothetical protein FU10983 (±*JLJ 10983), mKJNA 


NM 018280 


Homo sapiens hypothetical protein FLJ10945 (FU10945), mKJNA 


NM 018266 


Homo sapiens hypothetical protein FU10902 (FLJ10902), mRMA 


NM 018263 


Homo sapiens hypothetical protem FLJ10898 (FLJ10898), mKNA 


NM 018249 


Homo sapiens hypothetical protein FLJ10867 (F U 1086 /), mKJNA 


NM 018233 


Homo sapiens hypothetical protein FLJ10826 (FLJ 10826), itikina 


NM 018202 


Homo sapiens hypothetical protein FLJ10747 (FLJ 10747), mKJNA 


NM 018194 


Homo sapiens hypothetical protein FLJ10724 (FU 1 0 /24), mKJNA 


NM 018191 


Homo sapiens hypothetical protein FLJ107 16 (FLJ 10 / 16), mKJNA 


NM 018134 


Homo sapiens hypothetical protein FLJ10547 (FLJ 10547), mRNA 


NM 018131 


Homo sapiens hypothetical protein FLJ10540 (FU 10540), mKJNA 


NM 018124 


Homo sapiens hypothetical protein FLJ10520 (FU 10520), mKJNA 


NM 018114 


Homo sapiens hypothetical protein FLJ10496 (FU10496), mKJNA 


NM 018107 


Homo sapiens hypothetical protem FIJ10482 (FU 10482), mKJNA 


NM 018098 


Homo sapiens hypothetical protem FLJ10461 (FLJ 10461), mKJNA 


NM 018085 


Homo sapiens hypothetical protein FLJ10402 (FLJ 10402), mKJNA 


NM 018079 


Homo sapiens hypothetical protem FU10379 (FU 10379), mKJNA 


NM 018063 


Homo sapiens hypothetical protein FU10339 (FLJ 10339), mRNA 


NM 018062 


Homo sapiens hypothetical protein FLJ10335 (FU 10335), mKJNA 


NM 018059 


Homo sapiens hypothetical protein FLJ10324 (FU 10324), mRNA 


NM 018053 


Homo sapiens hypothetical protein FU10307 (FU10307), mRNA 


NM 018046 


Homo sapiens hypothetical protem FU10283 (FU 10283), mKJNA 


NM 018006 


Homo sapiens hypothetical protein FU10140 (FU1014U), mKJNA 


NM 018004 


Homo sapiens hypothetical protein FU10134 (FU10134), mKJNA 


NM 017999 


Homo sapiens hypothetical protein FU101 11 (FU101 1 1), mRNA 


NM 017992 


Homo sapiens hypothetical protein FU10083 (FU10083), mKJNA 


NM 017991 


Homo sapiens hypothetical protein FU10081 (FU10081), mRNA 


NM 017979 


Homo sapiens hypothetical protein FUl 0043 (FU 10043), mRNA 


NM 017975 


Homo sapiens hypothetical protein FU10036 (FU10036), mRNA 


NM 017973 


Homo sapiens hypothetical protein FU10034 (FU10034), mRNA 


NM 017610 


Homo sapiens hypothetical protein DKFZp761D081 (DKFZp761D081), mRNA 


NM 018457 


Homo sapiens DKFZp564J157 protein (DKFZP564J157), mRNA 


NM_017590 


Homo sapiens hypothetical protein DKFZp434K0920 (DKFZp434K0920), 

-DMA 

mKJNA . 


NM_017566 


Homo sapiens hypothetical protein DKFZp434G0522 (DK±-Zp434O0522), 
mRNA 


NM_017612 


Homo sapiens hypothetical protein DKFZp434E2220 (DKFZp434E2220), 
mRNA 


NM 018641 


Homo sapiens chondroitin 4-O-sulfotransferase 2 (C4S-2), mRNA 


NM 018659 


Homo sapiens cytokine-like protein C17 (C17), mRNA 
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NM 018656 


♦ 4 4 1 J „ n ■■■■■■ ■■ ■-. i~l n 1L1 JL<il.lll / DT 1 1 •mT?^IA 

Homo sapiens bladder cancer overexpressed protein {blxj v i), ituuna 


NM_0 18702 


Homo sapiens double-stranded RNA specmc adenosine deaminase jauakj;, 
mRNA 


NM 014160 


Homo sapiens HSrCO/O protein (ribrcu /uj, mKJNA 


NM_004288 


Homo sapiens plecKstnn homology, oec / ana coiiea/coii aomains, oinuing 
protem (PSCDBP), mKNA — _ 


NM 004060 


Homo sapiens cyclm CjI (CCjnoij, mKiNA 


NM 006521 


Homo sapiens transcription tactor binding to lurijvi ennancer ^ ^irco;, nuvr^ 


NM 007035 


Homo sapiens keratocan (KJERA), mRNA 


NM 000546 


Homo sapiens tumor protem p53 (Li-rraumeni syndrome; ^ir^^j, misiN/i 


NM 003015 


Homo sapiens secreted frizzled-related protem o i£>r jkjoj, uikin/v 


NM 003012 


Homo sapiens secreted frizzled-related protem 1 OrKJP l), itikjna 


NM 017414 


Homo sapiens ubiquitm specific protease 1© (Uarle), mKJNA 


NM 016525 


Homo sapiens ubiquitm associated protem (UbAr ), mKNA 


NM 017442 


Homo sapiens toll-like receptor 9 (TLR9), mRNA 


NM 016937 


Homo sapiens polymerase (DNA directed), alpha (TULA), itikjna 


NM 016931 


Homo sapiens NADPH oxidase 4 (NOX4), mRNA 


NM 017433 


Homo sapiens myosin IDA (MY03A), mRNA 


NM 016946 


Homo sapiens junctional adhesion molecule (JAM), mKJNA 


NM 005536 


Homo sapiens inositol(myo)-l(or 4)-monophosphatase 1 (MPA1), mRNA 


NM 017410 


Homo sapiens homeo box C13 (HOXC13), mRNA 


NM 017409 


Homo sapiens homeo box C10 (HOXC10), mRNA 


NM_015922 


Homo sapiens NAD(P) dependent steroid dehydrogenase-like; H105e3 
(H105E3), mRNA 


NM 004129 


Homo sapiens guanylate cyclase 1, soluble, beta z (uuux ir>zj, iiikjna 


NM_0 17423 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamme^oiypepnae jn- 
acetylgalactosaminyltransterase / ((jaUNAc-i 7) (vjaljni mruNA 


NM 016947 


Homo sapiens Go protem (Go), mKNA 


NM 017434 


Homo sapiens dual oxidase 1 (DUOX1), mRNA 


NM 012143 


Homo sapiens tuftelm-mteracting protem (TIP3y), mKNA 


NM 017418 


Homo sapiens deleted in esophageal cancer 1 (DEC1), mRNA 


NM 016929 


Homo sapiens chloride intracellular channel 5 (CLIC5), mRNA 


NM 017413 


■""11' , - . . • 1 « • j r» a t>t . _ a / A T1"CT TTvT\ ■ t.-.T? "KT A 

Homo sapiens apelm; peptide hgand for APJ receptor (APELIN), mRNA 


NM 000477 


— • « • ✓AT T\\T A 

Homo sapiens albumin (ALB), mRNA 


NM_007235 


Homo sapiens exportin, tRNA (nuclear export receptor for tRNAs) {XrUi), 
mRNA 


NM_004585 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 3 
(RARRES3), mRNA 


NM 002134 


^_ . * /j 1 • \ /-» /TTTi J A V)\ __T>XT A 

Homo sapiens heme oxygenase (decyclmg) 2 (HMOX2), mRNA 


NM 002100 


Homo sapiens glycophorin B (includes Ss blood group) (GYPB), mRNA 


NM 002099 


Homo sapiens glycophonn A (includes MN blood group) (GYP A), mRNA 


NM 005708 


Homo sapiens glypican 6 (GPC6), mRNA 


NM_013280 


Homo sapiens fibronectm leucme nch transmembrane protein 1 (fLKl 1J, 
mRNA 


NM 001304 


Homo sapiens carboxypephdase D (CPD), mRNA 




Wrtmn canipnc nHpnvlatf* Vinase 3 rAICl^ nuclear t?ene encodinc mitochondrial 
protein, mRNA 


NM_002161 


Homo sapiens isoleucine-tRNA synthetase (IARS), transcript variant short, 
mRNA 


NM_013417 


Homo sapiens isoleucine-tRNA synthetase (IARS), transcript variant long, 
mRNA 


NM 015836 ' 


Homo sapiens tryptophanyl tRNA synthetase 2 (mitochondrial) (WARS2), 
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NM 004992 
NM 003926 
NM 006150 
NM_013431 


nuclear gene encoding mitochondrial protein, raRNA 

Homo sapiens methyl CpG binding protein 2 (Rett syndrome) (MECP2), mRNA 
u„- rt ooniMic Tnf*tfiv1-PnG Kin di tip domain nrotein 3 (MBJL)3). mRNA 
Homo sapiens LIM domain only 6 (LM06), mRNA 

Homo sapiens killer cell lectin-like receptor subfamily C, member 4 (KLRC4), 

mixJNA . 


■v it f\f\ 1 >IO*7 

NM 001427 


tJa«»a oiniono #*r»<rrailpH hnmnl fit* 9 fF.N2^ mRNA. 

UrttMrt eanipnc pncrrailpd hornninfr 1 HiNli mRNA 


vnir AA1 A^SC 

NM 001426 

■v ni jr AAO A AC 

NM 003445 


tjv>~^ eo «ipne »rino fin opt nrntpin 1 (nHZ-96i CZNF155), mRNA 


NM 016220 


Urtrvir* MT ,;«ic iyr«p finapr nrotein f/HI}25^ fZKL)25 )« mRNA 

xiorDO sapiens Zinc nngcr piuicm \£*rxsz,jj ±s**-t )■) i*u\Aifk 

onniflflp AXr-Ilmc tiTmrvr ac^rtriatpd nrotein fWTT-l^)- mRNA 


NM 015855 
NM 015873 


Homo sapiens villin-like (VILL), mRNA 


NM 016379 


TTmwiA :~r,c, ^otmqViIp rnnrap nrntpin rm X with eight reneats fVCX-8r), mRNA 


NM 016378 


xt ^m«'oWp Miartyp nrntpin nn With two reneats fV GXr2r)« mRNA 


NM 016437 


Homo sapiens tubulin, gamma 2 (TUBG2), mRNA 


NM 016575 


TT • ^ n «TT T1 1 TV rn-ntpin CTX T 1 9"R 1 - I mRNA 

Homo sapiens 1 U i/rji-i i proiein yi u izrji-i x j 9 liuu^n. 


NM 016089 


Homo sapiens JKJtsAJtJ-zinc ringer proiein oz*r 1-1 (o^r i;, uuv^^ 


NMJH3272 


tt ^ * _ _ —i-.i-Q /inmor famii*/ ^/M*<ycimp anion trsin snorter i member 1 i 
Homo sapiens solute earner ianiiiy zi ^orgainu <unuu uoiiapui^iy, ihoaaauw. *. * 

(SLC21A1 1), mRNA . — 


NM 015926 


Homo sapiens puianve secrereu proiein vdxvji ij, uixvi^r^. 


NM_016224 


Homo sapiens SH3 and PX domain-containing protein SH3PX1 (SH3PX1), 

Tl XT A 

mRNA _ 


NM 016276 


tt «^i-i»*v»/o'1ii/»rvf»/M"Tif s n , iH fpcnilatpri lonfl^e '2. 1 JSC t ^ ) . mK r\l J\ 


NM 015884 


TT^ m „ COD rif/\tAi-n /Q9P^ mPNA 


NM 016356 


Homo sapiens kuzo ^uzj, nuu.N/\ 


NM 016321 


Homo sapiens Rh type C glycoprotein (RHCG), mRNA 


NM_015900 


yt ^ • „ ^VtAt^nl^of^/^T/lci^ririP.enppifiP nnncmVlollT>JLSC AlalOna rPS"PJ-A.l )« 

Homo sapiens pnospnaauyiscnnc-opccLLiu piiuopuunpaat n.iaipi» v-*- * /» 
mRNA — 


NM 016533 


xiomo sapiens mnjunn l ^iniinj^) iinu^n „ 


NM 016641 


Homo sapiens membrane interacting protein of RGS16 (MIR16), mRNA 


NM 014319 


Homo sapiens integral inner nuciear memoranc pruicui ^ivxru.^ ij, lUAxi^-n. 


NM_0 16249 


tt »v» Q lrt«rtmo o<n-firr«»n familv T? 1 rflnrpr/te^ti^ snecific fMAGEE 1 ) « 

Homo sapiens melanoma anugen, iamiiy jd, i, uoiioci/ iv»ua o^wmw v at " j.^^^;, 

n XT A 

mRNA 


NM 016153 


rlomo sapiens .lw-i ^jl w -ij, itiivln/a. 


NM 016551 


rlomo sapiens seven uansmempraiic pujicm a ivx / ux ^ yi xtx / ^y? 


NM_0 16529 


ij rt *«A ponionc atpocp «iminrknrinQnVin1inid tran<Morter-like. Class L type 8A, 
jtlomo sapiens xxixase, aminopuuopiiuiipiu uaiiojiwi^vi uav > vyiuw,j ^ 


NM 016432 


Homo sapiens synoretin CLOC51749), mRNA 


NM 016362 


Homo sapiens ghrelin precursor (LOC5 1738), mRNA 


NM 016270 


Homo sapiens KruppeHike factor (LOC5 17 13), mRNA 


NM 016243 


tt ^T+nr'Ummf* rprliiptaQp 1 fRSR 1^ rLOC5 1706). mRNA 

rlomo sapiens cyroenrome dj rcoucuioc i ^xjjjv. xj v^^^-^ 1 / ^-"-^^ *• 


NM 016231 


rlomo sapiens nemo-iiKe Kinase ^ivwv^j i / v lj 9 uuM^n. . 


NM 016225 


Homo sapiens RhD type IHa protein (LOC51698), mRNA 


NM 016219 


rlomo sapiens arpna l .z^mannosioase ^xv^\^j / y> lmM^n. . — , — 

tt-.— _ — pnnioMd t^tjt^/^ •f/\*> Vi#\rMrkirvn r»"T T^irrvcnn hi! a headcase rL,OC5l696i. mRNA 


NM 016217 
NM 016199 


rlomo sapiens nriUL' ior nomoiog 01 urobupiuia u^au^aob v j - ,v ^ fv '~ / iv ' w /j * xiav * - — 
Homo sapiens U6 snRNA-associated Sm-like protein LSm7 (LOC51690), 
mRNA 


NM 016171 


Homo sapiens prothymosin al4 (LOC5 1685), mRNA — 


NM_016447 


Homo sapiens MAGUK protein p55T; Protein Associated with Lins 2 
fLOC51678),mRNA 


NM 016126 


Homo sapiens HSPC034 protein (LOC51668), mRNA 


NM 016118 


Homo sapiens NY-REN-18 antigen (LOC51667), mRNA 
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NM 016079 


Homo sapiens CGI-149 protein (LOC51652), mRNA 


NM 016062 


Homo sapiens CGI-128 protein (LOC51647), mRNA 


MM 016057 


Homo sapiens CGI-120 protein (LOC5 1644), mRNA 


NM 016056 


Homo sapiens CGI-1 19 protein (LOC51643), mRNA 


NM 016047 


Homo sapiens CGI-1 10 protein (LOC5 1639), mRNA 


NM 016016 


Homo sapiens CGI-69 protein (LOC51629), mRNA 


NM 016008 


Homo sapiens CGI-60 protein (LOC51626), mRNA 


NM 015995 


Homo sapiens Kruppel-like factor 13 (KLF13), mRNA 


NM 015980 


Homo sapiens HMP19 protein (LOC51617), mRNA 


NM 015958 


Homo sapiens CGI-30 protein (LOC5 161 1), mRNA 


NM 015941 


Homo sapiens CGI-1 1 protein (LOC51606), mRNA 


NM 015937 


Homo sapiens CGI-06 protein (LOC51604), mRNA 


NM 015929 


Homo sapiens lipoyltransferase (LOC5 1601), mRNA 


NM 015921 


Homo sapiens divalent cation tolerant protein CUTA (LOC51596), mRNA 


NM 015908 


Homo sapiens arsenate resistance protein ARS2 (ARS2), mRNA 


NM 015875 


Homo sapiens unnamed HERV-H protein (LOC5 1581), mRNA 


NM 015874 


Homo sapiens H-2K binding factor-2 (LOC5 1580), mRNA 


NM 016283 


Homo sapiens adrenal gland protein AD-004 (LOC51578), mRNA 


NM 016644 


Homo sapiens mesenchymal stem cell protein DSC54 (LOC51334), mRNA 


NM 016643 


Homo sapiens mesenchymal stem cell protein DSC43 (LOC51333), mRNA 


NM 016642 


Homo sapiens beta V spectrin (BSPECV), mRNA 


NM 016638 


Homo sapiens SRp25 nuclear protein (LOC5 1 329), mRNA 


NM 016637 


Homo sapiens ncaml (LOC51328), mRNA 


NM 016633 


Homo sapiens EDRF protein (LOC51327), mRNA 


NM 016625 


Homo sapiens hypothetical protein (LOC51319), mRNA 


NM 016622 


Homo sapiens hypothetical protein (LOC51318), mRNA 


NM 016621 


Homo sapiens hypothetical protein (LOC51317), mRNA 


NM_016609 


Homo sapiens hBOlT for potent brain type organic ion transporter (LOC5 1310), 
mRNA 


NM 016606 


Homo sapiens SGC32445 protein (LOC51308), mRNA 


NM_016591 


Homo sapiens core 2 beta-l,6-N-acetylglucosaminyltransferase 3 (LOC51301), 
mRNA 


NM 016585 


Homo sapiens testicular haploid expressed gene (THEG), mRNA 


NM 016573 


Homo sapiens Gem-interacting protein (LOC51291), mRNA 


NM_016568 


Homo sapiens G-protein coupled receptor SALPR; somatostatin and angiotensin- 
like peptide receptor (LOC51289), mRNA 


NM 016566 


Homo sapiens pparl (LOC51288), mRNA 


NM 016563 


Homo sapiens Ris (LOC5 1285), mRNA 


NM 016548 


Homo sapiens golgi membrane protein GP73 (LOC51280), mRNA 


NM 016499 


Homo sapiens hypothetical protein (LOC51259), mRNA 


NM 016490 


Homo sapiens hypothetical protein (LOC5 1252), mRNA 


NM_016466 


Homo sapiens hypothetical protein (LOC5 1239), mRNA 


NM 016459 


Homo sapiens hypothetical protein (LOC51237), mRNA 


NM 016449 


Homo sapiens hypothetical protein (LOC51233), mRNA 


NM 016440 


Homo sapiens VRK3 for vaccinia related kinase 3 (LOC51231), mRNA 


NM_016427 


Homo sapiens transcription elongation factor (SHI) elongin A2 (TCEB3L), 
mRNA 


NM 016423 


Homo sapiens zinc finger protein 219 (ZNF219), mRNA 


NM_016361 


Homo sapiens LPAP for lysophosphatidic acid phosphatase (LOC51205), 
mRNA 


NM 016353 


Homo sapiens r c(LOC5 1201), mRNA 


NM 016349 


Homo sapiens susceptibility protein NSG-x (LOC51 198), mRNA 
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NM 016341 


Homo sapiens pancreas-enncnea pnospnoupase ^l,u^j i i?oj, nuviNA 


NM 016323 


Homo sapiens cyclm-n Dinaing proxein i ^juj^d i iy i ), iiiivln a 


NM 016317 


Homo sapiens neutral sphingomyelinase jluvO i iy\)h mKJNA 


NM 016286 


Homo sapiens carDonyi reductase ^u^j i io i j, mtsiN a 


NM 016269 


Homo sapiens lympnoiQ ennancer uinaing iacxor-i v.jl»v^^j 1 1 /o;, tucun^v 


NMJ) 16245 


Homo sapiens retinal short-chain dehydrogenase/reductase retSDR2 

rr e^\/-yc 1 1 '7A\ t>\t a 

(LOC5 1 1 70), mRNA 


NM 016241 


Homo sapiens endomucin-1 (LUC^ 1 loyj, mKJNA 


NM 016230 


Homo sapiens flavohemoprotein b5+b5R (LOC5 1 167), mRNA 


NM 016221 


Homo sapiens dynactin p62 subumt (LOC5 1 164), mRNA 


NM 016215 


Homo sapiens NEU1 protein (LOC51 162), mRNA 


NM 016210 


Homo sapiens g20 protein (LUC511ol), mRNA 


NM 016161 


Homo sapiens alpna-l,4-N-acetylglucosammyiuansierase vi-lm^d i i^oj, hikina 


NM 016123 


Homo sapiens putative protein kinase IN Y-KcJN-w antigen (jluwi i jjj, mivJNA 


NM_016120 


Homo sapiens putative ring zinc finger protein NY-REN-43 antigen 
(LOC5 1 1 32), mRNA 


NM 016033 


Homo sapiens CGI-90 protein (LUC5 1115), mRiNA 


NM 016032 


Homo sapiens CG1-89 protein (LUOj 1114), mKJNA 


NM 016030 


TT ~ nA^Innn PPT C7 „, rt fai« /T P\P^C 1 1 1 0\ tmDXTA 

Homo sapiens CG1-87 protein (LUUj 1 1 Iz), mKJNA 


NM 016028 


TT ^ PPT O C MV >v4- A 4«i /T Pi PC 1 1 1 1\ ■w > "D"XT A 

Homo sapiens CGI- 85 protein (LUCS 1111), mKJNA ^ 


NM 016027 


tt ^ PPT 0 1 /T APC 1 1 1 A\ — ,D\T A 

Homo sapiens CGI-83 protem 1 1 lU), mKJNA 


NM 016022 


Homo sapiens CGI-/0 protem (LULo 1 1 u /), mKJNA 


NM 016018 


Homo sapiens protem (.lucd 1 iujj, mivJNA 


NM 016013 


Homo sapiens Cvj1-oj protem ^.luud 1 iuj^, mKiN a 


NM 016011 


Homo sapiens CGl-oi protem (L»uL/j huzj, mKJNA 


NM 016006 


tt . „ «_-.J ^ PPT CO svJ—i PT APC 1 AOO\ ««%D\TA 

Homo sapiens CG1-58 protem (.LUCS luyy), mKJNA 


NM 015999 


tt • ^, ppt /I C /T APC 1 A A «»D "\T A 

Homo sapiens CGI-45 protem 1094), mKJNA 


NM 015982 


Homo sapiens germ cell specific Y-dox bmcung protem ^JLUwiuo/j, mtuNA 


NM 015963 


tt ^ 1 PPT 1 £. PT Pi PC 1 A"7Q\ «viD\T A 

Homo sapiens CG1-36 protem (LUCd iu / o), mKJNA 


NM 015959 


TT AMM PPT 11 rw-ftfain Pf P\P*C 1 A^C^ mPM A 

Homo sapiens CGl-31 protein (JLUuoiu/dj, mKJNA 


NM 015950 


Homo sapiens CGi-zz protem (LUtj luovj, mtuNA 


NM 015938 


Homo sapiens CGI-07 protein (LOC5 1068), mRNA 


NM 015916 


TT • < . ±t. . a*. 1 a _ ; pr P\P^C 1 AiCO\ m T)\T A 

Homo sapiens hypothetical protem (LOC51063), mRNA 


NM 015914 


tt • i j < » ♦ . .i i. * /r Apr 1 1 \ _.D\T A 

Homo sapiens hypothetical protem (LOC51061), mRNA 


NM 015910 


tt_ ^ - 1 . _xi- - j.* t . - a _ * pr /\pf i --. . "VT A 

Homo sapiens hypothetical protem (LOC51057), niRNA 


NM 015901 


tt • 1 pr r\Of 1 Af r\ rt\T a 

Homo sapiens unknown (LOC51055), mRNA 


NM 015893 


Homo sapiens preproprolactin-releasing peptide (LOC51052), mRNA 


NMJ)15887 


t t a a_ * • * 1 i _^ inc i pT APC 1 AC 1 \ 

Homo sapiens putative peroxisome microbody protem 175.1 (LOC51051), 
mRNA 


NM 015880 


TT * T1TP 1'1 * i A 1 ft APC1 A/I7\ M T)\TA 

Homo sapiens RIG-like 14-1 (LOC51047), mRNA 


NM 015877 


Homo sapiens Kruppel-associated box protem (JLULOIU^oj, mKJNA 


NM 015863 


Homo sapiens surfactant protem B (LOC51041), mRJNA 


NM_015854 


Homo sapiens retinoic acid receptor-beta associated open reading frame 

pr p\ PC 1 AO £T\ . .r>\T a / 

(LUC5 1 03 6), mRNA r 


NM 015849 


TT * ±1 - TTD Pf PNP^C 1 r^lON *vi*D"NTA 

Homo sapiens pancreatic elastase lib (LULj iujzj, mKJNA 


INlVi. UlOv/J 


Hnmn «:flr»ipriQ PGT-14S nrnfpin ^LOC51028^ mRNA 


NM 016074 


Homo sapiens CGI-143 protein (LOC51027), mRNA 


NM 016063 


Homo sapiens CGI-130 protein (LOC51020), mRNA 


NM 016048 


Homo sapiens CGM11 protein (LOC51015), mRNA 


NM 016044 


Homo sapiens CGI-105 protein (LOC51011), mRNA 


NM 015947 


Homo sapiens CGI-1 8 protein (LOC51008), mRNA 


NM 016058 


Homo sapiens CGM21 protein (LOC5 1002), mRNA A 
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NM 015948 


Homo sapiens CAn-iy protein (LUUMUUUJ, niKJNA 


NM 016040 


Homo sapiens L/Vji-iuu protein (LUCjuyyyj, mKJNA i 


NM 016571 


tt * - 1 .^w. «w>4wk /T C\ . . _T> XT A 

Homo sapiens lengsin (LGS;, mKNA 


NM 015868 


Homo sapiens NK-receptor (KJK^2J(jJoj, mKNA 


NM 016281 


Homo sapiens STJbZO-like kinase (J IK), mKNA 


NM 016358 


Homo sapiens iroquois homeobox protem 4 (1RX4;, mKJNA 


NM 016291 


Homo sapiens mammalian mositol hexakispnospnate Kinase z (iJt'oJvzj, mKJNA 


NM_015848 


Homo sapiens cytokeratin 2 (HUMCYT2A), mKNA 


NM 016506 


Homo sapiens hypothetical protem (HSPC252), mKNA 


NM 016498 


Homo sapiens hypothetical protem (HSPC242), mKNA 


NM 016460 


Homo sapiens hypothetical protem (HSPC192), mKNA 


NM 016390 


Homo sapiens hypothetical protem (HSPC109), mKNA 


NM 016091 


Homo sapiens HSPC025 (HSPC025), mRNA 


NM 016522 


Homo sapiens neurotrimin (HNT), mRNA 


NM 016258 


Homo sapiens high-glucose-regulatedprotem 8 (HGRG8), mKNA 


NM 016173 


Homo sapiens HEMK homolog 7kb (HEMK), mRNA 


NM 016516 


ww . » • r>)T Tl O /TTr*00\ Tt\T A 

Homo sapiens tumor antigen SLP-8p (HCC8), mRNA 


NM 016540 


ww • y-( . ♦ i j i T"\ //^»TlTl T>\ . - - T\ XT A 

Homo sapiens G protein-coupled receptor 72 (GPR72), mKNA 


NM 012196 


Homo sapiens G antigen 8 (GAGE8), mRNA 


NM 015898 


Homo sapiens HTv-1 inducer ot snort transcripts binding protein (roil;, mKJNA 


NM 016357 


Homo sapiens epithelial protem lost in neoplasm beta (lir LllN;, mKiNA 


NM 016218 


Homo sapiens polymerase (DNA-directed) kappa (JrUiA), mKJNA 


NM_016240 


Homo sapiens CSR1 protein (CSR1), mRNA 


NM 016073 


Homo sapiens CGI-142 (CGI-142), mRNA 


NM 016315 


Homo sapiens CED-6 protem (CED-6), mRNA 


NM 016620 


Homo sapiens hypothetical protein (BM-005), mRNA 


NM 015896 


Homo sapiens BLu protem (BLu), mRNA 


NM 016426 


Homo sapiens G-2 and S-phase expressed 1 (GTSE1), mRNA 


NMJH5928 


Homo sapiens androgen-induced prostate proliferative shutoff associated protein 
(AS3), mRNA 


NM 016238 


Homo sapiens anaphase-promotmg complex subumt 7 (APC7), mRNA 


NM 016376 


Homo sapiens ANKHZN protein (ANKHZN), mRNA 


NM 016282 


ww. j lit* 1 1 t_ t *1 / A T^T IT \ n\T A ' 

Homo sapiens adenylate kinase 3 alpha like (AKL3L), mKNA 


NM 016453 


Homo sapiens SH3 protein (AF3P21), mRNA 


NM 016614 


Homo sapiens TRAF and TNF receptor-associated protein (AD022), mRNA 


NMJH5365 


Homo sapiens Alport syndrome, mental retardation, midface hypoplasia and 
elhptocytosis chromosomal region, gene 1 (AMMECR1), mRNA 


NM 007126 


Homo sapiens valosm-contaimng protem (VCPh mRNA 


NM 001059 


Homo sapiens tachykinin receptor 3 (TACR3), mKNA 


NM_005963 


Homo sapiens myosin, heavy polypeptide 1, skeletal muscle, adult (MYH1), 
mRNA 


NM 005561 


Homo sapiens lysosomal-associated membrane protein 1 (LAMP1), mRNA 


NM 006407 


Homo sapiens vitamm A responsive; cytoskeleton related (JWA), mKNA 


NM 000854 


Homo sapiens glutathione S-transferase theta 2 (GSTT2), mRNA 


NM 002046 


Homo sapiens glyceraldehyde-3-phosphate dehydrogenase (GAPD), mRNA 


NM_001953 


Homo sapiens enaotneuai cell growtn iactor l ^piaieiet-aenvea^ ^nuur lj, 
mRNA 


NM 000927 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 1 
(ABCBl),mRNA 


NM 015686 


Homo sapiens TED protein (TED), mRNA 


NM 014070 


Homo sapiens STG protein (STG), mRNA 


NM 014069 


Homo sapiens SPR1 protein (SPR1), mRNA 
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NM 014068 I 


Homo sapiens oJcJdJs.x proiem ^oiijqivi ) 9 mKiN a 


NM 014051 


Homo sapiens r 1 JDU 1 1 protein (riuu 1 1), itlkin a 


NM 014109 


tt_ ^ DD AO AAA nt>Afai« /HD'Df" , \OAAA\ mDXTA 

Homo sapiens rKUZuuu protein {tkijzuuu mixiN a 


NM 014107 


Homo sapiens risAJlyyZ protein (rKUiyyzj, mKJNA 


NM 014095 


Homo sapiens FKUloUU protem (rKUiouu), mKiNA 


NM 014084 


Homo sapiens PRO0806 protein (PRO0806), mRNA ! 


NM 014130 


Homo sapiens PRO0483 protein CPRO0483), mRNA 


NM 014082 


tt mt jT\.t\*% a. • /TVT* /\ A*? /\^\ T1\T A 

Homo sapiens PRO0397 protem (PRO0397), mRNA 


NM 014125 


Homo sapiens PRO0327 protein (PRO0327), mRNA 


NM 014081 


Homo sapiens PRO0297 protem (PRO0297), mRNA 


NM 014037 


Homo salens NTT5 protein (NTT5), mRNA 


NM_0 15367 


Homo sapiens MIL1 protein (MIL1), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 014060 


Homo sapiens MCT-1 protein (MCT-1), mRNA 


NM 014892 


Homo sapiens KIAAl 1 16 protein (KIAA1 1 16), mRNA 


NM 014968 


tt • t/Tl A 1 1 A A a . ' . /ttt a a 1 1 A yl \ wT)\T A 

Homo sapiens KIAAl 104 protem (KIAAl 104), mJKJNA 


NM 014915 


TT * t/» t a A t A*7 A ~ J,^ ' /T/'T A A 1 ATil\ . .Tl\T A 

Homo sapiens KIAA1074 protem (KIAA1074), mRNA 


NM 0149H 


TT VTA A 1 A A O /TyT T A A 1 AZO\ T>\T A 

Homo sapiens KIAAl 04 8 protein (KIAA1048), mRNA 


NM 014965 


TT— ^ ■ t/T A A 1 A/tt /VT A A 1 A/1 0\ m TJ\T A 

Homo sapiens KIAAl 042 protein (KIAA1042), mKJNA 


NM 014947 


TT * — TS"T A A 1 A A 1 A* /T/ r T A A 1 A /I 1 *\ .„„T> XT A 

Homo sapiens KIAAl 041 protem (KIAA1041), mRNA 


NM 014923 


tt -~ 1 ~ T/'T A A AA*7A /VTA A AAOA\ «~>T> XT A 

Homo sapiens K1AA097U protein (JsJAAuy /U), mKJNA 


NM 015310 


tt T/TA AAA/fO /VTA A A A /1 0\ •m'DXTA 

Homo sapiens KIAA0942 protein (KlAA0y4z), inKlNA 


NM 015057 


tt _ * ttt A A Af\1 H /T/T A A AA1 A Ti XT A 

Homo sapiens KIAA0916 protein (KIAA0916), mRNA 


NM 014944 


TT— * v ■» A a A A 1 1 r_ /VT A A A A 1 1 \ — -D\T A 

Homo sapiens KIAA091 1 protem (K1AA091 1), mRNA 


NM 014961 


TT— ■ TfT A A A 0*7 1 4. /T/TA A AOT1 \ . , .T> XT A 

Homo sapiens KIAA0871 protein (KJAA0871), mKNA 


NM 014941 


TT trt k A AOf A A.—1 /VTA A AO 0\ T^'XT A 

Homo sapiens KIAA0852 protein (KIAA0852), mRNA 


NM 015376 


TT T^T A A A O /I if /VTA A AOyl A - TfVT A 

Homo sapiens KIAA0846 protein (KIAA0846), mRNA 


NM 014715 


TT * TV T A A "t 1 J —A. fT7"T A A A'? 1 A\ _T)\T A 

Homo sapiens KJAA0712 gene product (KIAA0712), mRNA 


NM 014871 


TT • T/T A A /\T "1 A J . fTr T A A AH 1 A\ T>\T A 

Homo sapiens KIAA0710 gene product (KIAA0710), mRNA 


NM 014799 


TT ' 1_ 1 ^ j* /TT 1 » 1 |TT\ TiVT A 

Homo sapiens hepnaestm (HEPH), mRNA 


NM 014678 


TT * r/T A A rt/OT J_. — A /T/T A A A^Of \ . n\T A 

Homo sapiens KIAA0685 gene product (KIAA0685), mRNA 


NM 0140H 


TT * Tf"T A A f\ /^'"t 1 — . — J.. — j. /*T7"T A A A^T 1 \ Tt XT A 

Homo sapiens KIAA0671 gene product (KIAA0671), mRNA 


NM 014741 


TT * TV T A A A/f « 1 . /T/Tl A A^^A\ .- . Tt\T A 

Homo sapiens KIAA0652 gene product (KIAA0652), mRNA 


NM 014662 


tt TVT A X /\ y A C J —a /f/T A A r\f A C\ T> T^T A 

Homo sapiens KIAA0645 gene product (KIAA0645), mRNA 


NM 014838 


TT TTt A A f\ T J A /VT A A A^1 T\ T*l XT A 

Homo sapiens KIAA0637 gene product (KIAA0637), mRNA 


NM 014774 


TT * TV y A A AAAA J —a. /T/T A A A v4 A . - T> XT A 

Homo sapiens KIAA0494 gene product (KIAA0494), mRNA 


NM 014870 


XT TVT A A A it . , _ J_ _ _ j /f/T A A A vl T% XT A 

Homo sapiens KIAA0478 gene product (KIAA0478), mRNA 


"V TV AT /\ i JOf /" 

NM 014856 


TT * t/T A A f\ A *1 /* — _ j ^ > /TVT A A A>1*7i^\ — .T> T>>T A 

Homo sapiens KIAA0476 gene product (KIAA0476), mRNA 


■XT*. iT A1 ilO/'/l 

NM 014864 


TT — — — 1 — VT A A f\ A"~l C — J /VT A A A yl _-T)\T A 

Homo sapiens KIAA0475 gene product (KIAA0475), mKNA 


NM 014857 


TT — * t/TA A Ail71 _— ___J..— a /VT A A f\AT\\ . -, , T> XT A 

Homo sapiens KIAA0471 gene product (KIAA0471), mRNA 


NM 014812 


TT— • t/t a AAitTA — « /T/TA AA>I*7A\ — ,D\T A 

Homo sapiens KIAA0470 gene product (KIAA0470), mKNA 


NM 014826 


tt ; . . _ t/t a A A/If 1 ^— a ..mJ..a^ A7TA AA/IC1\ __TJXT A 

Homo sapiens KIAA0451 gene product (K1AA04D 1), mKJNA 


XTXjT A1 A£.HC 

NM 014675 


tt ._•,— T/t A A A/I/IT - - a. /T/T A A A/IXA _— _T) XT A 

Homo sapiens KIAA0445 gene product (KLAA0445), mKJNA 


NM 014751 


tt— ^ ^— — • VT A A f\A^n /T/TA A Ay10A\ *«D\TA 

Homo sapiens KIAA0429 gene product (KIAA0429), itiKN A 




T-Tatyia coniAnc VI A ACldOfx nt^nt* -nrnHurt (TCI A ACiAOf^i mRMA 
JtlUIIlO oapiCnS JSiA/VUHZO gcnC prUUUUl ^JXl/VfYvrrZiU », IllXvli/X 


NM 014684 


Homo sapiens KIAA0373 gene product (KIAA0373), mRNA 


NM 014809 


Homo sapiens KIAA03 1 9 gene product (KIAA03 19), mRNA 


NM 014727 


Homo sapiens KIAA0304 gene product (KIAA0304), mRNA 


NM 014807 


Homo sapiens KIAA0285 gene product (KIAA0285), mRNA 


NM 014767 


Homo sapiens KIAA0275 gene product (KIAA0275), mRNA 


NM 014785 


Homo sapiens KIAA0258 gene product (KIAA0258), mRNA 
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vnur 01 ^1 <1 


Wattia Qflniens KTAA0244 protein (KIAA0244), mRNA 


vnv/r o \ AH An 


TTattia can;*™ TCTAA0237 eene product (KIAA0237), mRNA 


NM 014873 


Homo sapiens KIAA0205 gene product (KIAA0205), mRNA 


NM U14o40 


MrtTnA GflniPTiQ TCTAA0196 eene product fKIAA0196), mRNA 


NM 0147io 


Mnmrt camVriQ KTA A0195 sene product (KIAA0195Y mRNA 


NM 01404U 


u nTnn canipnQ TCTA AO 173 eene product (XIAA0173), mRNA 


NM 014666 


Homo sapiens KIAA0171 gene product (KIAA0171), mRNA 


\n/. ni »f /I1 

NM 014641 


Tj^ w ^ c t7*ta a 01 70 apne nrndnet flCTAA0170) mRNA 
rlOmO Sapiens JSJArwl /V gene piuuuui ^xvxrvn.vi tvj, iiixxai^. 


NM_0l4737 


xt ^ _ • t> 00 oc^n^iotirm fi? alfrnR/AF-fCl HAmain farnilv 2 fRASSF21. 

LiOUlO SEpienS ivaS aSSOClatlOU \jsxu\jJJ%3ji\r-\jj uuinmu i_a.i Liny yiuiuui *'/> 
mKJNA 


NM 014770 


tt „ _ vta a oi fn cpnp nrAHiict ACTA AO 1 67^ mRNA 
Homo sapiens JSJAAV10/ gene pruuuui i ) 9 


NM 014739 


tj corM*/*ne VTA AOI optip nmHiirt fTCTA A01 64^ mRNA 
riomo sapiens JSJAAUIOH- gene pruuu^i irwxfv/w i iiuvx^-rk 


NM_0 14865 


TT/V4-A nomonc nVimmnenmp AATiHpTiQatiATi-rplated £*N/f P-a g.g aai atefl 1 nrotein 1 
rlOmO Sapiens CXliOinUbUIIlc l&iaiwu kjiYxv^ Boowwmiw jji. \s iviu a 

/VTA AA1<0^ rnDMA 

(JsJAAU 1 J y ), ulKiNA 


-KTO JT A1 >IT/IO 

NM 014745 


TTo^a conipnc VTA A (\V\f\A apnp TVAdllCt ^KT A A 00 64^ HlRNA 

rlOmO Sapiens Jv±/\/\UUO*t gene piuuuut ^rvirvrvw u u*t;, iiixnj.^xt. 


NM U14o/o 


U A mn caniPrtc VTA A CiCifft fTPTie DToduCt fKXAA0063^ mRNA 


NM UJ.4/04 


Tj nTnrt conipnc DA7 ac<5Aciated nrotein 2 (DAZAP2\ mRNA 


NM 014875 


Homo sapiens KIAA0042 gene product (KIAA0042), mRNA 


NM U14o4z 


T-T/wir» oom'pnc VTA A00^6 crpne nroduct fICIAA0036^- mRNA 


\n /r f\ \ CI A(\ 

NM U1!)J4U 


TT/xmn n 0 nipnc ^/a^^»\/1_tP*N , A ovntVipta^p mi tnnh ati dn al rKIAA0028^. mRNA 


NM U14o34 


T-Tr»rv>n conipnc VTA A001 S Irene nroduct flCIAA0015^ mRNA 


NM 014/53 


U/xtnrt oaniwe VTA A 001 *3 ffPHP nTAAUCt nCTAA0013^ mRNA 

jtiomo sapiens jsj-tvauv/i jgene piuuuwk ^ru/vnui/ijy, uuuin 


XTA >T A1>IAAC 

NM U14UUO 


TJ#\«nA conionc TA T 1 nro+pin ( \\A 1 1 mft l\f A 

xiomo sapiens jivlji pruicm ^jiviiy, iuja-i^i^i. 


NM_0 14066 


Ufttvirt cortione WT0O9 nrA+piTi* VivnprfpnQi An -related calcium-regulated &ene 
jt^Oixio sapiens XX JL \j\J£ uruLcnij njrpei iviioivin ivioivu wtuwuiu A w s o 

fTJT009 , \ mPMA 


XTNyf A1 A 1 </l 
NM U1404 


u A mrt conipnc TT<iPP0Sf> nmtpin nTSPCOSol mRNA 


XTKVT A1 >1 1 <1 
NM U141JJ 


u nTriA conipnc TTQPP0S5 nrntein rHSPC055 ) mRNA 


XTX4" A1 A 1 Cf\ 
NM U141DU 


UnmA conipnc TT^PP0S7 nrAfpin rHSPC052i mRNA 


NM 014149 


Homo sapiens HSPC049 protein (HSPC049), mRNA 


NM 014029 


Un«,A coniAnc T-TQPP097 nrAfpin fTT9PP022l mRNA 
Jtiomo sapiens norLrv4Z> pruicin ^nor^v^, iiuxi^r^. 


XTTV VT A1 /lAO*7 

NM 01402/ 


TTi-kmrt conipnc TIQPP01 R nrAfpin fF-TSPPOl K) mRNA 
riomo sapiens xlox vA> i o pruicm \rLox\^\j loj 9 iiu\jris\, 


NM 014019 


XJrt-rMrt eoniwic T-TQPP000 nrnfpin /Tl^PPOOQ^ mRNA 
riomo sapiens Jtlorv^UU^ proicui \rx.or^\i\jy) 9 mixnr^ 


NM 015372 


Jtiomo sapiens nypouieucai proiein o 1 ^ HHr\*tr\ j , uum>a 


NM 015343 


tJaw«a on«««AM(* Vitm/^-fVtotirtol «i-/vfr*»in /THTQ A01 1 0 1 G\ mPNA 

riomo sapiens nypoxneucai proiein \ito/a.vj i iy unvi^rk 


NM_0 14063 


t t — j-,.-. . .r jT..-.fi nwr% \% A*vt /^rrt t 1 /1rtn**om_/*rtntoinin & nTA^Pin nlr« 1 1 iHIr — jj 1 

nomo sapiens sre nomoiogy j ouniani^eunuinj 1 1 ig piuicm nu ^axax ~> -> 

mPMA 
mJKJN/V 


NM U14UDZ 


TTnmn conipnc 98 nrAfpin TGW128^ mRNA 

nomo sapiens vjw 1^0 pruLcui ^vjvt L^oj y ixuxj.>z~v. 


NM U14ooo 


TJnmn conipnc nrpHirtpH ActPAflla^t TTTOtein ^053786^. mRNA 


xTAvr a'mo'io 
NM U14UjU 


T4 rvmrv conipnc (~± nrAtpin-p-AimlpH recentor lcinasp-interactor 1 (Cjll 1 ). mRNA 


xj\>f 014077 
INM U14U/ / 


Wahia Qanienq DKF7P5 8600120 nrotein (DKFZP5 8600120), mRNA 




T-TnmA canien*; nKF7P < 586M0122 nrotein (DKFZP586M0122V mRNA 


XTTV>r A1 «A5n" 


UnmA canien<5 DTCF7P586B0519 orotein (DKFZP586B0519), mRNA 


xn\>f 01 ^iq^ 


TTAmA <!ar»ipn<j DKF7P564O0823 nrotein rDKFZP564O0823\ mRNA 


JNM U134Z1 


u nrnn canien<: DKF7P564K2062 nrotein (DKFZP564K2062V mRNA 


NM U1j410 


RAmA canipnQ ni^F7PS64T41 67 nrotein (DKFZ1 , 564B167). mRNA 


NM 015527 


Homo sapiens DKFZP434P1750 protein (DKFZP434P1750), mRNA 


NM 015458 


Homo sapiens DKFZP434K171 protein (DKFZP434K171), mRNA 


NM 015599 


Homo sapiens N-acetylgJucosamine-phosphate mutase (AGM1), mRNA 


NM 015434 


Homo sapiens DKFZP434B168 protein (DKFZP434B168), mRNA 


NM 015699 


Homo sapiens hypothetical protein (DJ159A19.3), mRNA 


NM 015697 


Homo sapiens hypothetical protein (CL640), mRNA 


NM 015702 


Homo sapiens hypothetical protein (CL25022), mRNA 
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rsivi \jiD/\Jo 


iTnmn canipnc PCrT-Qfi nrntern mRNA 


iNJVl V/IJjOU 


TTnmn tsnnien"! CGI-51 OTOteill fCGI-5 11 HlRNA 


NM 014143 


Homo sapiens B7-H1 protein (B7-H1), mRNA 


JNJVl U14U0Z 


TT ntY1 n conipnc APT-4 r»mtpin fART-4^ mRNA 

JlOmO Sapieilo XVI\.X~*T pi vJLClll y^TVXV JL —t J , lixivia VTV 


NM 014596 


Homo sapiens zinc ribbon domain containing, 1 (ZNRD1), mRNA 


xtx jt rv i /if i n 

NM 014519 


Homo sapiens zinc linger proxein zjz (z>iNrzjzj, itii\±n/\ 


-vt\ /T A 1 /I ilOl 

NM 014437 


Homo sapiens zinc/iron reguiaiea rxansporier-iiKc izjjn.j. jlj, uuvlna 


NM 015363 


Homo sapiens zinc linger, lmpnnieu z izjjylzj, hikina 


NM_0 14232 


Homo sapiens vesicie-associaieo. memorane protein z ^synapioorevm zy 

(VAMrz), mKJNA 


NM_014233 


Homo sapiens upstream oinaing transcription iactor, ivlna poiymerabc x\kjd ir), 
rnKNA 


XTX if AlylO^^ 

NM U14zJ5 


riomo sapiens uDicjuiun-iiJce *t ^udjuhj, mtvi^rv 


NM 014383 


Homo sapiens tesns zinc linger protein ^izxrj, inivrN/Y 


XTX K CWACA1 

NM 014547 


Homo sapiens uopomoQuim d ^uDiquitousj ^iivi^jloj, ntKJLNA 


XTX K A 1 A C /l O 

NM 014548 


Homo sapiens uopomouuiin z ^neuronal ) ^livjiL/i-'z^, nus-iN/v 


XTXyf A1/MiC/1 

NM 0144o4 


Homo sapiens rxiDuiointersuiiai nepnnus antigen v. a in-r\<y} 9 nusji^rv 


JNJVL U14ZDo 


Homo sapiens oyndptoncixiai uuuipicA pruicm i nixvi^jrv 


NM_014370 


Homo sapiens serine/threonine kinase 23 (STK23), mRNA 


XTXyf AlylO/C/l 

NM U14zo4 


Homo sapiens senne/uireonine Kiiiasc 10 ^oi-cwio^, miviN/x 


NM_014467 


Homo sapiens sushi-repeat protein (SRPUL), mRNA 


NM 014230 


Homo sapiens signal recognition pamcie ookl/ ^ojcvxoo^, iruvrNA 


NM 014320 


Homo sapiens putative heme-binding protein (SOUL), mRNA 1 


NM 014426 


Homo sapiens sorting nexin 5 (SNX5), mRNA \ 


NM_014311 


Homo sapiens single-strand selective monofunctional uracil DNA glycosylase 

/OX >TT T/^ 1 \ . . T1\T A 

(SMUG1), mRNA 


NM_0 14270 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), memoer 9 (olA^ /Ay;, ttikina 


NM_0 14252 


Homo sapiens solute carrier family 25 (mitochondrial earner; ornithine 
transporter ) memoer id ^oJLL/ZDAI j ), nuciear gene encoding rnitocnonciriai 
protein, mRNA 


NM 014251 


Homo sapiens soiute earner iamny zd, memoer i j v.cixnn; \oi^k^/,di\lj) 9 mivrNA 


NM 014442 


Homo sapiens sialic acid binding Ig-like lectin 8 (SIGLEC8), mRNA 


NM 014521 


Homo sapiens SH3-aomam bmamg protein 4 (>H3Hr4), mKiNA 


-v TX JT f\t A C C A 

NM 014554 


Homo sapiens sentrm/bUMU-specmc protease (bUJNJri;, mKiNA 


NM 014563 


Homo sapiens spondyloepiphyseal dysplasia, late (SEDL), mRNA 


NM_014191 


Homo sapiens sodium channel, voltage gated, type VHI, alpha polypeptide 
(SCN8A), mRNA 


NM_014139 


Homo sapiens sodium channel, voltage-gated, type XII, alpha polypeptide 

/OfTvTI O A"\ *WDKTA 
(pCNlzAJ, mivINA 


XTXvT A 1A1fZ1 

NM U14Jo3 


Homo sapiens spasnc ataxia 01 oxiarievoix-oaguenay isacsinj V.0A007, miviMA 


XTX 4" Ai >«oOC 

NM_0 14285 


Homo sapiens nomoiog 01 i east KKr4 ^riDOSomai jkjna processing j -j - 
exonoonuciease ^Jxivr'i'^, mKJNA 


NM_U 14490 


Homo sapiens noosomai protem oo Kinase, yuju-', poiypeptiae o ^jcvtodxva.o/, 

tyiPTsJA 

mxsJNA 


NM 014245 


Homo saniens rine fin per nrotein 7 (RNFT). mRNA 


NM 014372 


Homo sapiens ring finger protein 1 1 (RNF1 1), mRNA 


NM 014314 


Homo sapiens RNA helicase (RIG-I), mRNA 


NM 014470 


Homo sapiens GTP-binding protein (RH06), mRNA 


NM 014248 


Homo sapiens ring-box 1 (RBX1), mRNA 


NM 014226 


Homo sapiens renal tumor antigen (RAGE), mRNA 


NM 014488 


Homo sapiens RAB30, member RAS oncogene family (RAB30), mRNA 
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NM 014353 


Homo sapiens kabzo, memoer kao oncogene iaroiiy vkajdzoj ? iiikina 


NM 014410 


Homo sapiens clusterin-like 1 (retinal) (CLUL1), mRNA 


NM_015725 


Homo sapiens photoreceptor outer segment all-trans retinol dehydrogenase 

/TVT»TlTMJr\ M D\TA 

(PRRDH), mRNA 


X TH AT f\C\C f\T^ 

NM_005973 


Homo sapiens papillary renal ceil carcinoma ^transiocanon-associaieuj tr.K.i^v^j, 
mKJNA 


NM 014337 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 2 (PPIL2), mRNA 


NM_0 14348 


Homo sapiens similar to rat integral membrane glycoprotein POM121 
(POM121Ll),raRNA 


NM 015720 


Homo sapiens endoglycan (PUDLX2), mKJNA 


NM 014386 


Homo sapiens polycystic kidney disease 2-like 2 (PKD2L2), mRNA 


NM 014390 


Homo sapiens EBNA-2 co-activator (lOOkD) (plOO), mRNA 


NMJH4321 


Homo sapiens origin recognition complex, subunit 6 (yeast homolog)-like 
(XDRC6L), mRNA 


NM_0 14566 


Homo sapiens olfactory receptor, family 1, subfamily D, member 5 (OK.1D5), 
mRNA 


NMJM4565 


Homo sapiens olfactory receptor, family 1, subfamily A, member 1 (OR1A1), 
mRNA 


NM 014352 


Homo sapiens POU transcription tactor (UC1 11), mKJNA 


NM 014581 


Homo sapiens odorant-binding protein IH (UJtJrzBj, mKlNA 


NM 014582 


Homo sapiens odorant-binding protein 2A (OBP2A), mRNA 


NMJM4142 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 5 
(NUDT5), mRNA 


NM_014502 


Homo sapiens nuclear matrix protein NMrZOO related to splicing lactor rKJr ly 

/\ti jmo AA\ «lT> "XT A 

(NMP200), mKJNA 


NM 014328 


Homo sapiens nesca protem {JNiioOAj, mKJNA 


NM_0 14222 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 8 

(lykU, JtvjxV) ^JNiJUrAoJ, mKJNA 


NM UlDo/o 


Homo sapiens neurobeachin (NBEA), mRNA 


NM 014461 


Homo sapiens contactin 6 (CNTN6), mRNA 


NM 014520 


Homo sapiens Mid binding protein (riou; la (MitfiiriAj, mKJNA 


NM 014221 


Homo sapiens mature 1-cell prolileration 1 (MICr 1), mKJNA 


NM 005927 


Homo sapiens micronbnllar-associatea protem 3 (Mr Ar3 ), mJKJNA 


NM 014623 


Homo sapiens male-enhanced antigen (ME A), mRNA 


NM 014462 


tt • x 1 i- rr cvk kw t>~vt a 

Homo sapiens Lsml protem (LSM1), mRNA 


NM_0l4622 


Homo sapiens loss of heterozygosity, 1 1, chromosomal region 2, gene A 

(LOH1 1CR2A), mRNA 1 


NM 014240 


Homo sapiens LIM domains containing l (LIMD1), mRNA 


NM 014564 


Homo sapiens LIM homeobox protein 3 (LHX3), mRNA 


■VTX AT f\ 1 AC 

NM 014553 


Homo sapiens LBP protein (LBP-9), mRNA 


NM 014387 


Homo sapiens linker for activation of T cells (LAT), mRNA 


\Ti X A1 A 1 Tn 

NM 014379 


Homo sapiens neuronal potassium channel alpha subunit (KV8.1), mRNA 


NM_014514 


Homo sapiens killer cell immunoglobulin-like receptor, three domains, short 
cytoplasmic tail, 1 (KIR3DS1), mRNA 


NM_014513 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 

/vwr/vrOac-mis* foil C /"[TTPOFlQ^ rWDKTA 

cyiopiasmic laii, j {jvjjvzuod ) 9 nutuN a 


NM_014512 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 1 (KIR2DS1), mRNA 


NM_014511 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 3 (KIR2DL3), mRNA 


NM_014219 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 2 (KIR2DL2), mRNA 
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NM_014218 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cvtrmlasmic tail 1 fKTRITil 1 ^ mRKA 


NM 014765 


xxvuixu oapiwii^ u axioiuuooc ui uuicx uuiocnonoriai mem Diane zu (yeasi ) nomoios 
flCIAAOOlol mRNA * ° 

111 1 1 AX AW A v / j AAAAVA llh 


NMJ) 14406 


Hnrnn saniens notassiirm lflftrp ponHnptsin/v* r*5»1r»iiiTn_or» +11/0+0/^ ^Vtommal 

xxuxxxw oapxvixo pwuw^ium ittigC UUlXUUvuUlOC Cal01UXIl-d.uUVa.LCQ CllaTlIlcJ, 

subfamily M, beta member 3-like (KCNMB3L), mRNA 


NM 014407 

A TATA V A « I V # 


WomO SariienS OOtflSsiliTYl lnTOP PAn^nr'fannp r»alr*iii"m nVnmMAl 
xxuxxxu oapxuxxo puiaooxuxix laxgG wUXXUUUuaaxCC UalL/1 Uxxx~aC U Va ICQ CXXaxlHei, 

subfamily M beta member 3 flCCNMTtt^ mPMA 

UWVMMIUJI J ATI ISWMA llAwllll/Vl 1 1W »X llYiiJ J xJJLaXX^IXA 


NM 014216 


Homo saniens inositol 1 3 4-tTinrio<rririatp S/fi Vinacp rrTPK'^ mP*MA 

xxviuu oopiwio xxxuoxiux x,j,"r- uipxxUopxxalC J/O AJllaoC ^X X x XV 1 ) 9 ITlXvlN/V 


NM 014425 


Homo saniens invprsiri HWVSl 1 mRMA 

AAvJlXlV/ OC»|JXWXXO IxXVUXolXX ^XX^t Y kJ Jf XXXXXXNaV 


NM 014214 


Homo saniens inositol fTTiVo , i..i ( c\t 4^-rnriTir»r>Vir\cr\V\ofoc» 7 /T\yTDA7i ***pxta 
xxuxxxu oaux&xxa xuuoxiux^xixjru/**x^ux *+ ^"UlUIlupnospnilXaSe Z ^JiVXrivZK TilKJCNA 


NM_014271 


Homo sapiens interleukin 1 receptor accessory protein-like 1 (IL1RAPL1), 
mRNA 

XXXXYX ixx 


NM 014339 


xxuxxiu sapiciib uitcrieuiun x / rcccpior \xjui /x\j, nxxviNA 


NM 014443 


XXU11IU odpiCxlo AllLCrXClXKJXX 1 ZD \** ' 1 iD)y IlxXviN/v 


NM 014333 


Homo 53rMPn Q irnmivnocrl/Vhiilrn eim^rfaTYiilx/ mam1%Ar /I /T/^1Gl?/I\ __T>XT A 
xxuxxxu oapiullo xiinuuxxUglUUUXxxX oUpCTXaXllliy, memoer *r \I\Jo.T* 1 J, niKJNA 


NM 014262 


TTomn JSaniPTiQ VivnfitViptipal nrntpin R iTTCTTA7Q0/*\ rv\T>"\T A 
Axuixxu oajjiv/xxo ixjrpiJUXwUUal piULClxl xj ^X10\J*r/2'2*OI, nxXxlNA. 


NM 014424 


Homo sanieiiQ )ipat QVinrlr On]rV\ r\vr\\f*\n fami'Ur mamV»ai- 7 ^r.o-»*/4i/-viro <-./>! il 
xxwiiiw oajjitiics tic at oxxVll/& £» 1 RJJ pxULCUX XaXTlXiy, lTlCITlDer / ICaTQlOVaSCuXaT) 

(HSPB7i mRNA 


NM 014473 


Homo Saoiens niltative dimpthvlflHpnncinp tmncfprc»cp iTTQ AQ7^1A i-r»X?XTA 
xxutuu ocxpiviio puiauvt uxiiicuiijriciucilUoAllc UallbXCXaoC ^XxO/\^ / O X ), XXJXviNA 


NM 015370 


Homo saoiens hvootlietical nrotein fHS747F?A'. mP>JA 


NM 015371 


Homo saoiens hvnothetical nrotein nT^^?9R1 mPXTA 


NM 014345 


Homo saniens endocrine reoixlator iTTRTHFR?4^^ mP T\TA 


NM 014255 


Homo saniens transmembrane nrotein 4 rTMPA/f4^ mPTsIA 


NM 014257 


Homo saniens CD209 antieen-like fCD^OOT 1 mP TsTA 


NM 014213 


Homo sapiens homeo box D9 (HOXD9), mRNA 


NM_ 014620 


Homo saniens homeo hnv P4 rROYOl'i mP'MA 

j-AvxAivr ocxLyx^ixo iiwxxxvvi UvA w*t ^xxv^y\.V_^T lllxS-iixx 


NM_014212 


Homo saniens homeo box P1 1 iTHrOVPI 1^ mPXTA 

xivuiv oo.|vxwxiq xxuixxvu UUA V^i 1 yJX\/xV,^ x X Jy lllxvl NxV 


NM_0 14260 


Homo saniens HI. A r1a«ts TT rpmnn pvtitpccpH »p«i» "RT'RO /n^^l77^ *v,d\ta ' 

xxuuiu oaL/i^xxo xxxwrx uiaoo xx xvglUIl CApx CooCU gCIXC rv V?L- ^XxJSJi^I, TTlI>JN/\ i 


NM 014356 


Homo saniens HGPfi ? nrntpin n^TOP^ 0\ mRNA 

xxuixiv/ oaLyiwiia i.iuvu.x< piULCXll ^xxvJV-/O.^J, IIxIvlN/a, 


NMJ) 14354 


Homo saniens HGP6 1 1 nrotein (WC\C(\ 1 1 1 mPTJA 


NM 014571 


Homo saniens hairv/pnhanppr-nfLcrVIit rt*\ntt*A xtnfly VDPW tvt/\+tf KirA /xrcvT \ 
xxuxxxv ooLyitixo iiau^/ciUxaXluci-UX-apill xcXaieu WllXi x ivx W mOtll-IlKe (Hny [ A. 

mRNA 


NM 014606 


Homo saniens hect domain anrl RT D ^ iTFTPPP^ tnP IsT A 

■ i **'XAXV/ ^M|/l\«XlO HWwl Vx^JlXIAXLl OxXVx JT\ \ *l I J ^X4jC>x\.v> J Jy 1 1 1 fv J \J 


NM 015726 


Homo saniens H326 fH326i mPNA 

iiviiiu oupiwuo xxJXfV ^IJLJaU y } XixlVX'CxV 


NM_014619 


Homo sapiens glutximate receptor, ionotropic, kainate 4 (GRIK4), mRNA | 


NM 014626 


Homo SartipriQ Cr rrrotpin^rtimlp/1 rppmtAr CO /<^1T>t~» C Q\ _,t)\ta 

xxwixiu oapicxid w proicm-coupiea receptor jo ^ijfiOoj, mxvLNA 


NM 014627 


Homo sapiens G protein-coupled receptor 57 (GPR57), mRNA 


NM 014498 


Homo SaniPTIC tvnp TT ( lr\\m mPmKrono nm^oin /nDDI O/^N __T5XT A 

xxuxxiu aapxcm iypc xi vjoigi mem Diane protein {\jrrlj\)) 9 niKJNA 


NM 014373 


xxuxxxu aapicii& putative vj proLein-coupieci receptor ^vjx^^kiouj, iiiKNA 


NM 014236 


Homo sapiens glyceronephosphate O-acyltransferase (GNPAT), mRNA 


NM 015710 

XI ATX M Xmf § XV 


xxuixxu sxtpicns guoma ixxmor suppressor candidate region gene 2 (GLrSCRz), 
mRNA 


NM 015711 

A^AYX . V X f XX 


xxuixiu &apicnb glioma uLmor suppressor canaiaate region gene 1 ( OL 1 oCRl ), 
mRNA 


NM 015715 


Homo sapiens group HI secreted phospholipase A2 (GHT-SPLA2) mRNA 


NMJ) 14291 


Homo sapiens glycine C-acetyltransferase (2-aixiino-3-ketobutyrate coenzyme A 
ligase)(GCAnniRNA 


NMJ) 14364 


Homo sapiens glyceraldehyde-3-phosphate dehydrogenase, testis-specilic 
(GAPDS), mRNA 


NM 015714 


Homo sapiens putative lymphocyte G0/G1 switch gene (G0S2), mRNA 


NM 014489 


Homo sapiens FGF receptor activating protein 1 (FRAG1), mRNA 
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NM_014585 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters), member 3 (SLCl l A3), mRNA 


NM 014344 


Homo sapiens putative secreted hgand homologous to qxi [r jaij, mKNA 


NM 014439 


Homo sapiens lnterleukm-1 Superfamily z (FIL1(ZE1 AJ), mKJNA 


NM 014440 


Homo sapiens Interleukin-l Superfamily 1 (lOLHl^SJLUNjj, mKNA 


NM 014438 


Homo sapiens Interleukm-1 Superfamily e (.NLl), mKNA 


NM 014210 


Homo sapiens ecotropic viral integration site 2A (EVI2A), mKNA 


NM 014355 


Homo sapiens enolase alpha, lung-specific (ENOIB), mKNA 


NM 014600 


Homo sapiens EH-domain containing 3 (EHD3), mRNA 


NM 014601 


Homo sapiens EH-domain containing 2 (EHD2), mRNA 


NM 014503 


Homo sapiens down-regulated in metastasis (DRIM), mRNA 


NM 014549 


Homo sapiens DKFZp434P21 1 protein (DKFZP434P21 1), mRNA 


NM_014388 


Homo sapiens novel putative protein similar to YIL091C yeast hypothetical 84 
kD protein from SGA1-KTR7 (DJ434014.5), mRNA 


NM_014618 


Homo sapiens deleted in bladder cancer chromosome region candidate 1 
(DBCCR1), mRNA 


NM 014392 


Homo sapiens neuron-specific protein (D4S234E), mRNA 


NM 004389 


Homo sapiens catenin (cadherin-associated protein), alpha 2 (C1NNA2), mKJNA 


NM 014343 


Homo sapiens claudin 15 (CLDN15), mRNA 


NM 014887 


Homo sapiens hypothetical protein from BCRA2 region (CCj005), mKNA 


NM 014207 


Homo sapiens CDS antigen (p56-62) (CDS), mRNA 


NM 014335 


Homo sapiens chromosome 15 open reading frame 3 (C1SORF3), mRNA 


NM 014206 


Homo sapiens chromosome 1 1 open readmg frame 10 (CI lonlO), mKNA 


NM 014453 


Homo sapiens putative breast adenocarcinoma marker (32kD) (BC-2), mKNA 


NMJH4382 


Homo sapiens ATPase, Ca++ transporting, type 2C, member 1 (ATP2C1), 
mRNA 


NM_014570 


Homo sapiens ADP-ribosylation factor GTPase activating protein 1 
(ARFGAP1), mRNA 


NM 014278 


Homo sapiens heat shock protem (hspl 10 family) (APG-l), mRNA 


NM 014495 


Homo sapiens angiopoietin-like 3 (ANGPTL3), mRNA 


NM_004037 


Homo sapiens adenosine monophosphate deaminase 2 (isoiorm L) (AMPD2), 
mRNA 


NM 014324 


Homo sapiens alpha-methylacyl-CoA racemase (AMACR), mRNA 


NM 014476 


Homo sapiens alpha-actinin-2-associated LIM protem (ALP), mRNA 


NM 014423 


Homo sapiens ALU fused gene from 5q3 1 (AF5Q3 1), mRNA 


NM_0 14590 


Homo sapiens endogenous retroviral family W, env(C7), member l (syncytin) 
(ERVWEl), mRNA 


NM 014486 


Homo sapiens neuronal thread protein (AD7C-NTP), mRNA 


NM_014384 


Homo sapiens acyl-Coenzyme A dehydrogenase family, member 8 (ACAD8), 
mRNA 


NM 014274 


Homo sapiens Alu-binding protein with zinc finger domain (ABP/ZF), mRNA 


NM 014444 


Homo sapiens gamma tubulin ring complex protem (7op gene) (76P), mKNA 


NM_OO7082 


Homo sapiens RAB, member of RAS oncogene family-like 2A (RABL2A), 
mRNA 


NM_013412 


Homo sapiens RAB, member of RAS oncogene family-like 2A (RABL2A), 
transcript variant l , mRNA 


NM_005036 


Homo sapiens peroxisome proliferative activated receptor, alpha (PPARA), 
mRNA 


NM_000793 


Homo sapiens deiodinase, iodothyronine, type II (DI02), transcript variant 2, 
mRNA 


NM_013989 


Homo sapiens deiodinase, iodothyronine, type II (DI02), transcript variant l, 
mRNA 
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NM 004323 


Homo sapiens BCL2-associated atnanogene (bAul), mKiNA 


NM 000156 


Homo sapiens guanidinoacetate N-methyltransferase (GAMT), mRNA 


NM 002782 


Homo sapiens pregnancy specific beta-l-glycoprotein 6 (PMjo), mRNA 


NM 005523 


Homo sapiens homeo box Al 1 (HOXA1 1), mRNA 


NM 007050 


w>w> ♦ . • . • 1 i ■ j ±_ _ _ T* /TVT , 'D ti T""\ —.DVT A 

Homo sapiens protem tyrosme phosphatase, receptor type, T (FIPR1), mRNA 


NM 006249 


Homo sapiens prohne-nch protein BstNI subfamily 3 (PRB3), mKJNA 


NM 005529 


Homo sapiens heparan sulfate proteoglycan 2 (perlecan) (HSPCi2), mRNA 


NM_005187 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
3 (CBFA2T3), mRNA 


NM_005565 


Homo sapiens lymphocyte cytosolic protein 2 (SH2 domain-containing 
leukocyte protein of 76kD) (LCP2), mRNA 


NM 002298 


Homo sapiens lymphocyte cytosolic protein 1 (L-plastin) (LCP1), mRNA 


NM 005190 \ 


Homo sapiens cyclin C (CCNC), mRNA 


NM_005415 


Homo sapiens solute carrier family 20 (phosphate transporter), member 1 
(SLC20A1), mRNA 


NM 001040 ! 


Homo sapiens sex hormone-binding globulin (SHBG), mRNA 


NM_002777 


Homo sapiens proteinase 3 (serine proteinase, neutrophil, Wegener 
granulomatosis autoantigen) (PRTN3), mRNA 


NM_005199 


Homo sapiens cholinergic receptor, nicotinic, gamma polypeptide (CHRNG), 
mRNA 


NM_013936 


Homo sapiens olfactory receptor, family 12, subfamily D, member 2 (OR12D2), 
mRNA 


NM_013937 


Homo sapiens olfactory receptor, family 11, subfamily A, member 1 (OR1 1 Al), 
mRNA 


NM_013940 


Homo sapiens olfactory receptor, family 10, subfamily H, member 1 (OR10H1), 
mRNA 


NM_013941 


Homo sapiens olfactory receptor, femily 10, subfamily C, member 1 (OR10C1), 
mRNA 


NM_0 13938 


Homo sapiens olfactory receptor, family 10, subfamily H, member 3 (OR10H3), 
mRNA 


NM_013939 


Homo sapiens olfactory receptor, family 10, subfamily H, member 2 (OR10H2), 
mRNA 


NM 013452 


Homo sapiens vanable charge, X chromosome (VCX), mRNA 


NM 013437 


Homo sapiens potential tumor suppressor (ST7), mRNA 


NM 013440 


Homo sapiens paired immunoglobulin-like receptor beta (PBLR(BETA)), mRNA 


NM_013439 


Homo sapiens paired immunoglobulin-like receptor alpha (PELR(ALPHA)), 
mRNA 


NM 013446 


Homo sapiens makorin, ring finger protein, 1 (MKRN1), mRNA 


NM 007267 


Homo sapiens expressed in activated T/LAK lymphocytes (LAK-4P), mRNA 


NM_013450 


Homo sapiens bromodomain adjacent to zinc finger domain, 2B (BAZ2B), \ 
mRNA , 


NM_0 13448 


Homo sapiens bromodomain adjacent to zinc finger domain, 1 A (BAZ1A), 
mRNA 


NM_000033 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 1 (ABCD1), 
mRNA 


NM 002593 


Homo sapiens procollagen c-enaopepuaase ennancer {r^uiA^iij, mruN/v 


NM 004504 


Homo sapiens HTV-1 Rev binding protein (HRB), mRNA 


NM_004131 


Homo sapiens granzyme B (granzyme 2, cytotoxic T-lymphocyte-associated 
serine esterase 1) (GZMB), mRNA 


NM 000791 


Homo sapiens dihydrofolate reductase (DHFR), mRNA 


NM 004335 


Homo sapiens bone marrow stromal cell antigen 2 (BST2), mRNA 


NM 001197 


Homo sapiens BCL2-interacting killer (apoptosis-inducing) (BIK), mRNA 
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NM 000487 


TT ~ ot-i rl CI t1 t"qTQ C f> A f AP ^! A^l TTlRNA 

Homo sapiens aryisuiiaiase a iaho/y;, mivn-rv 


XTX # f\f\ A c n't 

NM_004597 


yt„_„ 0 c«viq1i minlMr WKnniirlpnTTroteiii D2 nolvoentide f 16.5kD) 
tiomo sapiens smaii nuucai i.iuuiiuwicijpivtvijj. j-*** j^»*jiy ¥ r v* v "*' 1 "^/ 

/OXTD TJTY7"\ rWP XT A 


\T» r f\f\ ^ t t\ A 

NM 006194 


Homo sapi ns paireu qua gone y \n\j\.7j 9 nn^a^.^*. — — 


NM_013330 


Homo sapiens NME7 (NME7), mRNA 


NM 012476 


tt«-«/» nn«ionf ir/anfrol 5Titpri r\r hnmpfthnY 9 ( VAazi TTlRNA 


NM 012253 


TT——^- _ «or\ioTip frarkcV^tftlacpJiVp 1 f'l K TT.I^ TTlRNA 


NM 012268 


tt ~ „;__;•} OT . f/^ i7Qr»r»in-io vrnic WinHTTT K4J OKP ^Hl J-IC4i TTlRNA 

trOrnO sapiens Similar lO vaccinia Vlltib ninuiu rw*t.L> \xl\j *vtj» i. 


NM 002017 


Homo Sapiens rnena. leuKemia viruo uuc^auuu i \r.ui.i^, uuu^n. 


NM 006769 


Homo sapiens jljuvl aomam oniy ** iJLivi\j*y, uuvi^rv 


NM_002260 


Homo sapiens Killer ceil lecun-iiKe recepior bUDiamiiy mciuuw ^ ^iwww*;, 
mRNA . . 


NM 005317 


tt immrnmiA TV>T ^Ix/ITYTlhnr'Vfr* TTlPt— ORft 1 1 1 IT/ .IVI \4 1 TTlRNA 

Homo sapiens granzymc ivi ^lyiiipiiuuyic iiiwl ooc a/ ^vjx^.yj_ltx/, uu\ni\ 


■V TTk r Art /(/(IT 

NM 004417 


Homo sapiens ouai specmcny pnojjpxiaiaac i ^uor lj, uuvi^^ 


NM 012125 


Homo sapiens cnoiinergic recepior, mubuaiiiu^ j y^m^vxj j 9 ixu.xi^i-l 


\T\i 

NM 001236 


Homo sapiens carDonyi reuuciabc j v v - , - Drs - , /> iiuxi^n. 


NM 013343 


tt„„„ XT A n *7 nrnfpin rM Arr-7^ rnP"NJ A 

Homo sapiens jnaut-/ proiern ^iNrvvj-/ uirvi^n 


NM 013344 


Homo sapiens leucine zippcr-iiKc proicni \x^^i^l j, uuum. 


XT* X rt 1 1 ^ 1 ^ 

NM 013236 


HOmO Sapiens HKe mOUSC Drain proicin JiHU imu^n 


NM 013380 


Homo sapiens zinc linger pruicm z>z>o y^Lsxr^^oj, nxcvL^r^. 


NM 013362 


TJnm/\ nn«ionn rri-nr» TTTl<T*»r r*rr*t#*lTl 97^ ^"/KI r^99S^ TTlRNA 


NM 013398 


Tj__„ rri-n/% -fiTnrri^T* nrrtTPin 7 "7 A ( '/ NK794-^ TTlRNA ' 


NM 013361 


tt . . ■ ■ rrlnr. TinffAr nrntAin 9*7'^ / r V r MT799'^^ TTlRNA 


NM 013360 


tt ' TnTinarnrntMn 999 rV NJT7999^ TTlRNA 

Homo sapiens zinc linger protein zzz ^z*t>irz^z»i, nuvi^rv 


vt* # /\1 Torn 

NM 013359 


Homo sapiens zinc rmger proicin ^inr^^ij, liuxi^i-w 


NM 013250 


Homo sapiens zinc nnger proiem zij ^'sr^uj, uirs^r* 


NM 013249 


Homo sapiens zinc finger protein 214 (ZNF214), mRNA 


NM 013256 


Homo sapiens zinc linger protein iou ^jtltiz-ioo^ v^^r iov;, uuuin 


NM 013371 


Homo sapiens interleukin 19 (IL19), mRNA 


NM 013403 


Homo sapiens zineain (ZJUN j, mKJNA 


NM 013378 


Homo sapiens pre-B lympnocyte gene 3 ^vrKiiJtJoj, rruuN/v 


NM 013270 


Homo sapiens testes-specinc protease ju (lorDUj, nuuNA 


NMJD13381 


Homo sapiens tnyrotropm-releasmg normone aegraamg ectoenzymc ^ i x^nj^jz.^ , 
mRNA 


NMJU3315 


Homo sapiens transmembrane phosphatase with tensin homology (1 ri'E), 

„,P\T a 

mRNA 


NM 013353 


Homo sapiens tropomo au i in 4 ^muscie^ ^iiyiv^i>h^, iiuvi^rv 


NM 013390 


Homo sapiens transmemurane protein z ^ i lvxniYixy, iiuxi^rL 


-V.T1V if rt 1 TO 1 ft 

NM 013319 


UAtv»r» cKiMiantf fvnfi cifi rv-n q1 onii ri*»1 i CI T*f»CT1fVnCP r>rntP1T1 ^TTPREl 1 TTlRNA 

xiomo sapiens uansitionai epiinciia rcopunoc piuucui \ x±jj\x^i.j 9 nuum. 


NM 013254 


Homo sapiens 1 AJNiv-Dmuing Kinase 1 v i -djv i rni\j.N/\ 


NM_013309 


Homo sapiens solute carrier family 30 (zinc transporter), member 4 (SLC30A4), 
mKWA 


NM 013356 


Homo sapiens monocarDoxyiate transponer j \oxa^ioi\o) 9 inra^rw 


NM 013257 


Homo sapiens serurn/giucocorucoia reguiatea janase-iu^e vovjjvi-.;, uuu^n. 


NM 013376 


Homo sapiens CDK4-binding protein p34SEIl (SEI1), mRNA 


NM 013243 


Homo sapiens secretogranin HT (SCG3), mRNA 


NM_013352 


Homo sapiens squamous cell carcinoma antigen recognized by T cell (SART-2), 
mRNA 


NM 013401 


Homo sapiens RAB3A interacting protein (rabin3)-like 1 (RAB3IL1), mRNA 


NM 013237 


Homo sapiens pxl9-like protein (PX19), rnRNA 


NM_013261 


Homo sapiens peroxisome proliferative activated receptor, gamma, coactivator 1 
(PPARGC1), mRNA 
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JNAVL UlOZOo 


TTrtmri caniPtiC TllflPPTTtSll TYTfttPltl 1 ^ fPP1 W mRNA 
XXOIIlO Sapiens |Jl€iwwiii*i>i l^a \j all l j a j 9 j i una ^ * v. 


JNM UlJJoZ 


TT niriA o-n-i «vn e TMitc»fi vp "nrAtpin 0-TTinnnAcv1tTfl"n*jfpT{i^e iPOjV^T'2,1 TnRNA 

XXOIIlO S3plCHS plllallW UlUlwlli W-liiainilJojrllJ.aiL3Awiaavs v/iiA i nuviii^ 


"MTV/f 01^9^9 

IN1V1 UljZj>i 


Wattia cnnipTiQ nro prammed cell death 6 fPDCD6i mRNA 


NM 013397 


Homo sapiens over-expressed breast tumor protein (OBTP), mRNA 


JNM_U133oy 


TTnmr\ canipnc NPP1 rWiemflTin-PirV HiQpaQe tvne PI ffeneVlike 1 fNPClLl\ 

TYlPNA 


JNJYL UIjjZO 


TIr»mA cqtii r>nc f>r»1 ati CflTicPT-fl^QfiPiafpH Tworpin IM^icl fMTCl i mRNA 


NM 013238 ! 


Homo sapiens DNAJ domain-containing (MCJ), mRNA 


NM 0132oy 


Homo sapiens lecim-nive inxv ecu receptor j. 1 j 9 iiixvln/x 


NM_013289 


Homo sapiens killer cell immimoglobiuin-like receptor, three domains, long 
cytoplasmic tail, l ^jsJ-kjivjl.ij, mKiNA 


NM 013311 


Homo sapiens insulin upstream factor 1 (IUF1), mRNA 


NM 013278 


Homo sapiens mterieuKin 1 /L* /^j, nuviNA 


XT* >T A1 11 AO 

NM_0 13292 


Tj A «.A /rtlnna "DTK/TIT PO '">/l\ tynrncin lirrVi* r»"koin O /T4T TTVyfAilT 00"R"\ 

Homo sapiens (clone r wxil^z-zhj myosin ugni cnam z ^ri u iviivjuLL-.z id ^ , 
mRNA 


XTA /T A111O0 

NM_Q 13288 


Homo sapiens LUNA omomg proiem ior suixaciaiii pruiem d yn\j±\juDi±yLs\sj 9 
mRNA 


XTTV K A 1 *i O >i >l 

NM_0 13244 


Jrlomo sapiens ujJir-iN-aceiyigiucosamme.a-i,j-jL/-iii^ ucia-i,*t-x>- 
aceiy igiucosammyi u oiioiciaoc i v-nomoiug ^nuiN x -1 v xi^> huvln/x 


NM 013264 


Homo sapiens gonadotropin-regulated testicular RNA helicase (GRTH), mRNA 


XT* K A 1 1 1 O 1 

NM_0 13281 


Homo sapiens tiDronecun leucme ncn ixansmemDrane proiem j ^rj-fivi jj, 
mRNA 


XTX K A 1 111 1 

NM_013231 


Homo sapiens nDronecnn leucine ncn Transmemorane proiem l ^tjljvxz^, 
mRNA 


XTX 4" A1 llii 1 

NM 013241 


Homo sapiens rrii/rnz aomam-contaimng proiem (rnuoj, mxviN/x 


XTX if A 1 1 *5 >1 0 

NM_U1334Z 


Homo sapiens l ^ ^hzaj nisi on partner ^in cmiunooa. jueujvciiiid.j i^irr 1^, 
mRNA 


XTX jT A 1 *5 O Vl IT 

NM_0 13246 


Homo sapiens caraioiropxun-iiKe cyioiane, neuroiropnin-i/i>-ccii snmuidung 
iactor-j ^L/ivi^j, mjKJN/v 


MM_U 133/2 


Homo sapiens cysieine khol supenamiiy 1, divxt anuigonis>L i \y^s\. i or ldlj, 
mKJN/\ 


JNM U1J3Z/ 


Homo sapiens v^oi- j o proiem ^ovji-j oj, uusasix 


NM_013230 


Homo sapiens CD24 antigen (small cell lung carcinoma cluster 4 antigen) 

[KsXJZH), mxsJN/x 


JNJYL UUZ/O 


xiomo Sapiens o<u Dunyuidic j\in ao c~iirp ^^/vrxivjoy, ujxva^ixx 


NM 013399 


Homo sapiens chromosome 16 open reading frame 5 (C16orf5), mRNA 


JNM UU0/t>!> 


UntMA rnrMOnc T3i i^nfitro nrACT^to C>Ot10Pr tlTm/\f CI WtATP C CAT (All 4 J TTlRXTA 

Homo sapiens r uxanve prosraie cancer uimor supprcssui \njjj 9 uira^/x 


jnm uuo/yz 


Homo sapiens moiraiiiy iacior h ^iviijAvr 4 *^, mivL>/x 


JNM_UUU3y / 


Homo sapiens cyiociirome o-z*fj, ucia poiypcpuuc ^wuuiaiw gLdiiuiuiiAd.Luuo 

Hkaqcp^ ^PY1ftR^ tnPMA 

disease ) \\s i ud j 9 itiivin/\ 


JNJVl uuDuyo 


XlOmO Sapiens inUSCUllIl ^aULlValCU. X!>"*CC11 JLaULUi ~ I J \xyi\j\^j 9 uuviin. 




XT/\*m/\ comPTlC (TfOrtTirrvio A ■ firQtl | 7VmP 1 fV/tATATTI " 1 '.lvmnn APVt"P™51 CCAP1 SITPfi 

xiomo sapiens ^anzyme x\ ^gronzyine 1, t»yiuiuAiw x"iyxAAiyiiuvjri^-aoouwiai&u 
cprinp ^cfpra^p m7TV^A^ mPNA 


NM 007047 


TTatyia ccmipTK <ylvrvl«tPNA Qvnthpfa^p rrrARS^ TTlRNA 


NM 004405 


Wattia caniPtiQ dictal-1f»cc Viattipa V>nv 9 COT 1CX\ TflRNA 


NM 004371 


Homo sapiens coatomer protein complex, subunit alpha (COPA), mRNA 


NM 005181 


Homo sapiens carbonic anhydrase HI, muscle specific (CA3), mRNA 


NM 001663 


Homo sapiens ADP-ribosylation factor 6 (ARF6), mRNA 


NM 001662 


Homo sapiens ADP-ribosylation factor 5 (ARF5), mRNA 


NM 001660 


Homo sapiens ADP-ribosylation factor 4 (ARF4), mRNA 


NM 001658 


Homo sapiens ADP-ribosylation factor 1 (ARF1), mRNA 


NM 000492 


Homo sapiens cystic fibrosis transmembrane conductance regulator, ATP- 
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Dfflding cassette ^suD^ioiniij iiicjluugi t y yy^iv x xy/, uuvi^rv 


NM 003560 


Homo sapiens phospholipase A2, group VI (cytosolic, calcium-independent) 

(rJLA2(jrO), mKJNA 


•x tx K r\f\ At\r\ A 

NM 004004 


xiomo sapiens gap juncuunpruiciii, ucia z., quills yuuiuicAui z»uj v. vjja ^ , ^'/j 


NM 005198 


jnLomo sapiens cnounc xuxiaac aB iiivc ^v^xjjvi^^, uiivi>j 


NM 012482 


Homo sapiens zinc nnger protein lo i ^iNr^o 17, iuivlna 


NM 012256 


Homo sapiens zinc nnger protein ziz ^lNrz-iz^, iuivina , 


NMJ) 12479 


Homo sapiens tyrosine j-monooxygenasw uypiopnan j-monuuAygeua&G 
activation protein, gamma poiypepuae ^ i wxifiuj, uiivin/y 


NM 012255 


Homo sapiens j -j exonuonuciease z \isjsjxz.)y iiuvin/\ 


NM 012474 


Homo sapiens undine monopnospnare Kinase ^uivjxjv^, nuxiN/\ 


NM 012473 


Homo sapiens tnioreaoxin, mixocnonanai mtuNA 


NM 012466 


Homo sapiens tetraspamn iivih-xj ^ i ivi*t-x>y, ihcunta . 


NM 012465 


Homo sapiens tonoia-iiKe z ^ijuuzj, nuuN/\ 


NM 012464 


Homo sapiens tolloid-like 1 (TLL1), mRNA 


NM 012290 


Homo sapiens tousiea-iiKe Kinase i mixiNri. 


NM 012455 


Homo sapiens £>HC/ nomoiog i.ii^j, mraN/v 


NM 012454 


Homo sapiens i-cen lympnoma mvasion ana metabtabis> /* ^jLj-fvivix^, imvi^-rv 


NM 012251 


Homo sapiens transcription iactor a, mitocnonanai yir/\i\i), miuNA 


NM 012451 


Homo sapiens synaptogyrin 4 (SYNGR4), mRNA 


NMJ) 12448 


Homo sapiens signal transducer and activator 01 transcription jd ^diaijd;, 
mRNA 


NM 012447 


Homo sapiens stromal antigen 5 (MAUij, misiNA 


NM 012445 


Homo sapiens spondin 2, extracellular matrix protein (SPON2), mRNA 


NM 012443 


Homo sapiens sperm associated antigen 0 (brAuo), mKJN A 


NMJ) 12244 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 8 (SLC7Ao), mKJN A 


NMJ) 12243 


Homo sapiens solute earner xamily 35 (UJJr-rs-acetyigiucosamine ^uur- 
GlcNAc) transporter), member 3 (SLC35A3), mRNA 


NMJ) 12434 


Homo sapiens solute carrier family 17 (anion/sugar transporter), member 5 
(SLC17A5J, mRNA 


NM 012432 


Homo sapiens obi domain, oiturcateo 1 ^oJtiiJJiJi^ mruNA 


NM 012427 


Homo sapiens kallikrein 5 (KLK5), mRNA 


NM 012236 


Homo sapiens sex comb on midleg nomoiog 1 tt>L/JViHi j, mKJN a 


NM_0l2424 


Homo sapiens nbosomal pro tern Kinase, jzku, poiypepuae i ^iu'oojs.ui^, 
mKJNA 


NM 012421 


Homo sapiens rearranged L-myc msion sequence {raj?}, mtviNA 


NM 012415 


Homo sapiens KaDj4, o. cerevisiae, nomoiog 01, r> ^jvaujhjdj, hiivina 


■VTTk A1 IX 1 A 

NM_012410 


Homo sapiens type 1 transmembrane receptor ^seizure-reiaiea proicm^ \roj\rLj 9 

mKJNA 


NM 012409 


Homo sapiens prion gene complex, downstream (PRND), mRNA 


NM 012402 


Homo sapiens partner 01 KAUl ^anaptm i) (rU-Ki^, uikjna 


\T\ AT A10/IAA 

NM 012400 


Homo sapiens pnospnoiipase az, group liu ^jtjlazozjj^, hikina 


NM 012399 


Homo sapiens pnospnoudyimositoi transier protem, oeia ^riiriNDj, humna 


NM 012088 


Homo sapiens 6-phosphqgluconolactonase (PGLS), mRNA 


XTTV/T 019^05 
in jyi v i Ajyj 


TTnTrirt cQniprQ PFTATRF nrotein Idna^e 1 fPKl'lCl^ mRNA 


NMJ) 12391 


Homo sapiens prostate epithelium-specific Ets transcription factor (PDEF), 
mRNA 


NM 012385 


Homo sapiensj>8 protein (candidate of metastasis 1) (P8), mRNA 


NM 012383 


Homo sapiens osteoclast stimulating factor 1 (OSTF1), mRNA 


NM_012375 


Homo sapiens olfactory receptor, family 52, subfamily A, member 1 (OR52A1), 
mRNA 
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NM 012368 


Homo sapiens olfactoiy receptor, family 2, subfamily C, member 1 (OR2C1), 
roRNA 


NM_012360 i 


Homo sapiens olfactory receptor, family 1, subfamily F, member 8 (OR1F8), 

T>\T A 

mRNA 


XTX r AIA^M 

NM_0 12352 


Homo sapiens oltactory receptor, iamiiy i, suDiamiiy a, memoer z 

mKJNA _ . , 


NM_01235l 


Homo sapiens oiiacxory receptor, iamny iu, suDiainiiy j, memoer 1 ^v-tjviuj lj 9 

. Tt\T A 

mRNA 


NM_012345 


Homo sapiens nuclear trague a. mental retardation protein mteiacung protem 1 

/x TT TT7TP 1 \ _»_T>XT A 

(NUFIPl), mRNA 


NM 012344 


Homo sapiens neurotensin receptor 2 (NTSR2), mRNA 


NM 012343 


Homo sapiens nicotinamiue nucieotiae transnyarogenase ^inin i ), uuun/v 


NM 012342 


Homo sapiens putative transmemorane protem jjnjviaj, iiikjna 


NM 012337 


Homo sapiens nasopharyngeal epithelium specific protein 1 (NESG1), mRNA 


NM 012330 


Homo sapiens histone acetyltransferase (MORF), mRNA 


NM 012064 


Homo sapiens major intrinsic protein of lens fiber (MIP), mRNA 


NM_012214 


Homo sapiens mannosyl (alpha- 1 ,3 -)-glycoprotein beta-1 ,4-N- 
acetylglucosaminyltransferase, isoenzyme A (MGAT4A), mRNA 


NM 012213 


Homo sapiens malonyl-CoA decarboxylase (MLYCD), mRNA 


NM_0 12325 


Homo sapiens microtubule-associated protein, RP/EB family, member 1 
(MAPRE1), mRNA 


NM_012318 


Homo sapiens leucine zipper-EF-hand containing transmembrane protein 1 
(LETM1), mRNA 


NM 012317 


Homo sapiens leucine zipper, down-regulated in cancer 1 (LDOC1), mRNA 


NM_012314 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 4 (KIR2DS4), mRNA 


NMJH2313 


Homo sapiens taller cell immunogloDuiin-liKe receptor, two oomains, snort 
cytoplasmic tail, 3 (KJlUDoij, mKJNA 


NMJH2312 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 2 (JsJKZL>dz), mKNA 


NM_0l2307 


Homo sapiens aitlerenually expressea m aaenocarcmoma oi me lung 
(KIAA0987),mRNA 


NM 012306 


Homo sapiens liteguara (JsJAAuyjU;, mKJNA 


NM 012302 


Homo sapiens latrophilin (KIAA0786), mRNA 


NM 012295 


Homo sapiens calcmeunn binding protem 1 (K1AAU3 JU;, mKJNA 


NM 012288 


tt • TD ATlA 1.1m ^Mialn /VTA A nAC7\ — .DMA 

Homo sapiens I RAM-like protein (JsJAAUUS/^), mKJNA 


NM 012286 


Homo sapiens MORr -related gene A (KlAAUUio), mKJNA 


NM_012283 


Homo sapiens potassium voltage-gated, channel, suDiamiiy Lr, memoer z 


NM_012282 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 1- 

ilKe (KCWillL/j, mKJNA 


NM 012278 


Homo sapiens integrin beta 1 binding protein (melusin) 2 (TTGB1BP2), mRNA i 


XTX K AIOOI 1 

NM 012211 


Homo sapiens mtegnn, alpna 11 (IIvjAI 1), mKJNA 


XTX t AI^^'T't 

NM 012277 


Homo sapiens pancreatic beta cell growth factor (INGAP), mRNA 


NM 012275 


Homo sapiens interleukin-1 receptor antagonist homolog 1 (IL1HY1), mRNA 


"MN/T HI^'XQ 
JN JYL__U 1 LLO y 


Tlnmrfc cnnipnc Via-irv/^nVia-nr^r-ri'fl.crilit rplntpfl with YT?P^V motif 1. fHRY2^ 

mRNA 


NM_012258 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 1 (HEY1), 
mRNA 


NM 012257 


Homo sapiens HMG-box containing protein 1 (HBP1), mRNA 


NM_012087 


Homo sapiens general transcription factor EEC, polypeptide 5 (63kD) (GTF3C5), 
mRNA 
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NM_012203 


Hnmn sapiens giyoxyiaie reuucuise/ nyaroAypyru.vd.ic icuuuiaot v vjavijj - A v> 
rriKJNA _ . 


NM_ 012202 


TT-.-y.rt e-oriionc mici-ninp TiiirlpnHfip ViinHiTKy nrrvtein (Ci TYroteinh £3.1211113. 3 

(GNG3), mRNA 


\n r A11/10/I 

NM 012084 


TjArrtA canipnc fvliit!mifltp HpryvHrriCTpTiasp-^ ^(*tU 11")^ mRNA 


NM 012191 


TT^wLrt nnnian C -rxl l+Q+l VP fllTTIAr CIITYrYrPCCfYP /"Kl TS*7 I TlnR T^A 

rlOXHO SaPlcIlS pUlallVC lUIIlUl ouppiCdoui \ruji;j uuuin. 


NM 012185 


Homo sapiens iorKncau. uox nz ^rvj.A-cz i, iiiivjvn/a. 


NM 012183 


rlomo Sapiens iOTKaeaa dox uj {r\jsLUj), uusisf\ 


NM 012153 


Homo sapiens Hts homologous iactor venr j, mivtN/Y 


NM_0l2080 


Homo sapiens DNA segment, numerous copies, expressed probes (GS1 gene) 
(DXF68S1E), mRNA 


NM 012148 


Homo sapiens douoie nomeooox, j ^ijuajj, iluvin^ 


NM 012147 


Homo sapiens double nomeoDox, z (uuazj, rnruM/v 


NM 012145 


Homo sapiens deoxyuiymiayiaie Kinase ^mymiuy idie luiidbc^ ^ ± x xvajv^, uuM^n. 


NM 012144 


Homo sapiens dynein, axonemai, lnieniieamic puiypcpiiuc, 1 \i^i^ru.ij y uu^m 


NM_012140 


Homo sapiens solute carrier ianuiy ^nuiocnuiiuriai t<uuci, ui^cu uv^y i^iu 

♦^«P«At+^ -.amW 111 f*QT ^ A 1 0 ^ mRNA 


NM 012137 


TT_-v, rt 0n«%ianc /1'iwk*»fVi'i/laT > rriTi'iriP HlTTIptTlvlaTTlirinTlvHrnl 1 All 1 1. mRNA. 

xiomo sapiens OJirreTJiyiaTgininc u.iiucuiyi<iixiJiiijiAyuj.wiaaw i ^i/wnni/j uu.vn*». 


NM 012134 


Homo sapiens leiomooin i ^smooui iiiubcic^ kur>±±m. 


NM 012133 


Homo sapiens coatomer protein complex, subunit gamrna 2 (C0PG2), mRNA 


•V Tit r Ai^no 

NM 012132 


tt___ _ nn ,,; a ,, r _1 J4— o (C^X Ti"\^fi^ ml?MA 

Homo sapiens ciauam o ^ljjjno;, xtituna 


NM 012131 


Homo sapiens claudin 17 (CLDN17), mRNA 


NM 012130 


Homo sapiens claudm 14 (vLrJLJJN mtuNA 


NM 012129 


Homo sapiens ciauam lz ^Xvi-'iN lz), mKiN a 


NM 012127 


Homo sapiens Cipl -interacting zinc finger protein (CIZ1), mRNA 


NMJM2126 


Homo sapiens carbohydrate (N-acetyiglucosamine tHJ) suiioxransierase d 
(CHST5), mRNA 


NMJH2075 


Homo sapiens Conserved gene teiomenc to aipna giouin ciusier Lmo/xj, 
mRNA 


NM 012122 


Homo sapiens carDOxyiesterase j vorain; iljioj j, iniviN/v 


NM_012116 


Homo sapiens Cas-Br-M (murine) ectropic retroviral transforming sequence c 
(CBLC), mRNA 


NM 012H3 


Homo sapiens caroomc anny erase aiv ^laih), iiikin a 


NM 012071 


Homo sapiens DUr protein (JdUJtj, mKiNA 


\r» r A1A1 1 A 

NM 012110 


Homo sapiens cystein-ncn nyoropnooic aomain *% \K^m\^^) 9 uus±^n. 


*V YX M /\ 1 ^ 1 f\f\ 

NM 012109 


Homo sapiens Drain-specinc memDrane-ancnorea proiem ^oivirvr^, uuvn-r*. j 


NM_012107 


Homo sapiens bromodomain containing protein 75 kDa human homolog (BP75), 
mRNA 


NM 012104 


Homo sapiens oeta-site ArT-c leaving enzyme ^DAtr-j, nuvi>i a 


NM 012105 


Homo sapiens beta-site APP-cleaving enzyme 2 (BACE2), mRNA 


NM 012103 


Homo sapiens ancient ubiquitous protein 1 (Aur i j, mruNA 


\n/ A1^)1 A1 

NM 012102 


Homo sapiens arginme-glutamic acia aipepuae rcpcau> ^xsj^jvci, uuvln/^ 


NM_J)12099 


Homo sapiens CD3-epsilon-associated protein, anusenbe 10 xiiv^^-i ^y^oi^-i^, 
mKrsA 


NM 01209© 


Homo sapiens angiopoieun-iiKe z ^/viNVjr u^zii uunj.^^ 


NM 012067 


Homo sapiens aldo-keto reductase family 7, member A3 (aflatoxin aldehyde 
reductase) (AKR7A3), mRNA 


NM 012093 


Homo sapiens adenylate kinase 5 (AK5), mRNA 


NM 012066 


Homo sapiens hypothetical protein (20D7-FC4), mRNA 


NM 006276 


Homo sapiens splicing factor, arginine/serine-rich 7 (35kD) (SFRS7), mRNA 


NM 007054 


Homo sapiens kinesin family member 3A (KIF3 A), mRNA 


NM 002201 


Homo sapiens interferon stimulated gene (20kD) (ISG20), mRNA 
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NM 007274 


Homo sapiens cytosolio acyl coenzyme A thioester hydrolase (HB ACH), mRNA 


NM_004174 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 

/TIT AON TI\T A 

(SLC9A3 ), mRNA 


NM 004525 


Homo sapiens low density lipoprotein-reiatea proiein z jLrKrz;, nutuN a 


NM 003129 


Homo sapiens squalene epoxidase (oyjUbj, mKJN a 


NM 003628 


Homo sapiens plakophilin 4 (PKP4), mRNA 


NM_003734 


Homo sapiens amine oxidase, copper containing 3 (vascular adhesion protein 1) 
(AOC3), mRNA 


NM 003322 


Homo sapiens tubby like protem 1 (TULP1), mRNA 


NM 002747 


Homo sapiens mitogen-activated protein kinase 4 (MAPK4), mRNA 


NM 002078 


Homo sapiens golgi autoantigen, golgin subfamily a, 4 (GOLGA4), mRNA 


NM_006421 


Homo sapiens brefeldin A-inhibited guanine nucleotide-exchange protein 1 
(BIG1), mRNA 


NM 004282 | 


Homo sapiens BCL2-associated athanogene 2 (BAG2), mRNA J 


NM 004304 


Homo sapiens anaplastic lymphoma kinase (Ki-1) (ALK), mRNA 


NM_001626 


Homo sapiens v-akt murine thymoma viral oncogene homolog 2 (AKT2), 
mRNA 


NM 000686 


Homo sapiens angiotensin receptor 2 (AGTR2), mRNA 


NM_006287 


Homo sapiens tissue factor pathway inhibitor (lipoprotein-associated coagulation 
inhibitor) (TFPI), mRNA 


NM_000944 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, alpha 
isoform (calcineunn A alpha) (PPP3CA), mRNA 


NM_001142 


Homo sapiens amelogenin (X chromosome, amelogenesis imperfecta 1) 
(AMELX), mRNA 


NM_001171 


Homo sapiens ATP-bmding cassette, sub-family C (Ub 1K/MKF), member 0 
(ABCC6), mRNA 


NM 007351 


Homo sapiens multimerin (MMRN), mRNA 


NM 007355 


Homo sapiens heat shock 90kD protein 1, beta (HSPCB), mRNA 


NM 007354 


Homo sapiens putative GR6 protein (GR6), mRNA 


NM_007353 


Homo sapiens guanine nucleotide binding protein (G protem) alpha 12 (GNA12), 
mRNA 


NM 007366 


Homo sapiens phospholipase A2 receptor 1, 180kD (PLA2R1), mRNA [ 


NM_007350 


Homo sapiens pleckstrin homology-like domam, family A, member 1 
(PHLDA1), mRNA 


NM 007364 


Homo sapiens mtegral type I protem (P24B), mRNA 


NM 007342 


Homo sapiens nucleoporin-like protein 1 (NLP 1), mRNA 


NM 007361 


Homo sapiens nidogen 2 (NID2), mRNA 


NM_007341 


Homo sapiens SH3 domain binding glutamic acid-rich protein (SH3BGR), 
mRNA 


NM 007370 


Homo sapiens replication factor C (activator 1) 5 (3o.5kD) (RFC5J, mKJNA 


NM 007348 


Homo sapiens activatmg transcnption factor 6 (ATF6), mRNA 


NM_004850 


Homo sapiens Rho-associated, coiled-coil containing protein kinase z (KUCivzj, 
mRNA 


NM 005574 


Homo sapiens LHVl domain only 2 (rhombotin-like 1) (LM02), mRNA 


NM 006094 


Homo sapiens deleted m liver cancer 1 (DLC1), mRNA 




riomo sapiens oarri-iiKe nomcu uu a z ^/yixazj, uuviN/t. 


NM 004209 


Homo sapiens synaptogyrin 3 (SYNGR3), mRNA 


NM 004879 


Homo sapiens etoposide-induced mRNA (PIG8), mRNA 


NM 005385 


Homo sapiens natural killer-tumor recognition sequence (NKTR), mRNA 


NM_005957 


Homo sapiens 5,10-methylenetetrahydrofolate reductase (NADPH) (MTHFR), 
mRNA 


NM 002248 


Homo sapiens potassium intermediate/small conductance calcium-activated ! 
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channel, subfamily N, member 1 (KCNN1), mRNA 


NM 001563 


Homo sapiens interphotoreceptor matrix proteoglycan 1 (IMPG1), iiiRNA 


NM 005266 


Homo sapiens gap junction protein, alpha 5, 40kD (connexin 40) (GJA5), mRNA 


NM 001874 


Homo sapiens carboxypeptidase M (CPM), mRNA 


NM_007332 


Homo sapiens ankyrin-like with transmembrane domains 1 (ANKTM1), mRNA 


NM 003313 


Homo ^aniens tissue specific transplantation anti&en P35B (TSTA3^ mRNA 


NM 001494 


Homo saniens GDP dissociation inhibitor 2 (GD^ mRNA 


NM 001607 


Hntnfi ^aniens acetvl-Coenzvme A acvltrans'ferase 1 frtfTOTcisoTnal ^-oxoacvl- 
Coenzyme A thiolase) (ACAA1), nuclear gene encoding mitochondrial protein, 
mRNA 


NM 003145 


Homo sapiens sicnal seauence receptor, beta ftranslocon-associated protein beta^ 
CSSR2} mRNA 


NM 000852 


Homo sapiens glutathione S -transferase pi (GSTP1), mRNA 


NM 000827 


Homo sapiens elutamate receptor, ionotronic AMPA 1 fGRIAl'i mRNA 


NM 005252 


Homo ^anien^ v-fos FBJ murine osteosarcoma viral oncogene homolop' fFOS^ 
mRNA 


NM 005803 


Homo sapiens flotillin 1 (FLOT1), mRNA 


NM 004459 


Homo sapiens fetal Alzheimer antigen (FALZ), mRNA 


NM 004081 


Homo sapiens deleted in azoospermia (DAZ), mRNA 


NM 004055 


Homo sapiens calpain 5 (CAPN5), mRNA 


NM 004042 


Homo sapiens arylsulfatase F (ARSF), mRNA 


NM 003085 


Homo sapiens synuclein, beta (SNCB), mRNA 


NM 000612 


Homo sapiens insulin-like growth factor 2 (somatomedin A) (IGF2), mRNA 


NM 006995 


Homo sapiens butyrophilin, subfamily 2, member A2 (BTN2A2), mRNA 


NM_005739 


Homo sapiens RAS guanyl releasing protein 1 (calcium and D AG-regulated) 
(RASGRP1), mRNA 


NM 006267 


Homo sapiens RAN binding protein 2 (RANBP2), mRNA 


NM 002882 


Homo sapiens RAN binding protein 1 (RANBP1), mRNA 


NM 003884 


Homo sapiens p300/CBP-associated factor (PCAF), mRNA 


NM 005258 


Homo sapiens GTP cvclohvdrolase I feedback remilatorv protein ( GCHFR} 

JLJLV/XXJlv/ O i*+kJ X vil kj JL JL J WIMH T LU \J AtHJV JL IwvVAL/UViV AVgVliUWl T k-'A. V VVHA 1 XJ» Xg^Jfc JLJL A V. J y 

mRNA 


NM 001130 


Homo sapiens arnino-terminal enhancer of spUt (AES), mRNA 


NM 001099 


Homo sapiens acid phosphatase, prostate (ACPP), mRNA 


NM 005155 


Homo sapiens palmitovl-nrotein thioesterase 2 fPPT2^ mRNA 

AlVlllv r ML*-*J-A11 T 1 L/l vlvill UliU vu Lwl UOv -fc^ 1 JL JL JL JW F» IlULxl L 


NM 006898 


Homo sapiens homeo box D3 (HOXD3), mRNA 


NM 006894 


Homo sarrien<3 flavin containing monooTcvtrenase 3 fRMO 4 ^ mRNA 


NM 004111 


Homo «5anif»n^ flar* ctriir'hrrp-.cnpri'fir enHnnnrlpncp 1 ( KKNl^ mPNA 


NM 001828 


Homo saniens Oharot-T pvHpti rrvstal nrotein fPT f 1 ^ mRNA 


NM 007315 


Homo sapiens sitmal tran^fiiirpr and activator of tran^crintion 1 QlleD fSTAT! i 
mRNA 


NM_005005 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 9 (22kD, 
B22) (NDUFB9), mRNA 


NM 003362 


Homo sapiens uracil-DNA glycosylase (UNG), mRNA 


NM 005221 


Homo sapiens distal-less homeo box 5 (DLX5), mRNA 


NM 000479 


Homo sapiens anti-Mullerian hormone (AMH), mRNA 


NM 005160 


Homo sapiens adrenergic, beta, receptor kinase 2 (ADRBK2), mRNA 


NM 001619 


Homo sapiens adrenergic, beta, receptor kinase 1 (ADRBK1), mRNA 


NM 001611 


Homo sapiens acid phosphatase 5, tartrate resistant (ACP5), mRNA 


NM 003403 


Homo sapiens YY1 transcription factor (YY1), mRNA 


NM 003793 


Homo sapiens cathepsin F (CTSF), mRNA 


NM 001922 


Homo sapiens dopachrome tautomerase (dopachrome delta-isomerase, tyrosine- 
r lated protein 2) (DCT). mRNA 
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INM_UUo41Z 


TTrtrriA eaniane 1 o r»i rl rrl <»-r r»l *X nVmcr\Ti5iff» O-flPvltratl^feraSC 2 flv^AtYhA^Aliarifiic 
xlOmO S3picnS l"acyi^yCcr010~pnU5pila.LC v~tt^yiuaiioAwi.«ow a* ^ijaupjAuoLJiiauuiu 

amM QrvltrflncfM^qp bpfjrt fAGPAT2i mRNA 

al/lU aK/y I LI ai laid daw, L/wiay y^TiAJX .fv !*</) limiiiv 


NM_000810 


Homo sapiens ganima-aniinobutyric acid (GABA) A receptor, alpha 5 
(^adjkaj J, iiii\xn/\. 


NM_000430 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, alpha 

SUDUnil \ t rJJ\xJ) \17 r\l?f\±L LS-J I J f llllSArir\ 


NM 003006 


Homo sapiens selectin P ligand (SELPLG), mRNA 


NM 002634 


Homo sapiens proniuitm (rsio), itikjna 


NM 002410 


Homo sapiens mannosyl (alpha-l,6-)-glycoprotein beta-l,6-N-acetyl- 
^ucosanxmyltfansierase (MuAIjj, mKJNA 


NM_002409 


Homo sapiens mannosyl (beta-l,4-)-glycoprotein beta-l,4-N- 

LjLjijLinimilluji m-trfPamrta. /Xif/"1 A -tV>T}XTA 

acetylglucosammyltransrerase (MUrAij;, misiNA j 


NM_002408 


Homo sapiens mannosyl (alplia-l,6-)-glycoprotein beta-l,2-N- 

a < < - - - . - '-.--I.' - — /*"* A *TPO\ w«DXTA 

acetylglucosaimnyltranslerase (MCjAiz), tiikina 


NM_002406 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotein beta-l,2-N- 
acetylgiucosaimnyitransierase (jyujAx i miviNA 


NM_0()5923 


Homo sapiens rnirogen-acnvaieQ protein Kinase Kinase Kinase j \jyii\rjjh*jj 9 
mKJNA 


NM_U02ZZ!> 


riomo sapiens lsovaieryi ^jj enzy iiic r\. ucnyurugciiaoc ^vL»j, nuuicai gviit; 
encoding mitochondrial protein, mRNA 


NM 001480 


Homo sapiens galanin receptor 1 (GALR1), mRNA 


xtavt aai noo 


riomo sapiens coagulation iacior 11 ^inromDiiij reuepiur ^r^ix/, xiiru.>rv 


NM 000677 


Homo sapiens adenosine A3 receptor (ADORA3), mRNA 


NM 002969 


Homo sapiens mitogen-activatea protcm Kinase iz yvi/vriviz^, iurvj.N/\ 


NM 001526 


Homo sapiens hypocretin (orexin) receptor 2 (HCRTR2), mRNA 


NM_003605 


Homo sapiens O-linkea IN-acetylglucosamme (Cjicjnacj transierase ^uur-rs- 
acelyiglucosamineipoiypepnQe-JN^ceiyigiucosaiiim uansierasej \\jyjxjt, 
mRNA 


NM — 000885 


riomo sapiens mtegnn, aipna h ^anngen v^u** yUy aipna *t sudutui oi v iv/v-t 
receptor ) (i i OA4 mKiN a i 


NM_p03197 


riomo sapiens transenpnon eionganon iacior r> v.oiii^, poiypcpuuc i-ii&.e 

{ 1 CxirS 1 JL#;, mJKJN A 


NM OOoloi 


riomo sapiens neuroiensm v.in xoj, nirviN/\ 


NM_002524 


Homo sapiens neuroblastoma RAS viral (v-ras) oncogene homolog (NRAS), 

•m*DXTA 

mKJNA 


NM 002478 


Homo sapiens myogenic factor 3 (MYOD1), mRNA 


NM 002451 


Homo sapiens metnyltnioauenosine pnospnoryiase ^jylj. at;, mruNA 


NM 002436 


Homo sapiens membrane protein, palmitoylated 1 f55kD) (MPP1), mRNA 


NM 002377 


Homo sapiens MAM oncogene (MAo 1 mruNA 1 


NM_002305 


Homo sapiens lectin, galactoside-binding, soluble, 1 (galectin 1) (LGALS1), 

T>XT A 

mRNA ; 


\TI * AAAOOT 

NM_000887 


Homo sapiens mtegnn, aipna A (antigen ijlu vpijv^, aipna polypeptide^ 

/TrnAY^ mi? xj a 
^IIvjAAJ, mrUNA 


XT\>T AAA/1 1 Q 


riomo sapiens mwgnii, aipna zo ^piaieiex glycoprotein aiu ui nu/xiid uumpicA, 
antigen CD41B) (1TGA2B), mRNA 


NM 002203 


TTatiio <5aniens inteffrin alTjha 2 CCD49B aloha 2 subunit of VLA-2 receDtor) 
(ITGA2), mRNA 


NM 003637 


Homo sapiens integrin, alpha 10 (TTGA10), mRNA 


NM 000843 


Homo sapiens glutamate receptor, metabotropic 6 (GRM6), mRNA 


NM 000838 


Homo sapiens glutamate receptor, metabotropic 1 (GRM1), mRNA 


NM 000835 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2C 
(GR1N2C), mRNA 
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NM_000834 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2B 

//-it) TTVT1"Q'\ -ml? XT A 

\ GKllNzJoJ, ITlKiNA 


NM_000833 


T T I, ■ -■ -. n nn«<anp rr1ii-fomof<3 Tf>f*F*r\tfXr 1 ATI O iTOni C. ^J-TT1 Rtlivl T)-JlSD31*t^tC 2 A. 

jLOHIO Sapiens giurailliiic rcucpiui, luiivjuvpiv/, 1^1 umji^iji. oo^/tuiutv 
/TIT? TXT'} A ^ -ml? "MA 


NM 002084 


Tj__, rt «a*%ione »1iitfltViif*rip nprmr irla^e 3 fnlasrria^ fGPX3^ mRNA 


NM 000805 


TT*«.« nn*t*omc« rvO cft-lfl f"l A I fill? XI A 


NM_J)01940 


.tiOIHO Sapiens GeniBlOIUinal-pailluUluyMdii auuyixy yaixKjyiuik \j v*-' AV * 

mRNA 


NM 001219 


Homo sapiens cajumenin ^lalu j, nuvi>/\ 


NM 007155 


tt»-,» ___ * Q n^11ii/*t<^ci rrl rmrntfM n 3 A ^«iv*TTn recentori f£P3A k mRNA 


NM_007136 


Homo sapiens zinc linger protein ou ypi 1 /) ^>rou;, nixu^n. 


NM 007250 


Homo sapiens Jsjuppei-iiKe iacior o vrkj^roj, uuxi^^ 


NM 007167 




NM 007153 


Homo sapiens zinc finger protein 208 (ZNF208), mRNA 


NM 007152 


Homo sapiens zinc nnger proxem lyj ^isr iyj), uusjMt\ 


NM 007150 


Homo sapiens zinc nnger protein loj uunwui; v*- 1 ^ 10J /j ^^^^^ *• 


NM 007147 


Homo sapiens zinc nnger proiein 1 / j yz^nr 1 1 jj, nuu^n. 


NM 007145 


Homo sapiens zinc finger protein 146 (ZNF146), mRNA 


NM 007127 


Homo sapiens villin 1 (VLLI), mKJNA 


NMJ)07125 


Homo sapiens ubiquitously transcnDea letramcopepxiuc repeat gcuc, j> 
enromosome (uiij, nuviN a 


NM 007124 


Homo sapiens unopnin ^nomoiogous iu uyDixupiiuy \\j ajxi^^, AiiANj>i ' r *- 


NM 007122 


Homo sapiens upstream transcription factor 1 (USF1), mRNA 


NM_007l20 


Homo sapiens VDsf giycosyiiransierase *t iamiiy, puiypcpuuc o ^uui^, 
mRNA 


NM 007106 


Homo sapiens UDiquiun-iiKe j nuviN^v 


NM 007118 


tt__- +*4*\i<k rim Mi /trial ^Amain fPTPPT? tnfpra ntiri q\ fTRIOi mRNA 
Homo sapiens tnpie runcuonai uomain \ r Lrnj: uiiciauixug^ ^Aixxv^^, A,aAvi ^- t v 


NM 007117 


Homo sapiens tnyrotropin-reieasmg normone ^iivel/, uuvi^rv 


NMJ)07218 


Homo sapiens patcneo reiaiea protein iransiocd.icu m rciiai v»<uiwci jxv^o^, 
mRNA 


NM 007233 


Homo sapiens lr53 target gene i ^irD ^iiaij, itikj.na 


NM 007114 


Homo sapiens TATA element modulatory factor 1 (TMF1), mRNA 


NM 007112 


tt _ • .1 -1 3- n f' 1 M TT> C?\ tnDXTA 

Homo sapiens thrombosponain 3 (irix>oj;, mjtviNA 


NM 007111 


Homo sapiens transcription factor Dp-1 (lJt 4 Ul J l), mRNA 


NM 007109 


tt • x_ r,, rt i rtr in /o/^i i \ /T/^T71 Q^ ttVPXTA 

Homo sapiens transcnption tactor iy (c>Ci) (icr mKJNA 


NM_007108 


Homo sapiens transcription elongation iactor r> poiypepuuc ^ v. 101 "-'* 

i • t>\ / r V/^'n'D^i\ wk^DXTA 

elongin B) (TCbB2), mKJNA 


NMJ)07105 


Homo sapiens solute carrier iamuy zz ^organic cation udn&puiici^, urcmuw i 
liKe antisense {oIA^zzalLio), huuna 


NM_007163 


Homo sapiens solute earner iamiiy i** ^urca udxiapuiici^, mcmuw ^uvniM-y, 
mRNA 


NM 007101 


Homo sapiens sarcosine aenyoxogenase ^o/vivuxij, huvln^v. 


-» TTV JT AAT1 

NM 007165 


Homo sapiens splicing iacior 3a, suDunit z, ook-l/ iA"^^^ 


NM 007252 


Homo sapiens iveuna-oenveu r\j\j -<ioind.iii idviur-i ^ivrx i uiru.>i-k 


NM 007273 


Homo sapiens B-cell associated protein (REA), mRNA 


NM 007195 


Homo sapiens polymerase (DNA directed) iota (POLI), mRNA 


NM_007284 


Homo sapiens protein tyrosine kinase 9-like (A6-related protein) (PTK9L), 
mRNA 


NM 007196 


Homo sapiens kallikrein 8 (neuropsin/ovasin) (KLK8), mRNA 


NM 007171 


Homo sapiens protein-O-mannosyltransferase 1 (POMT1), mRNA 


NM_007215 


Homo sapiens polymerase (DNA directed), gamma 2, accessory subunit 
(POLG2), mRNA 
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NM 007254 


Homo sapiens polynucleotide kinase 3'-phosphatas (PNKP), mRNA 


NM 007221 


Homo sapiens polyamine-modulated factor 1 (PMF1), mRNA 


NM 007183 


Homo sapiens plakophilin 3 (PKP3), mRNA 


NM 007169 


Homo sapiens phosphatidylethanolamine N-methyltransferase (PEMT), mRNA 


NM_007229 


Homo sapiens protein kinase C and casein kinase substrate in neurons 2 
(PACSIN2),mRNA 


NM 007190 


Homo sapiens Sec23 -interacting protein pl25 (P125), mRNA 


NM_007160 


Homo sapiens olfactory receptor, family 2, subfamily H, member 3 (OR2H3), 
mRNA 


NM_007256 


Homo sapiens solute carrier family 21 (organic anion transporter), member 9 
(SLC21A9),mRNA 


NM 007172 


Homo sapiens nucleoporin 50kD (NUP50), mRNA 


NM_007103 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 1 (5 IkD) 
(NDUFV1), mRNA 


NM_007181 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 1 
(MAP4K1). mRNA 


NM 007230 


Homo sapiens mannosidase, alpha, class IB, member 1 (MAN1B1), mRNA 


NM_007164 


Homo sapiens mucosal vascular addressin cell adhesion molecule 1 
(MADCAM1), mRNA 


NM 007216 


Homo sapiens alpha integrin binding protein 63 (KIAA1017), mRNA 


NM 007213 


Homo sapiens JM4 protein (JM4), mRNA 


NM 007102 


Homo sapiens guanylate cyclase activator 2B (uroguanylin) (GUCA2B), mRNA 


NM 007227 


Homo sapiens G protein-coupled receptor 45 (GPR45), mRNA 


NM 007275 


Homo sapiens lung cancer candidate (FUS1), mRNA 


NM 007262 


Homo sapiens RNA-binding protein regulatory subunit (DJ-1), mRNA 


NM_007166 


Homo sapiens Clathrin assembly lymphoid-myeloid leukemia gene (CLTH), 
mRNA 


NM 007186 


Homo sapiens centrosomal protein 2 (CEP2), mRNA 


NM 006585 


Homo sapiens chaperonin containing TCP1, subunit 8 (theta) (CCT8), mRNA 


NM 007185 


Homo sapiens trinucleotide repeat containing 4 (TNRC4), mRNA j 


NM_007220 


Homo sapiens carbonic anhydrase VB, mitochondrial (CA5B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_007100 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit e (ATP5I), mRNA 


NM_007231 


Homo sapiens solute carrier family 6 (neurotransmitter transporter), member 14 
(SLC6A14),mRNA 


NM 007203 


Homo sapiens A kinase (PRKA) anchor protein 2 (AKAP2), mRNA 


NM 007202 


Homo sapiens A kinase (PRKA) anchor protein 10 (AKAP10), mRNA 


NM_007168 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 8 
(ABCA8), mRNA 


NM 000506 


Homo sapiens coagulation factor II (thrombin) (F2), mRNA 


NM 004343 


Homo sapiens calreticulin (CALR), mRNA 


NM 006736 


Homo sapiens heat shock protein, neuronal DNAJ-like 1 (HSJ1), mRNA 


NMJ)06553 


Homo sapiens erythroid differentiation and denucleation factor 1 (HFL-EDDG1), 
mRNA 


NM 006984 


Homo sapiens claudin 1 0 (CLDN10), mRNA 


NM_005502 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 1 
(ABCA1), mRNA 


NM 005809 


Homo sapiens peroxiredoxin 2 (PRDX2), mRNA 


NM 006977 


Homo sapiens zinc finger protein 46 (KUP) (ZNF46), mRNA 


NM 006965 


Homo sapiens zinc finger protein 24 (KOX 17) (ZNF24), mRNA 


NM 006963 


Homo sapiens zinc finger protein 22 (KOX 15) (ZNF22), mRNA 
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NM_p06978 


ix„~* n ^irm fintTpr rwrttpiTi 1 81 fRTNG fineer C3HC4 tvnel CZNF183V 

.tXOQlO SaplcDS Zinc XingCl pruicill lOJ ^ivuivj img**!, iyy\*j y^M.-**. & ^•sjy 
mRKTA 




n™ n com'pns lirn-nlakrn 3 <TJPK3^ mRNA 


NM 006952 


Homo sapiens uroplakin IB (UPK1B), mRNA 


NMj 006951 


TTrvtvin ooniiwc TATA riAv KinHiTiff nrAtein f rHPVassociated factor RNA 
nnKrniProcP TT T> 1 00VD rr AF2D1 mRNA 


NM 006950 


Homo sapiens synapsm j. i r\ 1 iiixvi^-rv 


NM 007056 


TT A -, A nawiono c>i mrtrpccnr AT*wViitP flTvriPAt I'IATTIaIaO' 2 fSWAP2^ TTlRNA 

xiomo sapiens suppressor ui wuuc opuvui uuuiuiug ^ v 1 -* y r ^ x i"*^ 1 * 1 


NM 006949 


rr A _. A nn«iotiP r^mtovin Vi-irirliTitv TYrfYtPiri 9 /* STY RP9^ TTlRNA 

Jtlomo sapiens syniaxin Dinumg proicin z. lj\l>i lluvtm-ti. 


NM_006948 


xiomo sapiens srress /u protein viiapciunc, iuiwuouuic aoauwattu, uunj - / 

/CT/^ITV -ml? XT A 

(o 1 CH), mKJN A 


NM 006946 


TTnmrt e<mi»nc er»*»Ml-lT1 "Kpfsi T1 ATI -PTvfh T APVtl C. 9 ^SPTBN2 > ) TTlRM A 

iiomo sapiens spectrin, ucm, nuii-cijru.uuvji.iv v° A «uui^ 


NM 006945 


tt««,a eonionc email T%rn1vnp«rir1i nrntpin 9R fSPRR2Bi mRNA 

xiomo sapiens sixiaii pruiiiic^iivii piuivui £*u ^ua x\jy*« ■ hjaxat* », 


NM 006944 


tj____ r«i«'oiic e**/*™****^ nVinc«rtriTYrntf»fn 0 TSPP2^ mRNA i 

xiomo sapiens secretcti pnubpiiupi u lchi z."rjvr^ j. iiu-v*.^^-* 


"VTA X AA7AfiA 

NM 007009 


Jtlomo sapiens zona peiiuciua uixiuuig piuiciii ^ouo;, nuxi^rv 


NM 006940 


Homo sapiens SRY (sex detenrdning region Y>box 5 (SOX5), mRNA 


NM 007017 


Homo sapiens oxc x vsex ueici liiiiiiiig region i j-uua j\j ^ovaju;, nuxi^^-k 


NM 006943 


Homo sapiens SRY (sex determining region Y)-box 22 (SOX22), mRNA 


NM 007084 


Homo sapiens oJvi (.sex aetermining region i j-doa z-i voua^i;, xiuvi^rv. 


NM 006942 


Homo sapiens SRY (sex determining region Y>box 20 (SOX20), mRNA 


NM 006941 


Homo sapiens oKY ^sex aeierTmnmg region r j-doa iu v^^^xivy, hu^in/x 


NM_006934 


Homo sapiens solute earner iamiiy o ^neuroixajisrni llci ucui&puiLci, giyvm^, 
member y (0LLOA7 j, rriKJN/x 


NM_006933 


Homo sapiens solute carrier family 5 (inositol transporters), member 3 
(oJLCjAJ ), rriKJN A „ 


XT* JT A A /T AO 1 

NMJD06931 


Homo sapiens soiuxe carrier iamiiy 1* ^iacniiaicu. giuvuac uauopuiLGij, iiivixiuvx ^ 

(olAsZAi ) 9 mJKJN A 


NM 006930 


Homo sapiens S-phase kinase-associated protein 1A (pl9A) (SKP1A), mRNA 


NM 006925 . 


Homo sapiens splicing iacior, argmme/senne-ricn d \ori\oj) 9 iiijxi^^x 


NM_006924 


Homo sapiens splicing iactor, argirune/senne-ncn i ^splicing iavior ^, diicru<nc 
splicing lactorj ^orivo i y, rruviN/x 


NM 006917 


Homo sapiens rennoio. a. receptor, garnrna vxwxiv^, nuvi^/x 


NM 006987 


Homo sapiens raopmiin j/v-iiKe ^wixnoux aomoinb j yr^m.jr^j-fj, hum^a 


NM_007055 


Homo sapiens polymerase \jsjr*i\) uu ^i^in/x uitcvlcu/ v. 1 JJfi±; ; v AVL ^^^^j 9 

rviT>\TA 

TJUvJNA 


NM 006915 


Homo sapiens retinitis pigmentosa 2 (X-linked recessive) (RP2), mRNA 


■XT* Jt AAZTA1 A 

NM 006914 


Homo sapiens Jx/xiv-reiaieu orpnan receptor d \j\\jis£>jy iiuvinxv 


XT* Jf AA^AI O 

NM 006913 


Homo sapiens nng nnger protein j ^xsJNr dj, miuNA 


NM 006911 


Homo sapiens relaxin 1 (HI) (RLN1), mRNA 


XT* K A ATA A 1 

NM 007043 


Homo sapiens xiiv-i rev Dmuing proiem z ^xijnjdz;, inra^/x 


XT* 4" AATATJ 

NM 007033 


Homo sapiens similar to o. cerevisiae ivnivi ^jKJiivi i ? iiuvin/x 


XTXJT AA"7A01 

NM_007081 


Homo sapiens jk/vjd, memoer 01 jv/\.o oncogene lomiiy-iiAc ^jvuj^o;, 

mKJNA 


xt»/t A A/TO AC 
JNM UUo9U5 


riomo sapiens pregnancy speciiiv Dcia-i~giyvtipiuicin j. v a 1 /? Ai "- vj -^-* rv 


xt*/T AATA1 /£ 


TjA-mA onnimc nrntpin cimilor ff\ T7 f»n1l vV»Hff JITlH R CaTJSUlatllS TllfR3 rPP35 ) 

xiomo sapiens protein similar to X2>>vuii yimg aiiu jx. vapouiatuo umw v 4, * ^-^j? 
mRNA 


NM 007024 


Homo sapiens PL6 protein (PL6), mRNA 


NM 007030 


Homo sapiens brain-specific protein p25 alpha (p25), mRNA 


NM 006901 


Homo sapiens myosin ESA (MY09A), mRNA 


NM 007075 


Homo sapiens JM5 protein (JM5), mRNA 


NM 007003 


Homo sapiens JM27 protein (JM27), mRNA 


NM 006899 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) beta (IDH3B), mRNA 
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NM_007031 


Homo sapiens neat shock transcription iactor z oincung protein {nor adz), 
mKJNA 


NM 007011 


Homo sapiens putative transmembrane protein (HS1-2), mRNA 


NM 006896 


Homo sapiens nomeo box A / (HUXA / ), mKJNA j 


•X Tl If AA MA A C 

NM 007045 


Homo sapiens rOrKl oncogene partner (rUr j, hikina 


NM 007051 


Homo sapiens Fas (TNFRSF6) associated factor 1 (FAF1), mRNA 


NM 006979 


tt • TTT A t TT • J , _ T^T7 A /TTVT?vl\ T>\T A 

Homo sapiens HLA class II region expressed gene KE4 (HKE4), mRNA 


NM 007015 


tt • * J J 1* T" //'II 1 A iT T\ TJXT A 

Homo sapiens chondromodulm I precursor (CHM-I), mRNA 


NM_006890 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 7 
(CEACAM7), mRNA 


NM 007018 


TT • j _ t j • i /^TT"?T»1X TJXT A 

Homo sapiens centrosomal protein 1 (CEP1), mRNA 


NMJ)06889 


Homo sapiens CD86 antigen (CD28 antigen ligand 2, B7-2 antigen) (CDoo), 
mRNA 


NM 006982 


Homo sapiens cartilage paired-class homeoprotein 1 (CAKI 1), mKiNA 


NM 007058 


-f-r * 1 * i -j A TVX T 1 IX T>\T A 

Homo sapiens calpain 1 1 (CAPN1 1), mRNA 


NM 006888 


Homo sapiens calmodulin 1 (phosphorylase kinase, delta) (CALM1), mKNA 


NM 007047 


Homo sapiens butyrophilin, subfamily 3, member A2 (BTN3A2), mRNA 


NM 007048 


tt i , 1 "1 ' t r "1 O 1_ A i /nrrrkTO A IX - T> "V T A 

Homo sapiens butyrophilin, subfamily 3, member Al (BTN3A1), mRNA 


NM 006992 


Homo sapiens B7 protein (B7), mRNA 


NM 006885 


tt • A m i . • f a T / A fT'l'tyi \ T*l Tl. T A 

Homo sapiens AT-bmdmg transcription factor 1 (ATBF1), mRNA 


NM 007022 


Homo sapiens putative tumor suppressor (101F6), mRNA 


NM 006697 


■tt • • 1 a ■ • , _ • • J /V»TX A X TlXT A 

Homo sapiens cisplatm resistance associated (CRA), mRNA 


NM_006826 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, theta polypeptide (YWHAQ), mRNA 


NMM6761 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 

• ••• ■ ■ «* 1 . • j AimTTT A T^X TlXT A 

activation protem, epsilon polypeptide fx'WHAE), mRNA , 


NM 006784 


Homo sapiens WD repeat domain 3 (WDR3), mRNA 


NM 006846 


tt • * . • i ♦■« • . -rr 1 «_ /flT*TVTTy p ^X TX"VT A 

Homo sapiens serine protease inhibitor, Kazal type, 5 (SPINK5), mRNA 


NM_006830 


tt • • • • t ■ « j , y - ^* Al t*\X V 'a. A"TAAn\ 

Homo sapiens ubiqumol-cytochrome c reductase (6.4kD) subumt (UQCR), 
mRNA 


NMJ)06798 


Homo sapiens UDP glycosyltransferase 2 family, polypepnae Al (UGT2A1), 
mRNA 


NM 006757 


tt a • nPO _l __1 1 I*,, i. a / r T T KTXT r T , 0 X __-T">"KT A 

Homo sapiens troponin T3, skeletal, fast (TNNT3), mRNA 


NM 006827 


TT • j i a £CT "1 ! j * / r T T W M 1 VX 1 X — Tt\T A 

Homo sapiens transmembrane trafficking protem (TMP21), mRNA 


NM 006853 


Homo sapiens kallikrein 1 1 (KLK1 1), mRNA 


NM 006811 


Homo sapiens tumor differentially expressed 1 (TDE1), mRNA 


NM 006756 


Homo sapiens transcnption elongaton factor A (SH), 1 (TCEA1 ), mRNA 


NM_006024 


Homo sapiens Taxi (human T-cell leukemia virus type 1) binding protein 1 
(TAX1BP1), mRNA 


NM 006752 


Homo sapiens surfeit 5 (SURF5), mRNA 


NM_006819 


Homo sapiens stress-induced-phosphoprotein 1 (Hsp70/Hsp90-organizing 

. _ a _ * X /OTmi\ TX'VT A 

protein) (STIP1), mRNA 


NM 006780 


tt * oik hi /cvm A A 0\ n\T A 

Homo sapiens SMA3 (SMA3), mRNA 


NM_006749 


Homo sapiens solute carrier family 20 (phosphate transporter), member 2 

/PT /-vXfX A *XX n\TA 

(SLC20A2), mRNA 


JNM UUO/*f/ 


nomo sapiens si Knat-mcmceo proiixcr auun-ai>aociaicQ gene i v oirx\i^, iiuvln/v 


NM 006873 


Homo sapiens stoned B/TFHA-alpha/beta-like factor (SALF), mRNA 


NM 006788 


Homo sapiens ralA binding protein 1 (RALBP1), mRNA 


NM 006871 


Homo sapiens receptor-interacting serine-threonine kinase 3 (RIPK3), mRNA 


NM_006867 


Homo sapiens RNA-binding protein gene with multiple splicing (RBPMS), 
mRNA 


NM 006743 


Homo sapiens RNA binding motif protein 3 (RBM3), mRNA 
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XTK X A A/CO/CO 


Unmn cnnienQ RAR31 member RAS oncogene family (RAB3 1), mRNA 


XTTV>T AA<C5Q 

NM_UUooJy 


u An ,n cnnipn<5 inner membrane nrotein lmtochondnal (mitofilin) QMMT), 
mRNA 


NM UUOoIZ 


u a «ia cnniens amrilified in osteosarcoma (OS-9), mRNA 


NM 006656 


Homo sapiens sialidase 3 (membrane sialidase) (NEU3), mRNA 


NM 006791 


virvmrx conipnc MDT? F-rplsfpH aene 15 (MRG15V mRNA 
xiomo sapiens ivxv^ivr _ i cidLcu gwuo u ^iyjlkwjx.'./. 


NM 0067 66 


u^T^irk cqtuVtic Tinr fin apr nrotein 220 fZNF220\ mRNA 


NM 006804 


Homo sapiens steroidogenic acute regulatory protein related (MLN64), mRNA 


NM_006770 


tt„ vMnm-Anliarro £*r\tYvr \iritVi r^rVI Is* opn aiis stnicture I M AivC^Oi. 

.tlomo sapiens macropnago reocpiui wiui wunogvuviw ouuwimv/ y t xTx^ru.v^wy J 

mRNA 


NM_006785 


TTn..nn nn «i'/Mtn <mn/%Ae<a noonrtiatp^ IxnTmlioiH ti cqiip Ivmnhntiui trans location ffene 
rloino sapiens mucosa associaicu ijriiipiiuiu. uwut. iy luyuvuMa. ucuwav/voua/aa & vuv 

1 (MALT1), mRNA 


NM 006767 


Homo sapiens leucine -zipper-ijjvc uaiiaciipuuiiai icgmaivi, i ^i^xiviy, AiAAvi ^- r *- 


NM 006840 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and HIM domains), memoer -> ^julxvdjj, iuxuna 


NM_006866 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (with TM 
domain), member 2 (LILKAz^, iukina 


NM_006863 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (with TM 
domain), member 1 (jLllk/yi ), mKJNA 


-V -» A A /"A 

NMJ)06847 


YT . * Im.Iixvm^a i^aiiiTri,rrlj-tVtii1-i-n Ill^P* T^r»f*TYffkT* CI lVlTJlTm IV K I "With 1 1V1 

Homo sapiens leuicocyte lmmunogioDuiin-iiKc recepiur, buuiaiuiijr *-> v WAL11 • LAVA 
and ITIM domains), member 4 (LILRB4), mRNA 


NM_006865 


Homo sapiens leuKocyte immunogio duiui-iikc rcwcpLui, auuianuAjr v, vvAULiv 
TM domain), member 3 (LILRA3), mRNA 


NM_006864 


xiomo sapiens leuKocyxe immunogiouuiin-iiK.c rccrcpiui, awiuAaxuiij ±j v." 1 " 1 xava 
and ITIM domains), member 3 (LELRB3), mRNA 


NM 006738 


Homo sapiens lympnoio oiast crisis oncogene yi^o^), nuu^n 


NM_006762 


Homo sapiens j^ysosomai-associateu muiuopaiuixug iiiciiiuiaj.it; piut&m ^ 
(LAr IJVLj), mKJN A 


NM_006737 


tj__.- ciAMiAno IrJU^r' r*<>11 imTmmncrl ArSi ilin-llVp TPCPntOT three domRlTTS. lOUS 

tlomo sapiens iQiier ecu uinnunugiuuuijjx-iiivc i^v/^piui, uuw uuiiKuiW) o 

mr+A«1ocmif» foil 9 /TfTP^"nT 9^ TTlT^MA 


XTA K AA/£CA1 

InM_UUooU 1 


Ur\mr» conipnc TfnPT ff vq- A^n-Olu-Leui endoolasmic reticulum protein 

t-otf»nfi r*n rprpntAT 1 HCDPT Rl^ mRNA 


NM 006844 


Homo sapiens ilvB (bacterial acetolactate synthase)-like (ILVBL), mRNA 


INM U06o.)o 


tt eomonc T«Tt?ifivp» T1/QT9 TpppntAr ninHinP nrotein riLlRLlLGV mRNA 


NM 006764 


Urtmrt cinipnc irt if*rff*rrvri TfAnfpA HpVplAnmpntal TCPlllator 2 (TFRD2l- HlRNA 

iiomo sapiens uilci icruii rciaicci ucvciupuicutai ivguioiw v^jj. 1111x1,1 


NM 006831 


TJnmn oonionc A'T'P/nTP-KiTi/li'ncr T»mfpin P AR^ nYRNA 


NM 006794 


Homo sapiens vj proicm-voupicu icv/cpiui /•/ xv/ u.ll^±^a x 


NM 006783 


Unm/\ portion c rron iiinnfirkn 'rtrrttpin V>f»tn ^ C A nT1TIPYin *^0l fOJ B6i mRNA 

xiomo sapiens gap juncu 011 protein, ucia 0 ^vjiuiwuii j\>) \\jj±j\jj 9 uuuin. 


NMJD06733 


xiomo sapiens jtoxi pnmary response ^juivtivi, rai^ uuiuuiug i \x uxxx 1^1*/) 

mPTSTA 

mxuNA . 


MM 006731 


Homo sapiens Fukuyama type congenital muscular dystrophy (FCMD), mRNA 


XT\>T AA/CT3A 

MM UUo/iU 


Uattia cartipnc Hpr»YvrriVir»mtr»li»5tcP T«liVp 1 ^T)NASE1L1 1 mRNA. 


NM 004366 


Homo sapiens chloride channel 2 (CLCN2), mRNA 


NM 006725 


XT /..MA cianiAnc f 1 1 o-*^+~t nan ^ f 1^*1 mPN A 


\ti K AA^OAi 

NM 006806 


TjAt«A cnniPiic DTn f OTri1 '1,, mpTt1 U r 0 rRTTT^ 1 TTlRNA 


NM 006763 


Homo sapiens BTG family, member 2 (BTG2), mRNA 


NM_006789 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide- 
like 2 (APOBEC2), mRNA 


NM_006793 


Homo sapiens peroxiredoxin 3 (PRDX3), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 006818 


Homo sapiens ALL 1 -fused gene from chromosome Iq (AF1Q), mRNA 


NM 004289 


Homo sapiens nuclear factor (erythroid-derived 2)-like 3 (N>ii2L3), mRNA 
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NM 006526 


xiomo sapiens zmc ringer proiem zi / vz»i>ir^i 1 ), nuvi^ri. 


NM_006523 


Homo sapiens X-prolyl aminopeptidase (aminopeptidase P)-like (XPNPEPL), 
mKJNA 


NM 006537 


Homo sapiens ubiquitin specific protease 3 (USP3), mRNA 


\t\ r r\(\ JT C £ A 

NM 006564 


xiomo sapiens kj proiem-coupiea receptor ^11 ivio iiyj, iiuxiNrv 


NM_006573 


Homo sapiens tumor necrosis iactor {ugana; superiamuy, memoer i do 
(INror 15b ), mKJNA 


NMJ)0156l 


Homo sapiens tumor necrosis iactor receptor supenamuy, memoer y 
(TNFRSF9), mRNA 


NM 006528 


Homo sapiens tissue iactor patnway innioitor z ^ irrizj, mruN/v 


NM 006520 


Homo sapiens t-compiex-associaiea-iestis-expressea l-ii&e nw^nn. 


NM 006519 


Homo sapiens t-complex-associated-testis-expressed 1-like 1 (TCTEL1), mRNA 


NMJ)06602 


Homo sapiens transcription tactor-iiKe d ^oasic neiix-ioop-ne iix) \L\^ri^jj 9 

-T>\T A 

mRNA 


NM 006593 


Homo sapiens i-oox, Drain, 1 ii.dki miviNA 


NM_006679 


Homo sapiens putative opioid receptor, neuromeain js. ^neuroKinin dj icucpiui 
like (^1 AUJKLK mKTNA 


NM 006682 


Homo sapiens lionnogen-iiKe z {rui^zj, mruNA 


NM 006558 


Homo sapiens Sam68-like phosphotyrosine protein, T-STAR (T-STAR), mRNA 


NM 006603 


Homo sapiens stromal antigen z i aozj, mjtsJNA 


NM 006717 


Homo sapiens spmaun (orliN j, mKJNA 


NM 006542 


riomo sapiens o-pnase response ^cycun-reiaiea^ vorri/viv;, iiira>^\ 


NM_006654 


Homo sapiens sue 1 -associated neurotrophic factor target (FGFR signalling 
adaptor) (>JN l - 1 mKJNA 


NM 006622 


Homo sapiens serum-inducible kinase (SNK), mRNA 


NM 006696 


Homo sapiens thyroid hormone receptor coacuvaung protein ^oiviAr j, itikjna 


NM_006516 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member l 

/c*t A 1\ — T)XT A 

(SLC2A1), mRNA 


NM_006632 


Homo sapiens solute carrier family 17 (sodium phosphate), member 3 

/ni nnx o\ .ti\t a 

(SLC17A3), mRNA 


NM_006517 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 2 (putative transporter ; (oL,*^ l oaz j , mKJNA 


NM_006598 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
7 (SLC12A7), mRNA 


NM_006515 


Homo sapiens SET domain and mariner transposase fusion gene (SETMAR), 
mRNA 


NM_006664 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 27 
(SCYA27), mRNA 


NM_006514 


Homo sapiens sodium channel, voltage-gated, type X, alpha polypeptide 

/O/txTT f\ A \ . .n\T A 

(SCN10A), mRNA 


NM_006559 


Homo sapiens GAP-associated tyrosine phosphoprotein p62 (Sam68) (SAM68), 

Ti\T A 

mRNA 


NM_0065 1 1 


Homo sapiens regulatory solute earner protem, iamiiy 1, memoer i ikociai;, 

T| XT A 

mRNA 


NM_006583 


Homo sapiens retinal pigment epitneiium-uenvea rnocopsm nomoiog ytsjsxi), 
mRNA 


NM 006604 


Homo sapiens ret finger protein-like 3 (RFPL3), mRNA 




Hnmrk QftnipnQ ret frntrer nroteiTi-like 2 fRFPL2^ mRNA 


NM 006505 


Homo sapiens poliovirus receptor (PVR), mRNA 


NM 006504 


Homo sapiens protein tyrosine phosphatase, receptor type, E (PTPRE), mRNA 


NM 006503 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 4 
(PSMC4),mRNA 
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KTM" 00*^ R7 


TTrvmn aniens corin fPRSO mRNA 


NM 006556 


Homo sapiens phosphomevalonate kinase (PMVK), mRNA 


XJA/f AAAAAR 
JNM UUOOUo 


Wnmn Qflnien*? nutative homeodomain transcriDtion factor (PHTF1), mRNA 


XTA/f AA<££1 
JNM UUOOOI 


Wnmn QaniPTiQ nh a ^hodi esterase 10A fPDE10A\ mRNA 


JNIVL UVJOO/'t 


HVvmn cfinipnQ MWP piooc T reoion ORF fP5-l\ mRNA 

AxUIlxO OdpidlD 1VXXXV>> 1/ldOd X xbglAJU viu \x «✓ /> *■ 


NM_006637 


Homo sapiens olfactory receptor, family 5, subfamily I, member 1 (OR5I1), 

rrVRNA 


NM_006649 


Homo sapiens serologically defined colon cancer antigen 16 (SDCCAG16), 

•m"P"NFA 




T-Trvmrk conipnc niiptponnnn RRVD fNTTP88^ mRNA 
XxUIIlU bdpiCIlo xllifcvldjpui m ooftjj ixixvl^xx. 


xta/T aa^7A9 


TTrwnr* carvipnc npurrvnflfhv taropt esterase fNTE^ mRNA 

nUIIlU oopiwils UGlxlupciuiijr uugbi woiwiaov v. 1, *^J) * iUV41 * 1, 


xNm_uuoo:/j 


Ti/\w/\ carkif»nc rlpavnop and nnlvadpnvlation snecific factor 4 30kD subumt 
iTPW^ mRNA 

V^-t OJ7*ry, lllX\-L>xx 


NM 006669 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 

«>r»r1 TTTN/f Hnmain^ membpT 1 flTLRBl^ mRNA 

OUU lxxlVl IxUllldlllO Jy lllwlilUwl 1 ^JuiJuiw i / j xxxxvx^x^. 


JNM UUOjjj 


Vfr\mr\ canipnc mplanrvma inhihitorv activitv fMIAi mRNA 


NM 006500 


Homo sapiens melanoma adhesion molecule (MCAM), mRNA 


KTAvT AA/C/C1A 
JNiVl UUOOlU 


IlAfM/v conipnc mgrman.KinHino Iprtin QPTItlP r*rntPfl<?P ^ fMASP2^ mRNA 
JflOiTIO SaUlCllo Ilialllliul UliiUXLlg Ids 1111 owl ill w \JL \J t"*ai> ^itltljjl 


XTA/f AA££QQ 

jnm uuooyy 


xromo sapiens mannooiuiibc, aipiut, uiaoo i^v ? mciui/ci ^ivj-rij."MixT-4.yj iiixxi^r^. 


\TA/f AA/^AQS 


TJrttnrt carnfnc 1*»r»Hn onlnptriQ'iHp-.ViiTiHi'nty ^oluhle 2 f{?alectin 2 i fLGAIjS2\ 

XX U JUL ID odUlCIls ICl/llily gaiavLiJaiLiC"*iJiiiwiiiigj ouiuuiv, ^ \3 / \ A - yVJJ *-»-'»-' 


JNM UU0.J 4 *-/ 


TTrvmn «5»nipnQ TfrF-TT mRNA-hindiTiff nrotein 3 fKOCl j mRNA 

XlUIilU o<ipiwllO AVJ JL H, LlUVL^Ixk. I/liming ^iwwux — ' yiw ' y j i***^ '* k 


xnwr aa^£i i 

JNM UUOOl 1 


y nrnn cnm'pnQ Villpr rpll Iprtin-liVe recentor subfamilv A^ member 1 fKLRAl\ 
mRNA 

llllVLNz*. , , 


NM 006546 


Homo sapiens IGF-II mRNA-binding protein 1 (1MP-1), mRNA 


JNM UUOOOD 




XTA/T AA/01Q7 


Wntnn canipriQ VivriPTmpthvlatpd in cancer 1 ^HICl i mRNA 

XlOlllv/ odpidlo Ujfp&llllvLllJr lAL&u in woiiwwi x y^x i>.< > x i^uuixx 


JNM UU*K)0/ 


TTn-mn canipnQ fiprt domain and "RT D 2 fflTERC2^ mRNA 

XxOlIlO ocipidlo ilCW^l WlUoUJ <uivi xNJUx-' xy ^xxx-<xv\^x< y $ IIXXXX^^X. 


NM 006527 


Homo sapiens Hairpin binding protein, histone (HBP), mRNA 


JNM OvooDo 


xiomo sapiens vj-ouubudic ^vjoxjo iiixVLNrv 


JNM — UUDnyo 


XJr\rv»rt canionc mioTiiT^f* miplpnh'Hp l^iTidincr trmtpin (Ct nrntpin 1 alnna inniTjitinff 

XXOIHO odpiCllo K ildl 1111 C UUwlCOLlUC UUIUUlg pivl&lll ^VJ ^fl\J%\flXLjy ai^iLia. uiuiuikiiig 

Qpfivifv nft1 vnpntidp 3 ffrNATl i mRNA 

dUUVlLjr pUl Jf pep LlVXW J ^VJl^/MJ ^, lllXVL^XTL 


XTA/f AA£^9Q 
JNM \j\JK)Dz.y 


PTnmA ca-niptiQ ol vpinp rpppntnr alnHa ^ rrrT..RA3^ mRNA 
XiUIIlO o dpi Clio gljrwlxic i&vwpLUi, oipiio. u yvjxvxxxx«/y, ixxxvx^xx. 


uajt oo^io 

1N1V1 U U O J J U 


TTnmn Qnnipnc (rlinma-amnlifipd ^eaiience-41 fGAS4lV mRNA 

11VJ11 IvJ odpidlo gllvJllia CUxipilllwu owijuwiwv ri ^vjxxxj-rxy, uu\iiiki 


JNM_U \)OD O I 


Wrvmn cnmVnc fiipriQvlfran<;fpra^ Q ralnha Tl 3^ tllCOSVltrariSterase) (KIJT9V 
XxUIllO odpidlo XUAAJoyiUalloxwicio^ ✓ ycLi^fiia luwojr iu cuwivi a«»*^ yx *-/ 

mRNA 


"NM 006700 


Horn a ^aniens FT.N29 eene nroduct fFLN29^ mRNA 


MM" 0066R4 


TTomA sanien^ comnlement factor H-related 4 (PHR-4^ mRNA 


"MM 0041 1 3 

iNlYl UU*tl l-> 


Homo saoiens fibroblast erowth factor 12B rFGF12B), mRNA 


NM 006495 


Homo sapiens ecotropic viral integration site 2B (EVI2B), mRNA 


INIVI OUOJJ^ 


TTomo ^anipnQ FT T apnp C\ 1 -1 9 Iv^ine-rich leukemia cene^ fELL\ mRNA 


JNM UUOjOO 


WnmA canipnc a H Vi <=» ci r»-n tj-I'vf'Anrritpin fDNAlM-»1 l ml^N^A 
xiUxllO odpiCllO dUUColUU gl jr UOpi U IC111 ^Xxi.^*xxYJ."*xyj lixxvx^xx 


XTA/f AA^fi^Q 
JNM OVOOJ7 


U/xmn earamc ovGt#»inv1 IpiiVntripnp rpr PntOT 1 ( OYST XI ^ mRNA 
XiOiiio odpiciio oyoLcmyi icuiluuiciic lcucpiui i ^vi 01*1 xjj iiixxi^x^ 


MTV/T OA£5K£ 
JNM vvojoo 


TTnmn canipnc frimiplpntidp rpnpat rontaininp" 5 ^TNRC!5^ mRNA 

XxUlllU OdpiCllo Li IIIUV^ICU L1U.C icpudl V/Ulli**xxxxxig -» ^ llll\w J f xxxxxx^xx, 


JNM UUOjoj 


Wnmrk cnnipnc PT^r'TP-Ktrirlinty fartor ^Tinc fintrpr nrntein^ ^ (TTCF1 mRNA 
XxUillO odpiCIlo LV^v> x \_/ UlllUlllg idUUJl ^*«iii^ xxiigei piULsaiA/ ^v^xv^x ^, xxax>j.^x~x 


NM_006574 


Homo sapiens chondroitin sulfate proteoglycan 5 (neuroglycan C) (CSPG5), 
mRNA 


NM 006688 


Homo sapiens Clq-related factor (CRF), mRNA 


NM 006493 


Homo sapiens ceroid-lipofuscinosis, neuronal 5 (CLN5), mRNA 


NM 001750 


Homo sapiens calpastatin (CAST), mRNA 


NM 006624 


Homo sapiens adenovirus 5 El A binding protein (BS69), mRNA 


NM 006698 


Homo sapiens bladder cancer associated protein (BLCAP), mRNA 
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NM 006716 


Homo sapiens activator of S phas kinase (ASK), mRNA 


NM 006534 


TJjtwm cQnipnc mirlf^ar rf*rf*ntr>r cnactivator 3 (NCOA3 )» mRNA 


NM 0066 /U 


UrvmA oa-mens 5T4 oncofetal tronhoblast elvconrotein f5T4). mRNA 


NM_002069 


tj«v«/> cionipnc mianfnp nimlpAtiHp AinHiTip nrotein (G nrotein). aloha inhibiting 


XTTi>f AA1 1 /CC 

NM 001165 


TTAmn conipnc iSarnlnviral TAP rpneat^ontoinine 3 (B1RC3). mRNA 


XT> X AAAQOI 

NM_000391 


iisvm/> eoniATic rprniH.. linATiispinosis neuronal 2 late infantile (Tanskv- 
n ^1 c r h awcVv A\ sease'l ( CI N2^ mRNA 


NM U0544U 


TJattia c!»t»iptiq OTP-hindinp nrotein Rho7 (TIH07). mRNA 


NM 110 J 340 


WomA caniens neat shock 70kD nrotein IB (HSPA1B), mRNA 


NM UUD34J 


WntnA canipTiQ neat shock 70kD nrotein 1A fHSPAl A), mRNA 


NM UU3D4J 


TTrtmn cnr*ienQ TT4 histone familv member J fH4FJ\ mRNA 


NM 003543 


Homo sapiens H4 histone family, member H (H4FH), mRNA 


XTK t AAOCvIO 

NM 003542 


Jtiomo sapiens xi*r nisione ianuiy, mciuuei vj v. 1 -- 1 "- 1 - iixivi^*-* 


NM 003540 


riomo sapiens xi4 nisione laxniiy, mcniuci v AX ^ i - v/j llLLVX ^' r ** 


NM 003539 


riomo sapiens ii*f ni stone ianuiy, lxieinuti d \xa*ta ±jj> mru. -*<*-x 


NM 003538 


Homo sapiens H4 histone family, member A (H4FA), mRNA 


NM 005323 


iinm/N cnMMic xji Viierf/%rtP> familv mpmhpT X ^testi s-j?necific ) fH 1 FT1 . mRNA 
rlomo sapiens Jell nisione ianmy, mcniuci i ^icauo o^ca/hia// uuM^n. 


NM_003752 


riomo sapiens eiiKaryoiic uaiiaiauuii uiiLiauuii xa^iui j, ou.i/uixav ^ \* iv»i/; 

rPTPIQR^ mP>J A 


NM 004929 


TTAtnA cQniPnc fnlhfnHin 1 ^XkDl TCALB1V HlRNA 


NM 006122 


U7vmn coniAti c TnaTinAciHacp alnha da« 2A member 2 fMAN2A2\ mRNA 

riomo Sapiens IUtlllllUMUciowj aiyiuXf viooa AAj ixxv/j-Liu/^i. ^Aiit ■-**/> » 


XTTV /T AA*C^A1 

NMJ0063U1 


TT-_, n conionc TnitAfT*>n-5irHvQtpH nrotpfn kinase kinase kinase 12 fMAP3K12), 

jflOmO Sapiens IIll LU^CIl dv lira IC vx piuicm aiuoow Piwwv jvxxau^w v /' 
tnT?MA 


NM 006299 


Homo sapiens zinc finger protein 193 (ZNF193), mRNA 


XTX K AAfOAO 

NM 006298 


riomo sapiens zinc linger protein i^z. iy^) 9 iinxi^rv 


NM 006385 


Unm/\ ponittme fMM/t fitl (TPT nTAfplTI 71 1 ( '/ N 1^7 1 1 1 TtlKNA 


XTTV/T AA/OA/T 

NM 006296 


Urtmrt oorvtofic T70/*/Mn-tO r^lntpH klTISICP 7 1 TTlRNA 

riomo sapiens vaccmia rciaicu juiiaaw v ▼ xxj^tfy, ixixxx^x^ 


NM 006295 


Homo sapiens valyl-tRNA synthetase 2 (VARS2), mRNA 


X Tk t I\f\£. A A~l 

NM 006447 


riomo sapiens UDlQUlun specmc proiedbc 10 \uor iu;, iiiixa.^rk. 


NM_006294 


Homo sapiens ubiquinol-cytochrome c reductase binding protein (UQCRB), 
mKJNA . 


XT\ K AAlCIAI 

NM 006293 


Unwir» rnm'otip TVT? C\X rM*A+#*in twncmp IrinflSP fT YRO^^ mRNA 

riomo sapiens i iivUj proiein lyrviaiuc m i i x x\.\-»jy, uumia 


NM 006311 


Homo sapiens nuclear receptor co-repressor 1 (NCOR1), mRNA 


NM_006291 


Homo sapiens uimor necrosis iacior, aipna-mauceupiuicm ^ \n>rnir 
mRNA 


NM_006290 


Homo sapiens tumor necrosis iacxor, aipna-mauceu pruicm j ^xixrrvxt 
mRNA 


NM 006288 


Homo sapiens iny-i cell sunace anngen uni ij, niivi>/^ 


NM_006286 


Homo sapiens transcription factor Dp-2 (E2F dimerization partner 2) (i JeDP2), 
mRNA 


NM_006284 

t 


tt___ _ nonjoMo tata Vtsw V»tn/l-tn«Y T%rA+**iri rTHP^associated factor RNA 
Homo sapiens iaia dox Dinning proiein ^ixjir^-aoaw/itticu xauiui, xxi^i-k 

polymerase H, H, 30kD (TAF2H), mRNA 


NM_006342 


TT - — — — ^ A _ n 4-i-n n n IV Tn n nr*'<r4'1/« r»/\ilo/4_/» All /*ATTtSI1Timff nTOtftln f'I'AC *C " ^ 1 

Homo sapiens transiorming, acinic coueo-con coiiiauxuig piui^m j v J> - r *- v ^ v ^ J /» 

.-.-.T>>iT A 

mKJNA 


NM 006283 


Homo sapiens ti^sforrning, acidic coiled-coil containing protein 1 (TACC1), 
mRNA 


NM 006282 


Homo sapiens serine/threonine kinase 4 (STK4), mRNA 


NM_006280 


Homo sapiens signal sequence receptor, delta (translocon-associated protein 
delta) (SSR4), mRNA 


NM 006307 


Homo sapiens suslii-repeat-conteining protein, X chromosome (SRPX), mRNA 


NM 006415 


Homo sapiens serine palmitoyltransferase, long chain base subunit 1 (SPTLC1), 
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mJKJNA . . . 


NM 006450 


Homo sapiens splicing factor (45kD) (SPF45), mRNA 


NM 006422 


Homo sapiens A kinase (PRKA) anchor protein 3 (AKAP3), mRNA 


NMJ)06446 


Homo sapiens somte carrier iaroiiy ^1 ^org«inio <miun u output k&tj, ui&muu u 
(SLC21A6), mRNA 


NM_006278 


Homo sapiens siaiyitransierase 4u ^oeta-gaiacix>&ia<i6c aipna z,,*? 
sialytransferase) (SIAT4C), mRNA 


NM_006378 


Homo sapiens sema domain, immunoglobulin aomam uaiibincuiui <m^ 

domam ana snore cyiopiasmic aomam, ^semdpiiui mj *+u 

mRNA 


NM_006379 


Homo sapiens sema coin am, lxninunogiouuiiii uuniam v*&/j auui i uaaiv uumam, 


NM_006274 


tt ponionc email ttiHnr»iK1<» rvtnlrin p «niHfami1v A f Cvs-Cvs^ member 19 

XxOlIlO SapieilS SH1«U 1I1U.ua/XI/1C wyLU&XIXw oU-L*J.u.HiHjr .fx o v-'j , uiviuwi 

vpt^ 1 /vi y J, mivtN/v 


NM 006453 


Homo sapiens transducin (beta>like 3 ( 1BL3), mRNA 


NM 006270 


Tj««,A Aonionc -rolotoH T) AC viral fr-racl rvnrfiOPTie hfvmolof? fRRASl. mRNA 

rlomo sapiens reiaxea xvrvo virai v.* xas>^ uuuugcuo nuuiuiug ^uuw;, uuvxi^ ». 


NM 006269 


TT tf.o-r.-i fofi-nitic niommtACi) 1 ( JintnQnmal flomiTiant^ fRPlV ITlRNA 

xiomo sapiens retinitis pi gxxxciiiooa. x ^cxuLuouuuai wjiiinkaiivj v. xxx A y» 1*1*^0.-*^*. 


NM 006355 


Homo sapiens ring finger protein 15 (RNF15), mRNA 


NM 006315 


Homo sapiens ring linger protein j \x\j.vr j;, hum^a 


NM 006394 


Homo sapiens regulated in glioma (RIG), mRNA 


■v T"fc K f\f\ /"I 

NMJ)06263 


rlomo sapiens proteasome ^prosome, iixacropaiii^ dwuvaiux auuuiui ± ■ r *- £ * u 
alpha j (r^Mii i iiuun/v 


NM 006262 


Homo sapiens penpnenn vrKrxi j, uiisjna 


NM_00626l 


Homo sapiens propnet oi r ill, pairea-iiKe nomeuuijiiiaixx u <uiowi i»vivi 
(PROPl), mRNA 


NM_006260 


j^omo sapiens protein~icinase, micrxeron-iiiuuuxuxc uuuuic auauutu x>a^m 
dependent inhibitor (PRKRI), mRNA 


NM 006259 


xlomo sapiens protem Kinase, c vjivjx - ucpcuucxi l, iypc ax \t rvjwjz.^, iiuvx^rx 


NM 006257 


Homo sapiens protein kinase C, theta (PRKCO), mRNA 


NM 006255 


rlomo sapiens protem Kinase ^, eta ^riuvv^rij, nuu>A 


NMJ)06253 


Homo sapiens protein kinase, AiVLr-acuvatea, oeta 1 non-caiaiyuo auounii 
(PRKABl), mRNA 


NM_006252 


Homo sapiens protem Kinase, iVJVLr-activatea, aipna z cataiyuo buuuxxxi 
(PRKAA2), mRNA 


NM_00625l 


Homo sapiens protem Kinase, /viVLr-acuvatea, aipna i cataiyuw buouxxix 
(PRKAAl), mRNA 


NM 006247 


rlomo sapiens protein pnospnaxase 3, catalytic sudutui \jrrrj\^j 9 uu\x^/x 


NM_006246 


Homo sapiens protein phosphatase 2 r regulatory subunit B (B56), epsilon 
lsotorm (^rrrzlOri), mruNA 


NM_006245 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), delta isoform 
(Frr2R5D), mRNA 


NM_006244 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), beta isoform 
(PFP2R3B), mRNA 


NM_006243 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), alpha isoform 

/TJDDOD C A \ .. ,T> XT A 

(Frr2R5A), mRNA 


NM 006241 


TTnmn <?anipriQ TYrntpin nhosnhatase 1 resulatorv ( inhibitor) subunit 2 (PPP1R2), 
mRNA 


NM_006240 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 1 (PPEF1), 
mRNA 


NM_006238 


Homo sapiens peroxisome proliferative activated receptor, delta (PPARD), 
mRNA 


NM 006237 


Homo sapiens POU domain, class 4, transcription factor 1 (POU4F1), mRNA 
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NM 006236 


U/wwA oam'anc POTT Hrvmarn rlncQ ^ tmnQCTintlOTI factor 3 fPOU3F3\ mRNA 

rlOIXlO SttpiCllS rUU UUlIlalli) V/lOoo J f UOilovAipuA/JJ. aswia/a »* \a v^w^fa. uuvi. li i. 


NM 006235 


Uni¥>rt cQ^pnc POTT HnTtiaiti <*1ncc 9 fl^neiatinf? factor 1 (P0U2AF1Y mRNA 


NM 006231 


TT-.wirt pnniAnc nnlxrmprocp /TYWA HirPOtpH^ PTlQlloTl l POLE) mRNA 

Homo Sapiens polymerase vialna. airevicuj, cp&uuu vtdj i> uuum 


NM_006358 


liomo Sapiens soruie vomer lainiiy i*j ^ixuiruviiuuiuiiaa uaiiiw, ^wauawwuiw 
membrane protein, 34kD), member 17 (SLC25A17), mRNA 


MM 006227 


TT-n.iT.ij-L n-ri-I O v*X\ r\crr\\ r>\k-r\\ i\ f"rd"n cfi»T* TVTT\tP1T"l I Pi IM) TYlKNA 

Jtlomo sapiens pnospnonpia iraiisier proieta ^rbirj, uuu^n. 


NM 006226 


Homo sapiens phospholipase C, epsilon (PLCE), mRNA 


NM 006225 


Homo sapiens phospnolipase aeita l {ru^ui), nuuN/v 


NM 006224 


Homo sapiens phosphotidylinositol transfer protein (PllTN), mRNA 


NM 006479 


TT * T* A T\f t * 1 n -f I ■ n ■* * — /"DTD C 1 \ ■r*-»D"NTA 

Homo sapiens RAD51 -interacting protem (rJiO l) 9 mxiNA 


NMJ)06223 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting, 4 
(parvulin) (PIN4), mRNA 


NMJ)06222 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase; JNiMA-interacnng i- 
like (PIN1L), mRNA 


NMJ)06221 


Homo sapiens protem (peptiayl-prolyl cis/trans isomerase; jNiMA-inieracnng i 
(PIN1), mRNA 


NM_006218 


Homo sapiens phosphomositiae-3-lanase, catalytic, alpna poiypepnae 
(PIK3CA), mRNA 


NM 006213 


Homo sapiens phosphorylase kinase, gamma 1 (muscle) (PHKG1), mRNA 


NM_006305 


TT _ • J « 1 T_I 1 A nlnnn TT n«nn/1info/1 T\T)"/ , \'t'<»1T^ I /PH API 1 

Homo sapiens putative human HLA class 11 associaieu protein i \rnj\ri), 
mRNA 


NM_006212 


Homo sapiens 6-pnospnonucto-z-Kmase/iructose-z,o-Dipnospnaiase z 
(PFKFB2), mRNA 


NM 006211 


Homo sapiens proenkepnalin (FENK), mRNA 


NMJ)06209 


Homo sapiens ectonucleotide pyropnospnatase/pnospnoaiesterase z ^auToiaxinj 
(ENPP2), mRNA 


NM_006205 


Homo sapiens phosphodiesterase orl, cuJVLr-specinc, cone, gamma 
mRNA 


NM_006204 


Homo sapiens phosphodiesterase ou, cu^ivir-speciiic, cone, aipna prime 
{rurLoy^)^ mKJNA . _ 


NM 006198 


Homo sapiens Purkinje cell protein 4 (PCP4), mRNA 


NM 006197 


Homo sapiens pencentnoiar material i ^r^jvii j, nuviN/v 


NM 006195 


Homo sapiens pre-o-cell leulcemia transenpuon iacior j ^ru-iVjj, itjiuna 


NM 006193 


Homo sapiens paired box gene 4 (PAX4), mRNA 


\t> g AA/1 C\ 1 

NM 006191 


Homo sapiens pronieration-associatea zij^-, jojcu ^rAzo^j, nuviN/v 


VTIl K AA^I OA 

NM 006189 


Homo sapiens oiiactory marKer protem vUiVLrv, mjxiN/v 


NM_006186 


Homo sapiens nuclear receptor suDianuiy ** , group a, memoer ^ \nzsj*M.j 9 

tviPXTA 

rnKiNA 


NM UUoloj 


nomo sapiens nuciear mi tone appai aiuo pruicui i wivi-rLi ^, uuu^n 


NM 006184 


Homo sapiens nucieoDmain 1 vinuojsij, mru>iA 


JNM UUoloz 


TJ/^mri cartipnc Hi c/»rkiHin Hn-msii'n -rf*r(*r\tr\r TflTTlllv TTieTTlTier 2 rDDR2 1 TTlRNA 

nomo sapiens oiscoiain uurnain lcucpiui laxLiny f ui&iixu^i \±s±s*.\^j, uuum 


NM 006180 


Homo sapiens neuroTropnic ryrosme Kinase, rcccpiui , iy pc ^in i j\t%^.j 9 nixvi^-r^ 


NM 006372 


Homo sapiens NSl-associated protein 1 (NSAP1), mRNA 


NM 006177 


Homo sapiens neural retina leucine zipper (NRL), mRNA 


^ AAZ 1 1 n/ 

NM 006176 


Homo sapiens neurogramn (protem Kinase ^ suosuaxe, ss^^) jinivvjinj, iruviN/^ 


\fM 006174 

iNlVJL uUUl /t 


Homo saniens neuronentide Y receotor Y5 (NPY5R), mRNA 


NM 006170 


Homo sapiens nucleolar protein 1 (120kD) (NOLI), mRNA 


NM 006169 


Homo sapiens mcotinamide N-methyltransferase (NNMT), mRNA 


NM_006165 


Homo sapiens nuclear factor related to kappa B binding protein (NFRKB), 
mRNA 


NM 006164 


Homo sapiens nuclear factor (erythroid-derived 2>like 2 (NFE2L2), mRNA 


NM 006163 


Homo sapiens nucl ar factor (erythroid-derived 2), 45kD (NFE2), mRNA 
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NM 006160 


Homo sapiens neurogenic differentiation 2 (NliUKODz), mRNA 


NM 006158 


Homo sapiens neurofilament, light polypeptide (68kD) (NEFL), mRNA 


NM 006393 


Homo sapiens nebulette (NEBL), mRNA 


NM 006316 


Homo sapiens DNA-binding transcriptional activator (NCYM), mRNA 


NM 006153 I 


Homo sapiens NCK adaptor protein 1 (NCK1), mRNA 


NM_006424 


Homo sapiens solute carrier family 34 (sodium phosphate), member 2 
fSLC34A2),mRNA 


NM 006317 


Homo sapiens brain acid-soluble protein 1 (BASP1), mRNA 


NM 006343 


Homo sapiens c-mer proto-oncogene tyrosine kinase (MKKTK), mRNA 


NM_006457 


Homo sapiens LIM protein (similar to rat protein kinase C-binding enigma) 
(LIM), mRNA 


NM 006148 


Homo sapiens LIM and SH3 protein 1 (LASP1), mRNA 


NM_006383 


Homo sapiens DNA-dependent protein kinase catalytic subunit-interacting 
protein 2 (KJP2), mRNA 


NM_006459 


Homo sapiens similar to Caenorhabditis elegans protein C42C1.9 (KE04), 
mRNA 


NM 006147 


Homo sapiens interferon regulatory factor 6 (1RF6), mRNA 


NM 006332 


Homo sapiens interferon, gamma-inducible protem 30 (Ib'liU), mKJNA 


NM 006337 


Homo sapiens microspherule protein 1 (MCRS1), mRNA 


NM 006308 


Homo sapiens heat shock 27kD protein 3 (HSPB3), mRNA 


NM_006403 


Homo sapiens enhancer of filamentation 1 (cas-like docking; Crk-associated 
substrate related) (HEF1), mRNA 


NM 006143 


Homo sapiens G protein-coupled receptor 19 (GPR19), mRNA 


NM 006302 


Homo sapiens glucosidase I (GCS1), mRNA 


NM 006478 


Homo sapiens GAS2-related on chromosome 22 (GAR22), mKJNA 


NM_006338 


Homo sapiens glioma amplified on chromosome 1 protein (leucine-rich) 
(GAC1), mRNA 


NM 006360 


Homo sapiens dendritic cell protem (GA1 7), mRNA 


NM 006329 


Homo sapiens fibulm 5 (FBLN5), mRNA 


NM 006404 


Homo sapiens protein C receptor, endothelial (EPCR) (PROCR), mRNA 


NM 006304 


Homo sapiens Deleted in split-hand/split-foot 1 region (DSS1), mRNA 


NM 001355 


Homo sapiens D-dopachrome tautomerase (DDT), mRNA 


NM 006139 


Homo sapiens CD28 antigen (Tp44) (CD28), mRNA 


NM 006371 


Homo sapiens cartilage associated protem (CRTAP), mRNA 


NM_006136 


Homo sapiens capping protein (actin filament) muscle Z-line, alpha 2 
(CAPZA2),mRNA 


NM 006448 


Homo sapiens trinucleotide repeat containing 1 (TNRC1 ), mRNA 


NM 006333 


Homo sapiens nuclear DNA-binding protein (C1D), mRNA 


NM_006419 


Homo sapiens small inducible cytokine B subfamily (Cys-X-Cys motif), member 
13 (B-cell chemoattractant) (SCYB13), mRNA 


NM 005453 


Homo sapiens zinc finger protein 297 (ZNF297), mRNA 


NM 006324 


Homo sapiens craniofacial development protein 1 (CFDP1), mRNA 


NM 006375 


Homo sapiens cytosolic ovarian carcinoma antigen 1 (COVA1), mRNA 


NM 004466 


Homo sapiens glypican 5 (GPC5), mRNA 


NM 004484 


Homo sapiens glypican 3 (GPC3), mRNA 


NM_002856 


Homo sapiens poliovirus receptor-related 2 (herpesvirus entry mediator B) 
(PVRL2), mRNA 


NM_001420 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 3 (Hu 
antigen C) (ELAVL3), mRNA 


NM 001634 


Homo sapiens S-adenosylmethionine decarboxylase 1 (AMD1), mRNA 


NM 000483 


Homo sapiens apolipoprotein C-II (APOC2), mRNA 


NM 001645 


Homo sapiens apolipoprotein C-I (APOC1), mRNA 
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NM 000482 


Homo sapiens apolipoprotein A-IV (AP0A4), mRNA 


NM 005953 


Homo sapiens metallothionein 2A (MT2A), mRNA 


NM 005954 


Homo saniens metallothionein 3 ^ffrowth inhibitorv factor fneixrotronhicYl 
(MT3), mRNA 


NM 006007 


Homo saniens 9nnc finder nrotein 216 f7NF21n"i mRNA 


NM 006006 

illTl WWW 


Homo saniens 7inc finoer nrotein 145 fiCrunnel-lilce exnressed in nrornvelnrvtie 
leukemia) (ZNF145), mRNA 


NM_006004 


Homo sapiens ubiquinol-cytochrome c reductase hinge protein (UQCRH), 
mRNA 


NM 006003 


Homo saniens iihiniiino1^vtAchT*omp e reductase RiesVe irnn-cii1fiimft1vni*T\tiH#* 

xxvjiuvj oa^jiy^Lio ixuii^LXiinJi~X/jf ix/i/iii uint V/ A wixixiv uxotvj xVa&o1v£> xxULi olilxlxl LH/1 YUGL/lxUC 

1 (TJOCRFSl^ nuclear ffene encodiner mitochondrial nrotein mRNA 


NM 006088 


Hftinft saniens tubulin beta 2 (TlTHfll} mRNA 


NM 005999 


Homo sapiens translin-associated factor X (TSNxAJC), mRNA 


NM 006022 


TTnmn saniens fran Qformin {7 ornwth factor beta-ctiTrmlntf»/1 Trrnt^iti T^H""'..'?'? 
xxvjiixvj dayi^iio i-kih^hm muiH jtiVJVYUx idwiui Uvia oLiiiiuial^vi uivJicu.1 1 uV/ lx 

(TSC22), mRNA 


NM 005998 

X^IXYX \J\J J ~f \J 


Homo saniens chaneronin containing Tf^PI snhimit ^ f oammal fiTT'^ ml?"WA 

iiuiiiu oayiwiio KjLiayj\sk uiuxi willu-lllllig X v>x oixuixilll J ^gaUiiila ^ jj } IxxxvLNxx. 


NM 006073 


Homo saniens triadin fTRDNl mRNA 

xxwixivj Dapiwiiu uiauiii ^i£\x/ii iiixxJ. ~.fx 


NM 005997 

x^xyx j j i 


ffnmn saniens transcrintion factor-Hire 1 fTY 1 K I 1^ mRNA 

XXVllXvJ OCLLJlWllO UCUXolsl l^JLiVJH iawlvl UAA X ^1 vl XjI IXIXVX ^xY 


NM_006116 


Homo sapiens transforming growth factor beta-activated kmase-binding protein 
1 fTABlS mRNA 

X I X A X 1 > AXXXVX T X X 


NM_005989 


Homo sapiens aldo-keto reductase family 1, member Dl (delta 4-3-ketosteroid- 
5-beta-reductase^ (AKR1D1 1 mRNA 

*S UwUt IvUUwiaOvl I4U\JL\1X/1 J j 1111X11 


NM 005988 


Homo sapiens small proline-rich protein 2A (SPRR2A), mRNA 


NM 005986 

X^IXYx, wv«/70v 


TTomo saniens SIR Y fsev Heterminin ct rpoinn Yi-bnY 1 fSOYI 1 mRXT A 
iiumu oajjivixo ui\ x ^ot/A uwtxvxixxxxxxixg 1 vglUll x J UKJsi. X ^uv/Al lxixxx^xA. 


NM 006049 

X>1VX \J\J\J\Jf^ 


Womo QJiniPnc email niiplf^ar" T?T\JA nr*t"i\7af"inry pnmr\1 pv t>n1^rr\*»r\'H/^** ^! 1 QlrT^ 
xxv^iixvj o<apit/iia oxxxaix iiuvivcu. xxxnxx av^LLVaLiiig ^lhiilucAj puiypcuLLU.c J, l^flvJL/ 

CSNAPC5^ mRNA 

^kjiiiu v_*»y y j xxxxxx^txx 


NM 006080 


Homo saniens senna domain immnnntylnbiilin Hnmflin fJcr\ chrvrthacir* Hnmam 
xxvfixiv/ oayjiwuo Dwxxxci uuxxxaixi^ iimnuuu^muuim ixuiiiaiii \Xgy } oiiVJi L uaoiw uuxixclxxxj 

secreted, fsemanhorin) 3 A CSEMA3A) mRNA 


NM 006072 

X ill JL WW / A* 


Homo saniens small inducible cvtoVine snhfamilv A ^Ovs-Ovs^ mpmKpr 9fi 
(SCYA26), mRNA 


NM 005981 


Homo saniens sarcoma amolified seauence fSAS^ mRNA 


NM 006054 


Homo saniens reticulon 3 (RTN3^ mRNA 


NM 005977 


Homo saniens rine fineer nrotein CC3H2C3 tvne^ 6 rRNF61 mRNA 


NM 005975 


Homo saniens PTK6 nrotein tyrosine kinase 6 fPTKn^ mRNA 


NM 005972 


Homo sapiens pancreatic polypeptide receptor 1 (PPYR1), mRNA 


NM 006112 


Homo saniens nentidvlnrolvl isomerase F frvHnnhilin P^ rpprp^ rnRNA 


NM 006107 


Homo saniens acid-inducible nhosnhonrotein TOA4R-1 Ri mRNA 

vUL/lvlAW UvlU AliUUVlvlV |/ilVwlVil\/iyL \y Will ^v*l™U 1 w yj 111 1VI ^1 xV 


NM 006067 


Homo sapiens neighbor of C0X4 (NOC4), mRNA 


NM 005969 


Homo saniens micleosome assemblv nrotein 1-1ilre A rWAPlT-xl^ mRl^A 

AAUiuu oax/lWl&O 11 UWlVUw vlilv CLOOW'lllL'ljr LyX\JlwlXX 1 11A.V " ^liAl IX/t^j iixCNJl^xx 


NM 006058 


Homo saniens Nef-associated factor 1 fNfAFH mRNA 


NM_006097 


Homo saniens mvosin nsonlatorv liffht chain 0 smnnth musrle isnfnrrn 

uvutu oupiuiio XXXJrVJOXXl IVgUiaivijr il^llL vl 1CV 111 X<j olXlV^VJLll 111L1l>L/1C ldvlXUlLll 

(MYRL2), mRNA 


NM 005955 


Homo saniens metal-reonlatnrv transerintinn ftrtrkr 1 ^MTT71 ^ mP"NIA 

eoLiibiio XXXWUxl'l &JglXX(XLV/l jr tl olio wl UVJll lXL\s LKJl 1 ^IVx 1x1 J f IllxvL ixx 


NM_005932 


Homo saniens mitoehnnnVifll intermediate nentiHa^p C\A 1 PFP^ mirlpar ctphp 
encoding mitochondrial nrotein mRNA 


NM 005931 


Homo sapiens MHC class I polypeptide-related sequence B (MICB), mRNA 


NM 006081 


Homo sapiens MHC binding factor, beta (MHCBFB), mRNA 


NM_005930 


Homo sapiens meningioma expressed antigen 6 (coiled-coil proline-rich) 
(MGEA6), mRNA 


NM 005928 


Homo sapiens milk fat globule-EGF factor 8 protein (MFGE8), mRNA 


NM 005926 


Homo sapiens microfibrillar-associated protein 1 (MFAP1), mRNA 


NM 005925 


Homo sapiens meprin A, beta (MEP1B), mRNA 
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NM 005924 


Homo sapiens mesenchyme homeo box 2 (growth arrest-specific homeo box) 

\ JMLbUAZJj nusJM/x 


NM_0U592U 


u rttr >n Mni^nc TVTATYx box transcrintion enhancer factor 2, "DolvDeptide D 
^mvAAvtp enhancer factor 2D1 fMEF2D\ mKNA 




Tj/xmrk cam'pTiQ MADS box transcription enhancer factor 2, polypeptide B 
/'mvArvte enhancer factor 2B^ (MEF2B), mRNA 




Wnmn <:anien<? malate dehydrogenase 2. NAD (nritochondrial) (MDH2), nuclear 
<r*»np «*nrnfiiTiff mitochondrial nrotein. mRNA 


MM 005917 


Homo sapiens malate dehydrogenase 1, NAD (soluble) (MDH1), mRNA 


NM 005913 


rlomo sapiens meAanocoixin d rcocpiui \jyi\sj*\.j 9 uuuin, 


\T1 jf t\f\Cf\ 1 1 

NM 005912 


xiomo sapiens roeianocoruin ** rcucpiui \iv±\»/hi\/, uuuin. 


NM 005911 


TTftrrtrt ponionc TnotVi-tnnirip «r?pnnQv1tranQfipra^e 11 alnhs. f^£AT2A\ mRNA 

rlOmO Sapiens mciniOHlIlC aUCnU&yiU.allolGittat> xx, aiyua ^Tu-xi^ri/, lui^n* ». 


XTX >T AAf AAO 

NM 005908 


tJa«*a oo-n-iAne mantiACiHgcP Vkofo A IvQO^ATYial fMANBA'l mRNA 

xiomo sapiens mannositiaoc, ucia xx, i_y ouauiuai v. 1 vAi *- L ^ A ^ •**■/> *■ 


NM 005907 


Homo sapiens mannosidase, alpha, class 1 A, member 1 (MAN1A1), mRNA 


xt* jt r\r\ rono 

NM_005898 


TT « nnMiavir wiamiKroriA n/M-n-nrvnAnt ^ rYTfMTlAQATTlP 1 1 Ql lftflCG TTiaTlCer 1 

Homo sapiens memuianc conipuiierii, umuiiiuovjiiit' u, awio^v miuiwi x 

f\/n 1 cn rnPNA 


xtx if aa/cpka 
NM OUOUoU 


TT An , A cqtii pn c -Tirir finaprnrAfpin cuhfamilv 1 A 1 flJsaros) fZNFNl Ai), mRNA 


xtx if aa/ca^o 
NM 0UOU59 


UrtrMA eom'anc 1qtv*1T!1T1 porTlfTlQ *^ M AlMl^T 1 mRNA. 


NM 006038 


Homo sapiens spermatogenesis associated PD1 (KIAA0757), mRNA 


NM__006084 


TJrt-rtn rnnionr it-lfo-rrVrTkr* otimill C»tf»H tT^TlCfTH n"H OT1 fflfitOr ^ ffatTima t48kD J 

xiomo sapiens mieneron-suiiiuiaicu LrdiiaLfiipiiuii lok/wi j, gcuiiiiia v^ uiv *^y 


xr\yf nncQO'7 


ttattia cQnipnc iTitrnriQtpTTial A narticle-Tjromoted nolvDeotide (IFF), mKNA 


NM 005896 


Homo sapiens isocitrate dehydrogenase 1 (NADP+), soluble (1DH1), mRNA 


XTXyr AA/CAOO 

NM OuoUzo 


TjftTTiA co-ni#>nc >_Vivr1rrkYViS^mtnrninp fcOTAtonml receDtor 3B tHTR3B\ mRNA 


NM_006120 


Homo sapiens major histocompatibility complex, class n, DM alpha (HLA- 

TW/f A^ mP"M A 


XTXJf AA/CAliC 

NM UUoUzo 


tirtmr* canipnc T-T1 Viietnn^ fnmilv mpmher X ^HlFX^ mRNA 


NM 006051 


Homo sapiens FE65-LIKE 2 (FE65L2), mRNA 


XTX if A/\Z"/\*7fk 

NM_006079 


tj«*«a nn-MiAMd r^V»T-»/*^inri irt+^mr'tincr frQncQfrivatAr Wltll fir1ll/A*?TI-ricll C3Tl)0XV- 
liOniO Sapiens l^Dp/pjUU-inicraCUIlg UcUl^av/U vauui , wiui vjiu/rxop iiwu utuuu^T 

terminal domain, 2 (CITED2), mRNA 


NM_005894 


Homo sapiens k^Uj anngen-iijce ^scavragCTrcocpior vy&icuic nwii unuuyj 

/OTXCT \ •rvtDXTA 

(CDDJLj, mJKJNA 


NM 006016 


Homo sapiens CD 164 antigen, sialomucin (CD 164), mRNA 


NM_006078 


Homo sapiens calcium cnannei, voiiage-aepenaeni, gdmmd s>uuumi z. 
(CACNG2), mRNA 


■v TTk *■ t\r\ /"/*V> f\ 

NM_006030 


Homo sapiens calcium cnannei, voirageKicpcnacnt, aipnd z>/uciui auumui 
(CACNA2D2), mRNA 


Tk.TX JT AA^AOC 

NM 006085 


Homo sapiens j{z ), d -Dispnospnaxe nucicouuiibc i ^.oiri^ 117, uuu^n, 


•v t» k r\t\ f c 

NM_006015 


xiomo sapiens 0 wj/oiNr reiaxea, mauix associdicu, a^mi ucpcuucni. i&guiaiv/x wi 
cnromaun, suoiamny i, lTieinocr i ^divix\jv\-/x* iy, iixivi^i-k 


NM_006066 


UnmA caniAnc airir* v<»f/\ r#*^nr»facA familv 1 mpTTiher Al ^aldchvdc reductase) 

XlOmO Sapiens alUO-KClO rcaUCloSs? lalliliy I, uivuiuw ^vi ^ai^i&iijrviw Awuuwt»o\yy 


xtx yf aAnQOI 


TJomn ca-nipTiQ arpH/l-Orkpn , 7VTYip A a rptvl transferase 2 facetoacetvl Coenzyme A 
thiolase) (ACAT2), mRNA 


JNJVl UUOUZU 


TTrvmA ^aniens allrvlatiAn renair* alkB homolofi fABH). mRNA 


NM 004056 


Homo sapiens carbonic anhydrase VHI (CA8), mRNA 


NM 005664 


Homo sapiens makorin, ring finger protein, 3 (MKRN3), mRNA 


NM 005662 


Homo sapiens voltage-dependent anion channel 3 (VDAC3), mRNA 


NM 005836 


Homo sapiens translational inhibitor protein pl4.5 (UK114), mRNA 


NM_005660 


Homo sapiens solute carrier family 35 (UDP-galactose transporter), member 2 
(SLC35A2), mRNA 


NM 005659 


Homo sapiens ubiquitin fusion degradation 1-like (UFDIL), mRNA 
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NM 005706 


Homo sapiens tumor suppressing subtransferable candidate 4 (TSSC4), mRNA 


NM 005723 


Homo sapiens tetraspan 5 (TSPAN-5), mRNA 


NM 005727 


Homo sapiens tetraspan 1 (TSPAN-1), mRNA 


NM 005658 


Homo sapiens TNF receptor-associated factor 1 (IttA*!), mRNA 


NM 005802 


Homo sapiens tumor protein p53-binding protein (TP53BPL), mRNA 


NM 005749 


Homo sapiens transducer of ERBB2, 1 (TOB1), mRNA 


NM 005655 


Homo sapiens TGFB inducible early growth response (T1EG), mRNA 


NM 005653 


Homo sapiens transcription factor CP2 (TFCP2), mRNA 


NM 005654 


Homo sapiens nuclear receptor subfamily 2, group F, member 1 (NR2F1), 
mRNA 


NM 005652 


Homo sapiens telomeric repeat binding factor 2 (TJBKF2). mRNA 


NM 005885 


Homo sapiens similar to S. cerevisiae SSM4 (TEB4), mRNA 


NM 005651 


Homo sapiens tryptophan 2,3-dioxygenase (TDCJ2), mRNA 


NM 005649 


Homo sapiens transcription factor 17 (TCF17), mRNA 


IN 1V1 uVJ U*T / 


Homo saniens transducin fbetaVlike 1 (TBL1), mRNA 


NM_005645 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
Dolvmerase IL K, 18kD (TAF2KV mRNA 


NM_005643 


Homo sapiens TATA box binding protein (TBP>associated factor, RNA 
polymerase H, 1, 28kD (TAF2I), mRNA 


NM 005641 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase H, E, 70/85kD (TAF2E), mRNA 


NM_005679 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase I, C, HOkD (TAF1C), mRNA 


NM_005681 


Homo sapiens TATA box binding protein (TBP>associated factor, RNA 
polymerase I, A, 48kD (TAFIA), mRNA 


NM 005639 


Homo sapiens synaptotagmin 1 (SYT1), mRNA 


NM 005638 I 


Homo sapiens synaptobrevin-like 1 (SYBL1), mRNA 


NM 005635 


Homo sapiens synovial sarcoma, X breakpoint 1 (SSX1), mRNA 


NM_005871 


Homo sapiens splicing factor 30, survival of motor neuron-related (SPF30), 
mRNA 


NM 005634 


Homo sapiens SRY (sex determining region Y)-box 3 (SOX3), mRNA 


NM 005686 


Homo sapiens SRY (sex determining region Y)-box 13 (SOX13), mRNA 


NM 005629 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, creatine), 
member 8 CSLC6A8), mRNA 


NMJ)05630 


Homo sapiens solute carrier family 21 (prostaglandin transporter), member 2 
(SLC21A2), mRNA 


NM 005628 


Homo sapiens solute carrier family 1 (neutral amino acid transporter), member 5 
(SLC1A5), mRNA 


NM 005627 


Homo sapiens serum/glucocorticoid regulated kinase (SGK), mRNA 


NM 005877 


Homo sapiens splicing factor 3a, subunit 1, 120kD (SF3A1), mRNA 


NM 005625 


Homo sapiens syndecan binding protein (syntenin) (SDCBP), mRNA 


NMJ)05623 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 8 
(monocyte chemotactic protein 2) (SCYA8), mRNA 


NMJ)05624 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 25 
(SCYA25),mRNA 


NM 005850 


Homo sapiens splicing factor 3b, subunit 4, 49kD (SF3B4), mRNA 


NM 005772 


Homo sapiens RNA cyclase homolog (RNAC), mRNA 


NM 005614 


Homo sapiens Ras homolog enriched in brain 2 (RHEB2), mRNA 


NM 005777 


Homo sapiens RNA binding motif protein 6 (RBM6), mRNA 


NM 005778 


Homo sapiens RNA binding motif protein 5 (RBM5), mRNA 


NM 005611 


Homo sapiens retinoblastoma-like 2 (pl30) (RBL2), mRNA 


NM 005704 


Homo sapiens protein tyrosine phosphatase, receptor type, U (PTPRU), mRNA 
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NM 005607 


Homo sapiens PTK2 protein tyrosine kinase 2 (F1K2), mKJNA 


NM_005789 


Homo sapiens proteasome (prosome, macropam) activator subunit J (tazb 
gamma; Ki) (PSME3), mRNA 


NM 005672 


Horn sapiens prostate stem cell antigen (PSCA), mRNA 


NM 005865 


Homo sapiens protease, serine, 16 (thymus) (FRbblo), mKJNA 


NM 005729 


Homo sapiens peptidylprolyl isomerase F (cyclophilin F) (PPIF), mRNA 


NM 005604 


Homo sapiens POU domain, class 3, transcription factor 2 (FOU3F2), mKJNA 


NM 005709 


Homo sapiens PDZ-73 protein (PDZ-73/NY-CO-38), mRNA 


NM 005767 


Homo sapiens purinergic receptor (family A group 5) (F2Y5), mRNA 


NM_005835 


Homo sapiens solute carrier family 17 (sodium phosphate), member 2 
(SLC17A2),mRNA 


NM_005793 


Homo sapiens nucleoside diphosphate kinase type 6 (inhibitor ot p53-inducea 
apoptosis-alpha) (NM23-HS), mRNA 


NM 005600 


"™" " M -— - _r-Lri « V ▼ A 

Homo sapiens nitnlase 1 (NTT1), mRNA 


NM 005599 


Homo sapiens nescient helix loop helix 2 (NHLH2), mKJNA 


NM 005598 


Homo sapiens nescient helix loop helix 1 (NHLH1), mRNA 


NM 005596 


Homo sapiens nuclear factor I/B (NFIB), mRNA 


NM 005665 


Homo sapiens ecotropic viral integration site 5 (EVI5), mRNA 


NM_005594 


Homo sapiens nascent-polypeptide-associated complex alpha polypeptide 
(NACA), mRNA 


NM 005593 


Homo sapiens myogenic factor 5 (MYF5), mRNA 


NM 005592 


Homo sapiens muscle, skeletal, receptor tyrosine kinase (MUSK), mRNA 


NM_005845 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 4 
(ABCC4), mRNA 


NM_005874 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 2 (LILRB2), mRNA 


NM 005588 


Homo sapiens meprin A, alpha (PABA peptide hydrolase) (MKF1 A), mRNA 


NM_005587 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide A 
(myocyte enhancer factor 2A) (MEF2A), mRNA 


NM_005810 


Homo sapiens killer cell lectin-like receptor subfamily G, member 1 (KLKUl), 
mRNA 


NM 005581 


Homo sapiens Lutheran blood group (Auberger b antigen mcluded) (LU), mRNA 


NM_005578 


Homo sapiens LIM domain-containing preferred translocation partner in lipoma 
(LPP), mRNA 


NM 005577 


Homo sapiens lipoprotein. Lp(a) (LPA), mRNA 


NM 005576 


Homo sapiens lysvl oxidase-hke 1 (LOXL1), mRNA 


NM 005573 


Homo sapiens lamin Bl (LMNB1), mRNA 


NM 005572 


Homo sapiens lamin A/C (LMNA), mRNA 


NM 005568 


Homo sapiens LIM homeobox protein 1 (LHX1), mRNA 


NM 005780 


Homo sapiens lipoma HMGIC fusion partner (LHJbP), mRNA 


NM 005566 


Homo sapiens lactate dehydrogenase A (LDHA), mRNA 


NM 005564 


Homo sapiens hpocalin 2 (oncogene 24p3) (LCN2), mRNA 


NM 005558 


Homo sapiens ladinin I (LAD1) ? mRNA 


NM 005556 


Homo sapiens keratin 7 (KRT7), mRNA 


NM_005557 


Homo sapiens keratin 16 (focal non-epidermolytic palmoplantar keratoderma) 
(KRT16), mRNA 


NM 005553 


Homo sapiens keratin, cuticle, ultrahigh sulphur 1 (KRN1), mRNA 


NM 005552 


Homo sapiens kinesin 2 (60-70kD) (KNS2), mRNA 


NM 005551 


Homo sapiens kallikrein 2, prostatic (KLK2), mRNA 


NM 005550 


Homo sapiens kinesin family member C3 (KIFC3), mRNA 


NM 005832 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 2 (KCNMB2), mRNA 
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\t» x /\/\ & e a i\ 

NM_005549 


Homo sapiens potassium voixage-gaieu cnannei, bnaxex-ieiciieu buuiaimiy, 


NM 005545 


xlOluO sapiens iyoyi~uvi>i/x oyiitncuioc ^xvrvixo^, iiix\a.^xx 


NM 005547 


Homo sapiens invuiuvixix ^ivj-fj, iiuvl^/v 


InM_005545 


TT nrvirv pom'pTic i mmi in a o"1 fVHt tIiti cnnpTftiiTiilv finntaiTiinff lciicine-rich rene&t 

XxOTnO SaplCIlO lIXJlIlllXlvlglvlULlllll OU|Jd.X<lliXlljr VVJXXiailXXAlg IVUVUlh* lAwi Jr 

ACT P"\ ml? "MA 


JNM OOjojo 


TT r . mr . conipTio frrwiiirvic-nlncc ViAtnPAflATnniti nrnfpin ( IK A i TTvRNA 

XxOmO Sapiens irU4U.Ulo-Ul<loo xiUlilCUUlslliaxil piuiwiu ^u\a £*r\jy iiuuin | 


XT\* t\f\CCAA 

NM 005544 


riomo sapiens msunn receptor ou.uou.oic i \u\jd x j t u.u\rir\. 


XnM 005543 ! 


Uatma canine fncnlin-liVp ^ C\ -PVriia cp\V\ fTNST 'W mRNA 
£101110 sapiens llxoUiixi~xxiv.c j ^xvcyuxg ucixj ^jiiuj^j j 7 il±x\j.t-i\. 


XTK/f AACC/IO 

NM 005542 1 


riomo sapiens insulin lnaucea gene i \itn oavj i j 9 mi\x\r\ 


NM 005541 


Homo sapiens inositol poiypno5px«iic~j"pnuopiuiiaoc > x*t«jAa-f ^xx^x x ->x*/ j, iuxvl^zx . 


NM 00553V 


UrtmA conienc innci+rtl nnUmVl ncnll it tp^-TlririQnrlfl fa QP 4nH^ HNPP5A^ TTlftN A 

riomo sapiens mosiioi poiypnospiiaio- j-pmj&piia.ui&c, i-uin-lv ^ai^x a nuuin i 


NM 00553 / 


TJavwa rnnianr -iWh-ilvi'ffYt- rrt*r\\T/fV\ 1 "Famil\7 ITlPmltPT 1 ^FWi^rl 1 tTlRNA 

riomo sapiens inniDiior 01 gruwui i xoiiiiiy, liiumucx x ^xx^vji^, nixvi^rx 


NM 005535 


xioino sapiens lntcrieuKin iz recepior, t>cui x ^xl/i^j\di;, ixuxx^xx 


NM 005532 


xxOiTio sapiens mxeneron, aipna**inuuuiuie piuieui z»/ ^xfxx./ uix\j.^rx 


NM 005531 


riomo sapiens mxeneron, ganxnid-inu.uv/iDic piuieux iu ^xrxxuy, uuuin. 


NM 005530 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) alpha (IDH3A), mRNA 


NM 005808 


Homo sapiens rlYAzz protem (ri i Azz;, mKiNA 


NM 005528 


Homo sapiens heat shock 40kD protein 2 (HSPF2), mRNA 


NM 005526 


TT * 1 x 1 . 1 . | nni-!nt!nn &%f\4-r*& 1 /'TJ^TJ'l^ ITlDXT A 

Homo sapiens neat shock transcription tactor l {tlar l), TnKiN A 


NM 005525 


Homo sapiens hydroxy steroid (1 1 -beta ; aenyorogenase i ^xioui idi;, miuN/v 


\n/ r\r\ c r 

NM 005522 


Homo sapiens nomeo box Ai (^riUAAi j, itikjna 


NM_005521 


Homo sapiens iiomeo box 11 ^l-ceii lympnoma j-associaxea oreaKpomxj 
(H.UA1 1 J, mKJNA 


NM_005518 


Homo sapiens 3-hydroxy-3-methylglutaiyUCoenzyme A synthase 2 
(mitocnonariai) viTiviLr^oz^, mj\JNA 


NM 005515 


Homo sapiens nomeo oox xi±>y \^tii^\r>y) 9 nuvrN/x 


XTXjT AACC1/T 

NM 005516 


Homo sapiens major msxocompaxiDiiixy complex, ciass i, c ^rxjurv-ii^, huvl^i/x 


XTX K AACT11 

NM 005712 


Homo sapiens riiiK v -xi l, i K-associanng 1 ^xUtllai^, inxviN/\ 


NM 005844 


Homo sapiens PERB 1 1 family member in MHC class I region (HCGDC), mRNA 


NMJ)055l3 


Homo sapiens general transcription lactor iUb, poiypepnae i ^aipna suDiimx, 

JuKU ) [KJ i rZLL 1 J, mKJN A 1 


NM 005683 


Homo sapiens vj proxem-conpiea receptor dd ^ojtxvjjj, itiivina 


NM 005684 


Homo sapiens vj proxein-coupiea receptor ^urxuzj, iiixvLNrv 


XTX iT AACC10 

NM 005512 


Homo sapiens glycoprotein a repexmons preaoimnanx ^vj/vivr;, miviN/\ 


NM_005851 


Homo sapiens tumor suppressor deleted in oral cancer-related 1 (DOC-1R), 

T>\T A 

mRNA 


NM 005740 


Homo sapiens dynein, axonemal, lignt poiypepnae h {uin ai^^;, itikjn a 


NM 005872 


Homo sapiens breast carcinoma amplified sequence 2 (BCAS2), mRNA 


-v nk x t\t\c /*^7 1 

NM 005671 


TT * - - - J a* O /T"\0 O ^IftOC \ ..... IT XT A 

Homo sapiens reproduction 8 (DoS225/8b), mKJNA 


NM 005800 


Homo sapiens nighly charged protem (DliMOob), mKJNA 


NM_005752 


Homo sapiens C-type (calcium dependent, carbonyaraxe-recogmnon aomain; 
lectin, superxamiiy memDer i ^cannage-aenveQj ^v^i>nv^or' 1 j, uumna 


MM UU55U/ 


Homo sapiens conim l (non-muscie^ ^riwij, uiixina 


NM_005825 


Homo sapiens RAS guanyl releasing protein 2 (calcium arid DAG-regulated) 
(RASGRP2), mRNA 


NM 005773 


Homo sapiens zinc finger protein 256 (ZNF256), mRNA 


NM 005774 


Homo sapiens zinc finger protein 255 (ZNF255), mRNA 


NM 005504 


Homo sapiens branched chain aininotransferase 1, cytosolic (BCAT1), mRNA 


NM 005738 


Homo sapiens ADP-ribosylation factor-like 4 (ARL4), mRNA 


NM 005731 


Homo sapiens actin related protein 2/3 complex, subunit 2 (34 kD) (ARPC2), 
mRNA 
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NM 005719 


Homo sapiens actin related protein 2/3 complex, subunit 3 (21 kD) (ARPC3), 
mRNA 


NM 005883 


Homo sapiens adenomatous polyposis coil nice ^atv^jlj, iiuvlna 


NM 005858 


Homo sapiens A Kinase (rKJvAj ancnor protein o \j\jsj\jto) s iiuvlna 


NM 002023 ! 


Homo sapiens tibromoauiin ^MUi'j, iiikina 


NM_000108 


Homo sapiens dihydrolipoamide dehydrogenase (E3 component of pyruvate 
dehydrogenase complex, z-oxo-glutarate complex, orancnea cnain Keio acia 
dehydrogenase complex) (DLL)), mKJN A 


NM 001621 


Homo sapiens aryl hydrocarbon receptor (AHR), mRNA 


NM 001101 


Homo sapiens acta, beta (AC IB), mKJN A 


NM 001100 


Homo sapiens actin, alpha 1, skeletal muscle (AUlAl), mKJN A 


NM_000054 


Homo sapiens arginine vasopressin receptor 2 (nephrogenic diabetes insipidus) 

/ax 7TVT» 1\ --T> XT A 

(AVPR2), mKJNA 


NM 005455 


Homo sapiens zinc finger protein 265 (ZNF265), mRNA 


NM_005433 


Homo sapiens v-yes-1 Yamaguchi sarcoma viral oncogene homolog 1 (YES1), 
mRNA 


NM 005429 


Homo sapiens vascular endothelial growth iactor o (Viiur v), mKJNA 


NM 005499 


Homo sapiens SUMO-1 activating enzyme subunit z (UJdAz), mKJNA 


NM 005427 


Homo sapiens tumor protein p73 (TP73), xiiRNA 


NMJ)05425 


Homo sapiens transition protein 2 (during histone to protamine replacement) 
(TNP2), mRNA 


NM_005424 


Homo sapiens tyrosme kinase with lmmunogioouim ana epiaermai growin iactor 
homology domains t JLLb), mKJNA 


\r» r f\f\C A*\0 

NM 005423 


Homo sapiens tretoii iactor z ^spasmoiyuc protem ij ^irrz,^, humn/^. 


NM 005422 


Homo sapiens tectorm aipna (liitiAj, miUNA 


NM 005421 


Homo sapiens T-cell acute lymphocytic leukemia 2 (TAL2), mRNA 


NM 005420 


Homo sapiens suliotransterase, esTrogen-preiernng \o i n) ? nuvi\/\ 


NM 005418 


Homo sapiens suppression of tumorigenicity 5 (ST5), mRNA 


NM 005470 


Homo sapiens spectrin SH3 domain binding protem 1 (bbilJrJr l), mKJNA I 


NM 005416 


Homo sapiens small proline-rich protein 3 (SPRR3), mRNA 


NM 005460 


Homo sapiens synuclem, alpha interacting protein (synphihn) ^JNUAif), mKJNA 


NMJ)05412 


Homo sapiens senne hydroxymethyltransierase 2 (mitochondrial) (kiiMlii), 
mRNA 


NM_005408 


Homo sapiens small mducible cytoiane subiaimly A (Cys-uysj, memoer i j 
(SCYA13), mRNA 


NM_005402 


Homo sapiens v-ral simian leukemia viral oncogene homolog A (ras related) 

/T> AT A \ T> XT A 

(RALA), mRNA 


NM 005397 


Homo sapiens podocalyxin-liice (rUDXL), mKJNA 


NM 005395 


Homo sapiens postmeionc segregation increased z-iuce y ^rjyiozi^y ) 9 imvtN/x 


NM 005394 


Homo sapiens postmeiotic segregation increased z-iuce o ^riYiozi^oj, uuvlna 


NM 005390 


Homo sapiens pyruvate dehydrogenase (lipoamide) aipna z jjtuxiazj, nuuNA 


NM_005389 


Homo sapiens protein-L-isoaspartate (D-aspartate) O-methyltransferase 
(rUMl 1), mKJNA 


NM U054DU 


Homo sapiens noggin (JNtAjj, mKiNA 


NM 005386 


Homo sapiens neuronatin (NNAT), mRNA 


INIVI uUJJO*t 


Unmn cnrvipnc Tiiir1**ar fnrtnr iTltPTleillciTI ^ TrSPlllatPfl rNKil J^i mRNA 

riUIlltJ J>C+U1CH& IlLlwlCCU. KlwLvJij lllLwi J IV/gUlalVU ^i^CA 1 1 /«■/ _/j l_l JAVA ^ ^ 


NM 005383 


Homo sapiens sialidase 2 (cytosolic sialidase) (NEU2), mRNA 


NM 005382 


Homo sapiens neurofilament 3 (150kD medium) (NEF3), mRNA 


NM 005381 


Homo sapiens nucleolin (NCL), mRNA 


NM 005380 


Homo sapiens neuroblastoma, suppression of tumorigenicity 1 (NBL1), mRNA 


NM_005468 


Homo sapiens N-acetylated alpha-linked acidic dipeptidase-like; ILEAL 
DIPEPTIDYLPEPTIDASE (NAALADASEL), mRNA 
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iNiVL_UU 0 J t*T 


Hnmn satriens membrane Drotein. Dalmitoylated 2 (MAGUK p55 subfamily 
member T\ (MPP2V mRNA 


iniyi uvjj/ j 


Homo saniens mvelonroliferative leukemia virus oncogene (MPL), mRNA 


IN JYL__v v J j 


Homo sapiens v-mos Moloney murine sarcoma viral oncogene homolog (MOS), 
mRNA 


MTU 00S41Q 


Homo sapiens myeloid leukemia factor 2 (MLF2), mRNA 


iNJVl VKJjJOy 


Wnmn saniens MCF.2 cell line derived transforming sequence (MCF2), mRNA 


XNJV1 vIUjJOO 


TTnmo saniens mvofflobin fMB\ mRNA 


NM 005363 


Homo sapiens melanoma antigen, family A, 6 (MAGEA6), mRNA 


INiYl UvjjDZ 


Wnmo saniens melanoma antieen. familv A, 3 (MAGEA3), mRNA 


NM 005361 


Homo sapiens melanoma antigen, family A, 2 (MAGEA2), mRNA 


JNJVL UIO4/0 


TTnmn caniATic IvrrmVirifivte adantor orotein fLNK^. mRNA 


NM 005357 


Homo sapiens lipase, hormone-sensitive (LIPE), mRNA 


MM OUjJjo 


TT/Ai-i-irt onipnc 1\rnrnV>nrvfp-cnpr , i , fin nrotein tyrosine kinase (XrCK), mRNA 


NM_005472 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 3 

(jM^JNJijJ, mKJNA 


NM_005495 


Homo sapiens solute carrier family 17 (sodium phosphate), member 4 

^olA^l /A^J, InKxN/Y 


■XTTVVT AAC/1C/C 


TTnwnr* o n fk-i <»-t O mit/MYATt.Q r»flVat*»^ TW\f"f»1TI loTlflQP R 1T1 tP.fflOtlTl "nfOtClTl 1 

XlOmO SapienS IIIlLUKClJ-<iwUY<ilCLl pivJltaLl MHOO^ U 1 11. ivi civ m ^wkviii a 


NM_005343 


Homo sapiens v-Ha-ras Harvey rat sarcoma viral oncogene homolog (HRAS), 




u Arnr , csrtipnc H-iah-mnh'ilitv irroun f nonhistone chromosomal! Drotein 4 
fHTvff^ mRNA 


NM 005341 


Homo sapiens GLI-Kruppel family member HKR3 (HKR3), mRNA 


XTA/f rtAC117 

JNM UUjJo/ 


TJ/vmrt coni^nc VlMTlfltrmfYietir' nmtein 1 fH'Klvf 1 1 mRNA 


XTNVT AA^/177 

JNJYL_UU / / 


TJ/vmrt cQm'pnc Hvnemnl ariTafi ati activated cvclic nucleotide-gated potassium 
channel 4 (HCN4), mRNA 


1NJVL UUMjj 


XTr\mr» cam'pnc Vi*»mntf*noiptip rell-sneciric T vn substrate 1 fHCLSll. mRNA 


JNJVL V\JJjJ*r 


TTnmn qar»ien<; host cell factor CI (VP16-accessory protein) (HCi*Cl), mRNA 




T-Trtmn esmipnc VinlncvtAchrome c svnthase Tcvtochrome c heme-lvasel (HCCS), 
mRNA 


XTNyT AAC77C 
lNlvl UUJ jZO 


Wrvmrk Qnni<*ns hvalnronan svnthase 2 fHAS2\ mRNA 


1NIV1_VU.J / 


Hnmn saniens lL-3-hvdroxvacvl-Coenzvme A dehydrogenase, short chain 
fHADHSCT) mRNA 


IN1V1 UUJJ-£*t 


Homo saDiens H3 histone familv 3B (H3.3B) (H3F3B), mRNA 


NM 005321 


Homo sapiens HI histone family, member 4 (H1F4), mRNA 


INiVl UUJJiu 


TTomn saniens HI histone familv member 3 (H1F3), mRNA 


XTM" 0.05110. 


Homo saniens HI histone familv member 2 (H1F2), mRNA 




Homo saniens HI histone familv. member 1 (H1F1), mRNA 


IN1V1 vujj 1 o 


Homo saniens HI histone familv. member 0 (H1F0), mRNA 


NM 005459 


Homo sapiens guanylate cyclase activator 1C (GUCA1C), mRNA 




TTnmn ccmi<*ns atmpral transcrintion factor 1TH 'DOlVDeDtide 1 f62kD Subunit) 

rGTF2Hl^ mRNA 


NM 005315 


Homo sapiens goosecoid-like (GSCL), mRNA 


NM 005314 


Homo saniens eastrin-releasine peptide receptor (GRPR), mRNA 


NM 005313 


Homo sapiens glucose regulated protein, 58kD (GRP58), mRNA 


NM_005312 


Homo sapiens guanine nucleotide-releasing factor 2 (specific for crk proto- 
oncogene) (GRF2), mRNA 


NM 005311 


Homo sapiens growth factor receptor-bound protein 10 (GRB10), mRNA 


NM_005309 


Homo sapiens glutamic-pyruvate transaminase (alanine aminotransferase) 
(GPT), mRNA 
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tsjtv/t AfK^nft 

JNJVL UUjjUo 


TI/vm/\ caTvifmc fr TiTAtf*in-CAllTllprf TGCGTitOT 1CU1AS6 5 fGPRKSY mRNA 


xnv/f hpkora 
JNiVl \)\JJZoO 


TTrv-mrv corti'mc nrfttpiTi-cniTnlpd recentor 8 TGPR8}. mRNA 


JNM. \)\)jZoD 


TTrkinA cam'pnc O nrntpin-CAimlefl recentor 7 fGPR7l. mRNA 


JN1VL UUjZo** 


TJ/vmA ca-niptic Cr i^rnteiri-cniinled recentor 6 fGPR6^ mRNA 


XTA/f f\f\ZAZQ 

INM UUj4jo 


UrttviA cat>i^nc f* nrr\tpin^ , ni ml pH rpnpntnr S 1 ( CTPR5 1 ^ ttlRNA 


MM 005282 


Homo sapiens G protein-coupled receptor 4 (GPR4), mRNA 


NM 005306 


Homo sapiens vj proiem^oupieu receptor to \\jrssf70)^ 


\ti g r\t\e (\c 

NM 005305 


Homo sapiens vj protein-coupieo receptor *i£ ^vjjtivH'Zj, miu^A 


NM 005304 


Homo sapiens vj proxem-coupiea receptor ^vjrjx/tij, iiuvi>ir\ 


■V7TL it r\f\c rvo 

NM 005303 


Homo sapiens ijt proiem-coupieQ receptor *tu v.vj-rjvrujj iiiivi>^v 


NM 005281 


Homo sapiens \j proxein-coupiea receptor d ^\jrrxo mivLN/\ 


NM_005302 


jtlomo sapiens vj protein-coupico receptor d / ^ciiuuuiciiu ic^wptui ••jp^ un&j 

/nv»x> 1 T\ ml? XT A 
(VJI\KJ / J, mJKJN A 


JNM UUj3U1 


jtlomo sapiens vj protcm-coupicu rcucpiui jj ^vjitxvj^/, ij-uvi^xx 


NM 005300 


Homo sapiens vj protem-coupica receptor \\jri\D**), uirvi^x^. i 


NM 005299 


Homo sapiens vj protem-coupiea receptor j 1 ^vjrxvj ij, iL±s\±^r\. 


NM 00525/0 


Homo sapiens vj protem-coupico receptor l, j \\jris^.jj 9 uuui jr*. 


JNM UU52y/ 


Homo sapiens vj proiem-coupicci receptor ah ^vjrjvzrt^, uicu>n. 


JNM UU5zyo 


Homo sapiens vj proxem-coupieu receptor ^vjirivt d j 9 uu\±yr\ 


JNM UtDziO 


xiomo sapiens vj protem-coupicu reoeptui ^vjrrvzrz.^, uuvi>rv 


JNM UU0zy4 


xiomo sapiens vj protciu~ooupicu.icucptui ^vj* x\-6»xy, uu.xx^-rk 




xiomo sapiens vj proiein-voupieu rct/cptui z.v ^vjxtxsj&v^j juuvi^n. 


NM 005279 


Homo sapiens G protein-coupled receptor 1 (GPR1), mRNA 


XTTV Jf AAC1A1 

NM 005291 


Homo sapiens vj protem-coupieQ receptor i / ^vjjrxvt / j, iiusA.yr\. 


NM 005290 


Homo sapiens G protein-coupled receptor 15 (GPR15), mRNA 


NM 005288 


Homo sapiens Cj protem-coupied receptor lz ^vjj/kizj, iutun a 


NM 005276 


Homo sapiens glycerol-3 -phosphate deny aro genase 1 vsoiuoiej loruij, mivtNA 


NM 005275 


Homo sapiens guanine nucleotide binding protein-like 1 (GNL1), mRNA 


NM_005274 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 5 

//— 1-VT/-1 c \ _Tj XT A 

(GNG5), mRNA 


NMJ)05273 


Homo sapiens guanine nucleotide binding protein v vj protein^, oeta poiypepuoe z 
(vjINHzJ t mKJNA 


NM 005271 


TT i-. .I..-, n f*tn4nvMA^a namrHrnfyomacA 1 lirT T Till 1 TnT?XJA 

Homo sapiens giutamaxe aeny aro genase i ^vjj^ui^i nuviN/v 


XTTV X AACA£n 

NM_005269 


Homo sapiens gnoma-associaiea oncogene nomoiog \zim imgcr pioieiu^ v vj-l-x^, 
mKJNA 


NM 005264 


Homo sapiens GDNF family receptor alpha 1 (GFRA1), mRNA 


NM 005263 


TT . _ _ j i j*i .* i i m\ n n t r n iTrtli -fV, /-% 4- riv- ivii^anfwinanl 1 I li Will T*ll?XJ, A 

Homo sapiens growtn iactor maepenaent 1 vv^J^aj- )> nuviN/% 


NM 005256 


Homo sapiens growth arrest-specific 2 (GAS2), mRNA 


NM 005255 


Homo sapiens cyclin G associated kinase (GAK), mRNA 


NM 005253 


Homo sapiens FOS-like antigen 2 (FOSL2), mRNA 


"V T~* Jt t\£\ ^ ^ A t\ 

NM 005249 


Homo sapiens forkheaa box GIB (rOXulB), mRNA 


NM_005251 


Homo sapiens forkhead box C2 (MFH-l, mesenchyme forkhead l) (FOXC2), 
mRNA 


XT* /T AAf^>lfl 

NM_005248 


Homo sapiens Gardner-Rasheed feline sarcoma viral (v-igrj oncogene nomoiog 
(FGR), mRNA 


IN 1YI_UU jZHO 


XJr\mn rnrvipnc tV»t /"fncZ-fVc r^>1aT•^*H^ tvrnciTif* Vin«icf» fnlinmriOTyrotein NCTP94^ 
xiomo sapiens ier ^lps/ieo reiaicuy tyruouic iuixd.se ^piiua^/nw|/ii/L^m iivi ?-rj 

(FER), mRNA 


NM_005234 


Homo sapiens nuclear receptor subfamily 2, group F, member 6 (NR2F6), 
mRNA 


NM 005233 


Homo sapiens EphA3 (EPHA3), mRNA 


NM_005231 


Homo sapiens emsl sequence (mammary tumor and squamous cell carcinoma- 
associated (p80/85 sre substrate) (EMS1), mRNA 
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NM 005227 


Homo sapiens ephnn-A4 (EFNA4), mRNA 


NM 005223 


Homo sapiens d oxyribonuclease I (DNASE1), mRNA 


NM 005222 


Homo sapiens distal-less homeo box 6 (DLX6), mRNA 


NM 005220 


Homo sapiens distal-less homeo box 3 (DLX3), mRNA 


NM_005216 


Homo sapiens dolichyl-diphosphooligosaccharide-protein glycosyltransferase 
(DDOST), mRNA 


NM 005215 


Homo sapiens deleted in colorectal carcinoma (DCC), mRNA 


NM_005436 


Homo sapiens DNA segment, single copy, probe pH4 (transforming sequence, 
thyroid-1, (D10S170), mRNA 


NM 005214 


Homo sapiens cytotoxic T-lymphocyte-associated protein 4 (CTLA4), mRNA 


NM 005213 


Homo sapiens cystatin A (stefin A) (CSTA), mRNA 


NM 005492 


Homo sapiens cystatin 8 (cystatin-related epididymal specific) (CST8), mRNA 


NM 005212 


Homo sapiens casein, kappa (CSN10), mRNA 


NM_005211 


Homo sapiens colony stimulating factor 1 receptor, formerly McDonough feline 
sarcoma viral (v-fms) oncogene homolog (CSF1R), mRNA 


NM_005204 


Homo sapiens mitogen-activated protein kinase kinase kinase 8 (MAP3K8), 
mRNA 


NM 005200 


Homo sapiens cell matrix adhesion regulator (CMAR), mRNA 


NM_005195 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), delta (CEBPD), 
mRNA 


NM_005194 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), beta (CEBPB), 
mRNA 


NM 005193 


Homo sapiens caudal type homeo box transcription factor 4 (CDX4), mRNA 


NM_005191 


Homo sapiens CD80 antigen (CD28 antigen ligand 1, B7-1 antigen) (CD80), 
mRNA 


NM_005188 


Homo sapiens Cas-Br-M (murine) ecotropic retroviral transforming sequence 
(CBL), mRNA 


NM 005185 


Homo sapiens calmodulin-like 3 (CALML3), mRNA 


NM 005184 


Homo sapiens calmodulin 3 (phosphorylase kinase, delta) (CALM3), mRNA 


NM_005483 


Homo sapiens chromatin assembly factor 1, subunit A (pl50) (CHAF1A), 
mRNA 


NM 005441 


Homo sapiens chromatin assembly factor 1, subunit B (p60) (CHAF1B), mRNA 


NM_005183 


Homo sapiens calcium channel, voltage-dependent, alpha IF subunit 
(CACNA1F), mRNA 


NM 005182 


Homo sapiens carbonic anhydrase VII (CAT), mRNA 


NM 005448 


Homo sapiens bone morphogenetic protein 15 (BMP 15), mRNA 


NM 005178 


Homo sapiens B-cell CLL/lymphoma 3 (BCL3), mRNA 


NM_005177 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) non- 
catalytic accessory protein 1 A (1 10/1 16kD) (ATP6N1 A), mRNA 


NM_005174 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, 
gamma polypeptide 1 (ATP5C1), mRNA 


NM 005173 


Homo sapiens ATPase, Ca-H- transporting, ubiquitous (ATP2A3), mRNA 


NM 005171 


Homo sapiens activating transcription factor 1 (ATF1), mRNA 


NM 005167 


Homo sapiens ras homolog gene family, member C (ARHC), mRNA 


NM 005166 


Homo sapiens amyloid beta (A4) precursor-like protein 1 (APLP1), mRNA 


NM 005165 


Homo sapiens aldolase C fructose-bisphosphate (ALDOC), mRNA 


NM_005163 


Homo sapiens v-akt murine thymoma viral oncogene homolog 1 (AKT1), 
mRNA 


NM 005161 


Homo sapiens angiotensin receptor-like 1 (AGTRL1), mRNA 


NM 005095 


Homo sapiens zinc finger protein 262 (ZNF262), mRNA 


NM 005096 


Homo sapiens zinc finger protein 261 (ZNF261), mRNA 


NM 005081 


Homo sapiens zinc finger protein 142 (clone pHZ-49) (ZNF142), mRNA 
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NM 005121 


Homo sapiens thyroid hormone receptor-associated protein, 240 fcDa subunit 
(TRAP240), mKJNA 


NM 005079 


Homo sapiens tumor protein loz {xruj£} 9 miviNA 


NM 005091 


Homo sapiens pepudogrycan recogninon protein ^ruL i x\jt ^ 


NM 005092 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 18 
(TNFSF18), mRNA 


NM 005118 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 15 
(TNFSF15) f mRNA 


NM 005147 


Homo sapiens tumorous imaginal discs (Drosophila) homolog (T1D1), mRNA 


NM 005076 


Homo sapiens contactm 2 (axonal) (CNTN2), mRNA 


NM_005116 


Homo sapiens solute carrier family 23 (nucleobase transporters), member 1 
(SLC23A1), mRNA 


NM_005070 


Homo sapiens solute carrier family 4, anion exchanger, member 3 (SLC4A3), 
mRNA 


NM_005074 


Homo sapiens solute earner family 17 (sodium phosphate;, memoer i 
(SLC17A1), mRNA 


NM_005073 


Homo sapiens solute earner larmly 15 (oligopeptide transponer;, memoer i 
(SLC15A1), mRNA 


NM_005072 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 

A /OT *> A A\ —DMA 

4 (SLC12A4), mKJNA 


NM_005063 


Homo sapiens stearoyl-CoA desaturase (delta-9-desaturase) (SCD), mRNA 


NM 005060 


Homo sapiens RAR-related orphan receptor (KUKW, mtuN a 


NM 005059 


Homo sapiens relaxm 2 (H2) (KLJNzj, mKJNA 


NM 005045 


tt — 1- /T»T?T \T\ M D\TA 

Homo sapiens reelm (RELN), mRNA 


NM_005058 


Homo sapiens RNA binding motii protein, x enromosome, iamuy i, memoer ai 

/T^T^'X JT\T^ A 1 \ . T\ XT A 

(RBMY1A1), mRNA 


NM_005052 


Homo sapiens ras-reiateu ootuimum xoxin suosuaie o \iasj i<miuy , &uuui un 
binclmg protein Kac j ) (KALj j, mruNA 


NM 005051 


Homo sapiens giutaminy 1 - hvln a syniuecase ^/u\oj, iiuvj.>i/^ 


NM 005048 


Homo sapiens paratnyroiQ normone receptor z \jr i ruv^^, nuvL^rv ^ 


NM 005044 


Homo sapiens protem Kinase, A-iinKea ^rj\is^vj, iiiivlna 


NM 005043 


Homo sapiens mitogen-acuvaxea protem Kinase Kinase / \jyij\r j, uirviNn. 


NM 005042 


Homo sapiens proline-rich protein HaelH subfamily 2 (PRH2), mRNA 


NM 005041 


Homo sapiens penorm 1 (preiormmg protem) (rKf i;, miviNA 


NM 005040 


Homo sapiens prolylcarboxypeptidase (angiotensinase C) (PRCP), mRNA 


NM 005039 


Homo sapiens proune-ncn protem BsuNl suDiamny i i^rKo 1 j, nuviN/v 


NM 005038 


Homo sapiens peptidylprolyl isomerase D (cyclophilin D) (PPID), mRNA 


NM 005029 


Homo sapiens paired-like homeodomain transcnption iactor 3 (rii ajj, miuNA [ 


NMJ)05027 


Homo sapiens phosphoinosiude-3 -kinase, regulatory suoumi, poiypepnae z ypoj 
beta) (rlK3K2), mRNA 


NMJ)05026 


Homo sapiens phosphomosiudeo -Kinase, cataiyuc, ueua poiypepnae trixov^L/;, 
mRNA 


NM_005021 


Homo sapiens ectonucieotiae pyropnospnaiase/pnui>piiuuicc>i.cici5c ^ ^i^xrx jj f 

tmDKTA 
mKJNA 


XT\AT AACA1Q 

NM ouDUiy 


riomo sapiens pnospnooiesterase 1 a, caimouumi ucpciiu&m. v x l *lj> huvi^**- 


NM 005018 


Homo saniens nroprammed cell death 1 (PDCD1), mRNA 


NM 005015 


Homo sapiens oxidase (cytochrome c) assembly 1-like (OXA1L), mRNA 


NM 005085 


Homo sapiens nucleoporin 214kD (CAIN) rNUP214), mRNA 


NM 005124 


Homo sapiens nucleoporin 153kD (NUP153), mRNA 


NM 005013 


Homo sapiens nucleobindin 2 (NUCB2), mRNA 


NM 005012 


Homo sapiens receptor tyrosine kinase-like orphan receptor 1 (ROR1), mRNA 


NM 005011 


Homo sapiens nuclear respiratory factor 1 (NRF1), mRNA 
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NM 005010 


Homo sapiens neuronal cell adhesion molecule (NRCAM), mRNA 


NM 005009 


it „ r.rt#*-i«n(s n/wi m*»tactaHf» r»Mlc A nrntf*in exnre9^ed in fNMli4\ mRNA. 

xiomo sapiens non~iiicuiouiiiij wcno *t> ulv^hi ^A.pi vm^u m ^iwi^t^j * 


NM 005007 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor-like 1 (JNrJsJ5LLi), mKJNA 


NM_005004 


Homo sapiens lNAUii uenyorogena.se \uu^uiuuug/ 1 ucia auuvuiupvA, « v-*- » 

A CTTTV /"KTT^T TT7T3 C"\ rnUMA 

ASH1) (NUUrrSoJ, mKJNA — — 


NM_005001 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 7 

I 14.5RL), 1514.3aj ^JNUUrA/J, mtUNA _ . 


NM_004988 


Homo sapiens melanoma antigen, family A, 1 (directs expression of antigen 
MZ2-E) (MAjj-bAl), mKJNA . . 


NM 005097 


Homo sapiens leucine-rich, glioma inactivated 1 (LGI1), mRNA 


NM 004984 


Homo sapiens kmesm iamily member da (JSJ-toAj, mKJNA 


NM_004983 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 9 
(KCNJ9), mRNA 


NM_004982 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 8 
(KCNJ8), mRNA 


NM_000890 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 5 
(KCNJ5), mRNA 


NM_004981 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 4 
(KCNJ4), mRNA . — 


NM_005136 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 2 
(KCNE2), mRNA 


NM_004980 


Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 
3 (KCND3), mRNA 


NM_004979 


Homo sapiens potassium voltage-gated channel, Shal-related family, member 1 
(KCND1), mRNA 


NM_004978 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 
member 4 (KCNC4), mKJNA 


NM_004977 


Homo sapiens potassium voitage-gatea cnannei, onaw-rcidicu. auuicuiAiiy , 
member J (KCJNCij, hikina 


NM_004976 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 
member 1 (KCNC1), mKJNA 


NM_004975 


Homo sapiens potassium voitage-gateo cnannei, ondxj-rciaicu &uuiaimxjr, wcmiuM. 
1 (KCNBl), mRNA 


NM 004969 


Homo sapiens msuim-aegraamg enzyme viuiij, nuuNA 


NM 005143 


Homo sapiens haptoglobin (Jttr j, mKJNA 


NM_004965 


Homo sapiens nign-moDiiiiy group ^noiuustone Ciirumuduiiidy piui&m a-t 
(HMG14), mRNA 


NM 005130 


tt _ V—— ot-in V\-inr1i'n cy orrvu/fh "faotnr KinrllTIO TTTntein ^l^GBPl 7 J- mRNA 

Jtlomo sapiens neparm-Dmuuig growui xaoiur umuin^ piui^ui \±±±s±. * t *■ 


NMjL}u4yo3 


x^ioino sapiens guanyiatic uy^i<u>c ^ncai ^lauiv ciiiviuiwAiu aww^jjipv/*/ 

(VjUU X ZCJ, mKJNA . 


NM 005100 


Homo sapiens A kinase (PRKA) anchor protein fgravin) 12 (AKAP12), mRNA 


■VTTV jf AAC1 1 O 

NM 005113 


riomo sapiens goigi auxoanugen, goigm buuiuuuiy a, j ^uu^un.jy, iAxLvj - , - < *■ 


NMJ)05145 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 7 
(GNG7), mRNA 


1N1V1 HA 


Homo sapiens gastric intrinsic factor (vitamin B synthesis) (CiLb), mRNA 


NM 005110 


Homo sapiens glutamine-fructose-6-phosphate transaminase 2 (GFPT2), mRNA 


NM_004960 


Homo sapiens fusion, derived from t(12;16) malignant liposarcoma (FUS), 
mRNA 


NM_004959 


Homo sapiens nuclear receptor subfamily 5, group A, member 1 (NR5 Al), 
mRNA 


NM 004957 


Homo sapiens folylpolyglutamate synthase (FPGS), mRNA 
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NM 004956 


Homo sapiens ets vanant gene 1 (bl VI), mKJNA 


NM_004955 


Homo sapiens solute earner tamily 29 (nucleoside transporters;, memoer 1 
(SLC29A1), mRNA 


NM 005107 


Homo sapiens endonuclease G-like 1 (ENDOGL1), mRNA 


NM_004953 


Homo sapiens eukaryotic translation initiation iactor gamma, i ^hithvji;, 
mRNA 


NM 004952 


Homo sapiens epnnn-A3 (brJNAJ), mKJNA 


NM 004944 


Homo sapiens deoxynbonuclease 1-like 3 (JJiNADcii^j, mKJNA 


NM 004938 


Homo sapiens death-associated protein kinase 1 (DAPK1), mRNA 


NM_005127 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 2 (activation-induced) (CLECSF2), mRNA 


NM 004935 


Homo sapiens cyclin-dependent kinase 5 (CDK5), mRNA 


NM 004931 


Homo sapiens CD8 antigen, beta polypeptide 1 (p37) (CD8B1), mKJNA 


NM 005125 


Homo sapiens copper chaperone for superoxide dismutase (CCb), mKJNA 


NM_005093 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
2 (CBFA2T2), mRNA 


NM_004930 


Homo sapiens cappmg protein (actm filament) muscle Z,-line, beta [y,Ar/£>), 
mRNA 


NM 005139 


Homo sapiens annexm A3 (ANXA3), mKJNA 


NM 000664 


Homo sapiens acetyl-Coenzyme A carooxyiase aipna {al>aw\j, ihcun/\ 


NM 002108 


Homo sapiens histidine ammonia-lyase (HAL), mRNA 


NM 001718 


Homo sapiens bone morphogenetic protein 6 (BMro), mKJNA 


NM 001154 


A. C / A \TV A C\ _T)\T A 

Homo sapiens annexin A5 (ANXA5), mKJNA 


NM 001153 


Homo sapiens annexin A4 (ANXA4), mRNA 


NM 004817 


Homo sapiens tight junction protein 2 (zona occludens I) (1 Jrzj, mKiNA 


NM 004736 


Homo sapiens xenotropic and polytropic retrovirus receptor (XPR1), mRNA 


NM_004628 


Homo sapiens xeroderma pigmentosum, complementation group C (Arc;, 
mRNA 


NM 004627 


Homo sapiens tryptophan nch basic protein (WRB), mRNA 


NM_004183 


Homo sapiens vitelliform macular dystrophy (Best disease, bestropnin) (VMDZ), 
mRNA 


NM_004664 


Homo sapiens Vertebrate LIN7 homolog 1, Tax interaction protein 33 (VELI1), 
mRNA 


NM 004679 


Homo sapiens variable charge, Y chromosome (V CY), mRNA 


NM 004182 


Homo sapiens ubiquitously-expressed transcript (UXT), mRNA 


NM 004651 


Homo sapiens ubiquitin specific protease 1 1 (USP1 1), mRNA 


NM_004181 


Homo sapiens ubiquitin carboxyl-terminal esterase .LI (ubiquitin tnioiesterasej 

/TTi^TTT 1 \ Tl\T A 

(UCHLl), mRNA 


NM 004223 


Homo sapiens ubiquitin-conjugating enzyme E2L 6 (UBE2L6), mRNA 


NM 004623 


Homo sapiens tetratricopeptide repeat domain 4 (TTC4), mRNA 


NM 004622 


Homo sapiens translin (TSN), mRNA 


NM 004236 


Homo sapiens thyroid receptor interacting protem 15 (TRIP 15), mKJNA 


NM 004909 


Homo sapiens taxol resistance associated gene 3 (TRAG3), mRNA 


NM 004295 


Homo sapiens TNF receptor-associated factor 4 (TRAF4), mRNA 


NM_004179 


Homo sapiens tryptophan hydroxylase (tryptophan 5-monooxygenase) (TPH), 

YV.DVTA 
mKiNA 


NM_004195 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 8 
(TNFRSF18), mRNA 


NM 004202 


Homo sapiens thymosin, beta 4, Y chromosome (TMSB4Y), mRNA. 


NM 004616 


Homo sapiens transmembrane 4 superfamily member 3 (TM4SF3), mRNA 


NM 004615 


Homo sapiens transmembrane 4 superfamily member 2 (TM4SF2), mRNA 


NM 004865 


Homo sapiens TBP-like 1 (TBPL1), mRNA 
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NM 004613 


Homo sapiens transglutaminase 2 (C polypeptide, protem-glutamme-gamma- 
HntamYltransfer»<«0 (TGM2), mRNA 


lNlYl UvtU 1Z» 


Homo sapiens transforming growth factor, beta receptor I (activin A receptor 
type n-like kinase, 53kD) (TGFBR1), mRNA 


MNyf 004708 


Homo sapiens programmed cell death 5 (PDCD5), mRNA 


"MM 0049 18 


Homo sapiens T-cell leukemia/lymphoma IB (TCL1B), mRNA 


XTA/T 004600 


Homo sapiens transcription factor 15 (basic helix-loop-helix) (TCF15), mRNA 


NM 004780 


Homo sapiens transcription elongation factor A (SID-like 1 (TCEAL1), mRNA 


XTM* 0OA7R^ 
JNJVI UU*f/0-> 


Unmn canionc thousand and one amino acid protein kinase (TAOl), mRNA 


vnv/f aaa£A£ 
JN JYl_UU*fO v 0 


Homo ^aniens TATA box binding protein (Tbi* )-associated factor, RNA 
nolvmerase TT A 2^0kD (TAF2A), mRNA 




TTattia ^aniens svnantoevrin 2 f SYNGR2), mRNA 


NM 004711 


Homo sapiens synaptogyrin 1 (SYNGR1), mRNA 


XTN/T AA/1£A^ 


Hnmn Qanien«? sulfotransferase family, cytosohc, 2B, member 1 (SULT2B1), 
mRNA 




Unmn csmierK wntaxin 8 fS'l'XSV mRNA 


NM 004603 


Homo sapiens syntaxin 1 A (brain) (STX1A), mRNA 


JNM UU4Z I / 


TTnmn sarriem serine/threonine kinase 12 (STK12), mRNA 




Wnmn canifmc oternl reeiilatorv element binding transcription factor 2 (SRbBi*2), 

mRNA 


WlVvf 004176 
JNJYl_UU*f I/O 


Wnmo ^aniens sterol regulatory element binding transcription factor 1 (SREBF1), 
mRNA 


NM_000582 


Homo sapiens secreted phosphoprotein 1 (osteopontin, bone sialoprotem 1, early 
T-lymphocyte activation 1) (SPP1), mRNA 


NM 004189 


Homo sapiens SRY (sex determining region Y)-box 14 (SOX14), mRNA 


IN ivl UU^t j y O 


Homo sapiens small nuclear ribonucleoprotein polypeptide A (SNRPA), mRNA 


NM 004782 


Homo sapiens synaptosomal-associated protein, 29kD (SNAP29), mRNA 




Wnmn Qjinien^ cnermine svnthase fSMS). mRNA 


NM_004594 


Homo sapiens solute earner family 9 (sodium/hydrogen exchanger), isoform 5 

fQTPQA^ mRNA 


NM_004173 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
ewc+fMrA mf>mVtpr d f ST P7A4^ mRNA 


NM_004211 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, glycine), 


NM_004858 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
R fQT PdAJtt mRNA 


NM_004727 


Homo sapiens solute carrier family 24 (sodium/potassium/calcium exchanger), 
mpmVipr 1 (SLC24A1^ mRNA 


NM_004172 


Homo sapiens solute carrier family 1 (glial high affinity glutamate transporter), 
™r>™hi*r % (<Z\.CA AT* mini ear eene encoding mitochondrial protein, mRNA 


NM_004171 


Homo sapiens solute carrier family 1 (glial high affinity glutamate transporter), 
mPTYihpr ? fST,Cl A2^ nnelear eene encodine mitochondrial protein, mRNA 




TJYvmn caniens solute carrier familv 16 (monocarboxylic acid transporters), 
mptnhpr7 fST.C16A7* mRNA 


NM_004695 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 5 (SLC16A5), mRNA 


NM_004207 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 3 (SLC16A3), mRNA 


NM 004870 


Homo sapiens mannose-P-dolichol utilization defect 1 (MPDU1), mRNA 


NM 004768 


Homo sapiens splicing factor, arginine/serine-ricb 1 1 (SFRS 1 1), mRNA 


NM 004636 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3B (SEMA3B), mRNA 
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NM 004753 


Homo sapiens short-chain dehydrogenase/reductase 1 (SDR1), mRNA 


"MTV;! nn/ii^8 


Rnmn saniens succinate dehvdroeenase complex, subumt A, flavoprotein (Fp) 
CSDHA), nuclear gene encoding mitochondrial protein, mRNA 


XTTV/f C\(\A1 1 1 
iNJVl \J\JH / ID 


Wntrin cflnipris sernlofficallv defined colon cancer antigen 1 (SDCCAG1), mRNA 




Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 20 
(SCYA20),mRNA 




TTnmn saniens small inducible cvtokine subfamily A (Cys-Cys), member 16 
(SCYA16),mRNA 




TTnmn canifmQ ^nHiiiTti rhannel voltace-Bated* tvoe II. beta "polypeptide 
(SCN2B), mKNA 


XTK Jf AA/I 1 

NM 004103 


Tj A mrv coniAnc Pac-rHflfpfl associated with diabetes fRRAD i. mRNA 


NM_00475d 


tT Anir . conipnc fifmc/vmnl nrnte/in S6 kinase 90kD nolvnentide 5 (RPS6KA5}, 

XiOmO Sapiens I lUvoUIllQl ^Jivivxii xwxxxoov>, ^viu/) y\s*j *■*■'/> 
mPNA 


JNM_004DoO 


a™ C n n ; Pn o rihn^nmfll nrotein S6 kinase. 90kD. nolvDeotide 3 (RPS6KA3), 

mRNA 


NMJ)04790 


Homo sapiens solute carrier family 22 (organic anion transporter), member 6 
fST P22A61 TTiRNA 


xjm aajosq 


Homo saniens RecO nrotein-like 5 (RECOL5), mRNA 


INIVI UUHaOv 


Homo saniens RecO nrotein-like 4 (RECQL4), mRNA 




TTrvmn saniens RAR5C member RAS oncogene family (RAB5C), mRNA 


NM 004SR9 
iNxVl vUHJO^ 


Homo saniens Rab eeranvleeranvltransferase, beta subunit (RABGGTB), mKNA 


TSJTV/f 0045R1 


Homo saniens Rab eeranvleeranvltransferase, alpha subunit (RABGGTA), 
mRNA 


NM 004251 

X^lXVX UU~i(J X 


Homo sapiens RAB9, member RAS oncogene family (RAB9), mRNA 


NM 004162 


Homo saniens RAB5A. member RAS oncogene family (RAB5A), mRNA 


NM 004578 


Homo sapiens RAB4, member RAS oncogene family (RAB4), mRNA 


NM 004914 

X iXVX VTT/ A~ 


Homo sapiens RAB36, member RAS oncogene family (RAB36), mRNA 


NM 004580 


Homo sapiens RAB27A, member RAS oncogene family (RAB27A), mRNA 


NM (\(\Af\fi\ 


Homo sapiens RAB1 1A, member RAS oncogene family (RAB1 1 A), mRNA 


NM 004160 


Homo saniens neotide YY fPYY\ mRNA 


NM 004103 


Homo sapiens protein tyrosine kinase 2 beta (PTK2B), mRNA 


xta/t ooai 

JNiYL UUH-130 


"Wrvmn cam'pnQ nprQPnhin fPSPNi mRNA 


NM 004577 


Homo sapiens phosphoserine phosphatase (PSPH), mRNA 


jNIVl_ UU41 jy 


u ni «iA canipnc T\rr\t(>c\ enmp (r\rc\<i.c\mp macmnain^ subunit beta tvne. 8 (larce 
multifunctional protease 7) (PSMB8), mRNA 


xnvyf 004Q17 


Wrimri canipnc Vnllilrrpin 4 fnro^tase enamel matrix nrostate^ fKLK4V mRNA 


NM_004157 


Homo sapiens protein kinase, c AMP-dependent, regulatory, type H alpha 

fPPirAP9A1 mPNA 

^x xSJV/\xVZ.^V ), xxxlxxN/\. . 


"MTV/f OOzT7^R 


u nTY i n canipnc TvrtTVhpr^l "hpnToHi adenine recentor-associated nrotein 1 rPRAX- 
\\ mPNA 


vnur 004576 
JNxYl_ yV/'r O 1 O 


TTnmn canimc nrntpin nhnmhata^e 2 Cformerlv 2A1 reculatorv subumt B (PR 
^52^ beta koform fPPP2R2B > l mRNA 


NM 0041^6 

IN IVX UU*tl JU 


Homo sapiens protein phosphatase 2 (formerly 2A), catalytic subunit, beta 
isoform (PPP2CB), mRNA 


NM 000942 

XNJLVX \J\J\J 


Homo saniens nentidvlorolvl isomerase B (cyclophilin B) (PPIB). mRNA 


NM 004575 


Homo sapiens POU domain, class 4, transcription factor 2 (POU4F2), mRNA 


NM 004573 


Homo sapiens phospholipase C, beta 2 (PLCB2), mRNA 


NM 004572 


Homo sapiens plakophilin 2 (PKP2), mRNA 


NM 004571 


Homo sapiens PBX/knotted 1 hoemobox 1 (PKNOX1), mRNA 


NM_004203 


Homo sapiens membrane-associated tyrosine- and threonine-specific cdc2- 
inhibitory kinase (PKMYT1), mRNA 


NM 004910 


Homo sapiens phosphatidylinositol transfer protein, membrane-associated 
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(PITPNM), mRNA 


NM 004278 


Homo sapiens phosphatidylinositol glycan, class L (PIGL), mRNA 


NM 004569 


Homo sapiens phosphatidylinositol glycan, class H (PIGH), mRNA 


NM 004855 


Homo sapiens phosphatidylinositol glycan, class B (PIGB), mRNA 


NM 004862 


Homo sapiens LPS-induced TNF-alpha factor (PIG7), mRNA 


NM 004878 


Homo sapiens prostaglandin E synthase (PTGES), mRNA 


NM 004567 


Homo sapiens 6-phosphofioicto-2-kinase/fructose-2,6-biphosphatase 4 
(PFKFB4), mRNA 


"NM 004566 


Homo sapiens 6-phosphoiiiicto-2-kin2£ 3 
(PFKFB3), mRNA 


IN 1VI__U v*tO J 0 


Watyia cjityiptic piiVarvrvhc translation initiatioTi factor 2-alnha kinase 3 
(EIF2AK3), mRNA 


iNJLVl l/U*r / lO 


PTnmrv conipnc nrnnrfYtpin ennvertase subtilisin/lcexin tvoe 7 rPCSKW mRNA 


NM_000437 


Homo sapiens platelet-activating factor acetylhydrolase 2 (40kD) (PAFAH2), 


IN lYl^lJU'f 1 7 7 


UnmA ca-nipnc nrf^rJIflcpn-TYrnlinp 9-oxnpiiitaratp 4-<iio"xv(yp,na^p, (DroKne 4- 
hvoVoxvlase^ alrjha nolvnentide II (P4HA2^ mRNA 


NM 004154 


TTnmo ^aniens Twrimidinerpic recentor P2Y G-orotein counted. 6 fP2RY6). 
mRNA ' • 


NM" 004280 


Homo ^aniens eukarvotic trarislation elongation factor 1 en si Ion 1 CEEF1E1). 
mRNA 


NM 004741 


Homo sapiens nucleolar phosphoprotein pi 30 (PI 30), mRNA 


NM 004802 


Homo sapiens otoferlin (OTOF), mRNA 


NM 004852 


Homo sapiens one cut domain, family member 2 (ONECUT2), mRNA 


NM 004254 


Homo sapiens solute carrier family 22 (organic anion transporter), member 8 
(SLC22A8), mRNA 


NM 004298 


Homo sapiens nucleoporin 155kD (NUP155), mRNA 


NM 004560 


Homo sapiens receptor tyrosine kinase-like orphan receptor 2 (ROR2), mRNA 


NM 004822 

1 11*1 V \r w V«v«* 


Homo sapiens netrin 1 (NTN1), mRNA 


NM 004796 


Homo sapiens neurexin 3 (NRXN3), mRNA 


NM 004558 


Homo q aniens neurturin fNRTN^ mRNA 


NM 004688 


Homo sapiens N-myc (and STAT) interactor (NMI), mRNA 


JVN1YA UUtlnO 


TTnmn Qanipn^ niniiiriTi 1 fNTWTI^ mRNA 

XXKJIWJ OO^l&liO lllllJUilll X \l.^X±^J 1 Jy liIX\-L^./». 


TvJA/T 004^^7 

1N1YJL__UU*t J JZ, 


Unmn Qarvipns NAHH HphvHroirpnaQp fnhiniiinoTie^ Fe-S nrotein 5 fl51cO^ 

(NADH-coenzyme Q reductase) (NDUFS5), mRNA 


NM 004551 


TTmno ^aniens NAOH debvdroffenase fubicruinone^ Fe-S nrotein 3 ^30kD^ 
fM ADH-c oenzvme O reductase^ rNDUFS3^ mRNA 


NM 004550 


Homo ^aniens NADH dehvdropenase f ubiauinone^ Fe-S nrotein 2 T49kD^ 
(NADH-coenzyme Q reductase) (NDUFS2), mRNA 


NM 004540 


Homo sapiens neural cell adhesion molecule 2 (NCAM2), mRNA 


NM_004644 


Homo sapiens adaptor-related protein complex 3, beta 2 subunit (AP3B2), 
mRNA 


NM 004538 


Homo sapiens nucleosome assembly protein 1-like 3 (NAP1L3), mRNA 


NM 004145 


Homo sapiens myosin DOB (MY09B), mRNA 


NM 004294 


Homo sapiens mitochondrial translational release factor 1 (MTRF1), mRNA 


NM 004923 


Homo sapiens metallothionein-like 5, testis-specific (tesmin) (MTL5), mRNA 


NM_004143 


Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy- 
terminal domain, 1 (CITED1), mRNA 


NM 004279 


Homo sapiens peptidase (mitochondrial processing) beta (PMPCB), mRNA 


NM 004531 


Homo sapiens molybdenum cofactor synthesis 2 (MOCS2), mRNA 


NM 004244 


Homo sapiens CD163 antigen (CD163), mRNA 


NM 004528 


Homo sapiens microsomal glutathione S-transferase 3 (MGST3), mRNA 
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NM 004225 

X v J.VA \J\J~ 


Homo sapiens MFH-amplified sequences with leucine-rich tandem repeats 1 
(MASL1), mRNA 


NM 002372 


Homo sapiens mannosidase, alpha, class 2A, member 1 (MAN2A1), mRNA 


NMJD04721 


Homo sapiens mitogen-activated protein kinase kinase kinase 13 (MAP3K13), 
mRNA 


NM 002332 


Homo sapiens low density lipoprotein-related protein 1 (alpha-2-macroglobulin 
receptor) (LRP1), mRNA 


NM 004793 


Homo sapiens protease, serine, 15 (PRSS15), mRNA 


NM 004789 


Homo sapiens LIM homeobox protein 2 (LHX2), mRNA 


NM 004863 


Homo sapiens serine palmitoyltransferase, long chain base subunit 2 (SPTLC2), 
mRNA 


NM 004737 


Homo sapiens like-glycosyltransferase (LARGE), mRNA 


NM 004795 


Homo sapiens klotho (KL), mRNA 


NM 004521 


Homo sapiens kinesin family member 5B (KIF5B), mRNA 


NM 004520 


Homo sapiens kinesin heavy chain member 2 (KIF2), mRNA 


NM 004920 


Homo sapiens apoptosis-associated tyrosine kinase (AATK), mRNA 


NM_004700 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 4 
(TCCN041 mRNA 


NM_004519 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 3 
flCON03^ mRNA 


NM 004518 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 2 
(KCNQ2), mRNA 


NM 004137 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 1 (KCNMB 1), mRNA 


NMJW4732 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 3 (KCNAB3), mRNA 


NM 004693 


Homo sapiens cytokeratin type II (K6HF), mRNA 


NMJ)04791 


Homo sapiens integrin, beta-like 1 (with EGF-like repeat domains) (ITGBL1), 
mRNA 


NM 004517 


Homo sapiens integrin-linked kinase (ILK), mRNA 


NM 004514 


Homo sapiens interleukin enhancer binding factor 1 (ILF1), mRNA 


NM 004633 


Homo sapiens interleukin 1 receptor, type II (IL1R2), mRNA 


NM 004513 


Homo sapiens interleukin 16 (lymphocyte chemoattractant factor) (IL16), mRNA 


NM 004512 


Homo sapiens interleukin 1 1 receptor, alpha (ELI IRA), mRNA 


NM 004258 


Homo sapiens immunoglobulin superfamily, member 2 (IGSF2), mRNA 


NM 004135 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) gamma (IDH3G), mRNA 


NM 004134 


Homo sapiens heat shock 70kD protein 9B (mortalin-2) (HSPA9B), mRNA 


NM 004697 


Homo sapiens PRP4/STK/WD splicing factor (HPRP4P), mRNA 


NM 004698 


Homo sapiens U4/U6-associated RNA splicing factor (HPRP3P), mRNA 


NM 004503 


Homo sapiens homeo box C6 (HOXC6), mRNA 


NM 004502 


Homo sapiens homeo box B7 (HOXB7), mRNA 


NM 004497 


Homo sapiens hepatocyte nuclear factor 3, gamma (HNF3G), mRNA 


NM 004496 


Homo saniens henatocvte nuclear factor 3 aloha (HNF3A\ mRNA 


NM 004712 


Homo saniens henatocvte erowth factor-reeulated tyrosine kinase substrate 
(HGS), mRNA 


NM 004834 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 4 
(MAP4K4), mRNA 


NM_004494 


Homo sapiens hepatoma-derived growth factor (high-mobility group protein 1- 
like) (HDGF), mRNA 


NM 004876 


Homo sapiens zinc finger protein 254 (ZNF254), mRNA 


NM 004493 


Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase, type II (HADH2), 
mRNA 
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NM_004904 


TJy\«Mn pnnionc e* A A/TO rpcnnrtCA ^1 Ampnt. rvinHlTl & TYTAtiPITl IK p-RPa 

Homo Sapiens c/\ivix response eienieui-uuiunig proicm ^ivc*-.DXa 


XTA/T AA/1QQ1 

NM UU4oyj 


yj/xmn cnnipnQ T-T? A ViictATip fpmilv mernher Y (TT2AFY1 mRNA 


vnvyr aa/1iqa 


xiomo Sapient* giyi/Ugenin ^vj x vJ/, iiuxx^n. 


XTA>T AA/tOQA 

INM UU4Z00 


TTatyia canipnc CVTP KitiHina nrnrpin 1 fCrTPrTPI) TTlRNA 
XiOmu Sapient) vjjljt uiiiuiiig piuiciii i jii jji i^, iiuvj/nxx 


ATA/T AA/110C 


T-Tatyia cQ-nipnc crf*nf»rs*1 frnncprintiAn fartAT* TTF nAlvnpntiHp 1 l"30VD ^llhixnitl 
XIOIIHJ bdUlCIlo HCilC-JL al U. allow ipuiuu. laV/iui jlll , ^juijrpwpu.u.vs ^ v/xvj_/ ouuuiui.^ 

/7^TT77r77 > V rnPTsJA 


NM 004491 


Homo sapiens glucocorticoid receptor DNA binding factor 1 (GRLF1), mRNA 


xta/t nnno/C 
NM UUUozo 


TjAtm/\ oqnianr rv1n+cim<»t£k r»npntnr i rvn AffATVI A AAA PA 7 /Y"2-P T A 9^ TTlUNA 

xiomo Sapiens giuiaiTiaie rcecpiur, lunuurupiv, /xivlt i\ \\jr*±r\*£.j y nuvrirx 


XTA/T AA/f>IAA 


Homo sapiens growtn iactor receptor-uoumi pruicm it ^vjivd ihj, imvi^/x 


MM 004810 


Homo sapiens GRB2-related adaptor protein 2 (GRAP2), mRNA 


NM 004224 


Homo sapiens (a protein-coupled. receptor dv [vjrssjv), nicUN/v i 


\t» r c\f\ /I OT1 

NM 004871 


xaomo sapiens goigi wnat recepxor complex memoer 1 ^ouoivi j, miviN/x 


NM_004487 


rlomo sapiens goigi autoanngen, goigin suDiamiiy d, macrogoigin ^witn 
transmemDrane signal;, i ^vjvjivOdij, njjviN/\ 


ATTV/T AA/1 1 liC 

NM 0U41ZO 


xiomo sapiens guanine nucieouae oinauig proieni 1 1 ^^jinoi i ) 9 ius\±\t\ 


NM_004297 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 14 

(U-INA14J, mKJN/V 


ATA/T A A/11 /I /C 

JNM UU4240 


xiomo sapiens giucagon-iiKe pepuae z recepior ^oi^rzix;, inivLN/\ 


NM 004123 


Homo sapiens gastric inhibitory polypeptide (GIP), mRNA 


NM 004121 


Homo sapiens gamma-glutamylti^sierase-iiKe activity i vovji jlai j, mKiN/v 


xnv x AA/ion 

NM 004837 


Homo sapiens geranylgeranyl aipnospnate syntnase i ^vjvjJto i ), niKiN a 


XTTV if AA/f 1 oo 

NM_004188 


Homo sapiens growtn iactor lnoepenaent ix> ^potential regulator 01 l^jjivin i/\, 
translocated in CML) (GFI1B), mRNA 


XTTV/T AA^OAI 

NM 0U4Zyi 


Homo sapiens guanine deaminase (GDA), mRNA 


NM_00475 1 


Homo sapiens glucosaminyl (N-acetyl) transferase 3 3 mucin type (GCNT3), 

tmDATA 
mJKJNA 


xnv K AA/M 0*3 

NM UU4iyi 


Homo sapiens goigi-specuic oreieiain /v resistance iactor i ^vjxjr i ) 9 uuvln/v 


ATA/f AAOAQA 

NM UUZUoU 


xiomo sapiens ionriyi peptide receptor-iiKe z ^rx rvuzj, miviNA 


XTA/T AA/I/II/C 

NM_ UU44/0 


Homo sapiens ioiate nyoroiase t^rostate-spcciiic memorane anugen^ i i^ruuii j 9 
mRNA 


XTA/T AA/1 1 1 Q 

NM UU41iy 


xiomo sapiens ims-reiateu tyrosine Kinase d i^rivi j), tussshjx 


xnvyr AA/i/n^ 
NM UU44/J 


xiomo sapiens iiotinm z ^rivwizj, mxsJN/\ 


NM UUH*f/Z 


xiomo sapiens iorjcneau oox ul \jt\jj\xj i ), rnxvtN/x 


NM UU44/1 


xiomo sapiens iorKneaa oox vji/v l^j, miviNrx 


XTA/T AA/1 /1 7/1 
NM 


xiomo sapiens iorKneaa oox \r\JASJ£), nirviN/\ 


Xnv K AA/I/I/JQ 

NM_0044oy 


Homo sapiens c-ios muuceu growtn iactor ^vascular enaotneiiai growtn iactor u) 


XJA/T 00446R 


numu aapiCIlo lOUr dJlvl a Hail XwXiVX UUIIlalilD J V.XXj_IjJ ; s IllXVl^irx 


NM UUHWZ 


xiouivj sapiens iarnesyi-uipnospndtc xairicoyiucuibicrasc 1 ^ruri iy, uiivxn/y 


XTA^ AAA1A7 
JNM UU^rlU/ 


numu sapiens rc iiagnieni 01 igvj, rcuepwjr, uaiispuricr, aipiia ^p^vjxvx ^ y iulevi>^v 


NM 004104 


Homo sapiens fatty acid synthase (FASN), mRNA . 


ATAvT AAA4£1 


xiomo sapiens pnenyiaianme-ix\XN/v synmcidse-iiKe ^xAixojLf^, inxviNrv 


INM Uv/^fiUl 


T-t ATY1 A C!lT\l*»Tie A AO (YllloTI ATI xVl f*TAT* TT / 1 AT"AmV>in^ T*P O £*T\tr\T-] 1 7 /T70PT TYlP AJ A 

xxumu oapicns eoaguiaiion laCior ii ^uiruiiiuui^ ict«cpujr~iixi.c jl \jcz,jsj^^j, imui/i 


NM 004235 


Homo sapiens KruppeWike factor 4 (gut) (KLF4), mRNA 


XJA/T 0044 S 5 


T-Tattia ^anTPrn: pvnctnc^c ^miiltinlp^-liVf* 1 fRXTI .1 ^ ttiI^^JA 


NM 004454 


Homo sapiens ets variant gene 5 (ets-related molecule) (ETV5), mRNA 


NM_004453 


Homo sapiens electron-traiisferring-flavoT^otein dehydrogenase (ETFDH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 004452 


Homo sapiens estrogen-related receptor beta (ESRRB), mRNA 


NM_004911 


Homo sapiens protein disulfide isomerase related protein (calcium-binding 
protein, intestinal-related) (ERP70), mRNA I 
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NM 004447 
NM 004446 


Homo sapiens epidermal growth factor receptor pathway substrate 8 (EPS8), 
mRNA 

Homo sapiens glutamyl-prolyl-tRNA synthetase (EPRS), mRNA 


NM 004099 


Homo saniens FnhA?. (EPHA2V mRNA 

Homo sapiens erythrocyte membrane protein band 7.2 (stomatin) (EPB72), 

mPMA 


NM_004437 


Homo sapiens erythrocyte membrane protein band 4.1 (elliptocytosis 1, KH- 
1 intern nPPR41^ mRNA 

HIKCCLJ lX*ri5*tlJ» iuxvj.^/^ — 


NM_004435 


Homo sapiens endonuclease G (ENDOG), nuclear gene encoding mitochondrial 


NM_004434 


Homo sapiens echinoderm microtubule-associated protein-like (EMAPL), 

mPNA 


XTK/f flflAA'XI 


Womo ^aniens E74-like factor 3 (ets domain transcription factor, epithelial- 
cn«*ififi ^ fFTFTl mRNA 


JN m__U \JH\) y 0 


Homo saoiens eukarvotic translation initiation factor 4E binding protein 2 
fFTF4FRP^ mRNA 


xnvyr nfwio^ 

IN JVi__u v/'tU zJj 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 1 
ntlMTOPIYniRNA 


NM 004430 


Homo sapiens early growth response 3 (EGR3), mRNA 




Homo ^aniens enhrin-B2 (EFNB2), mRNA 


NM 004429 


Homo sapiens ephrin-Bl (EFNB1), mRNA 


"MM 0044? R 1 


Homo sapiens ephrin-Al (EFNA1), mRNA 


"NA/f 004R67 


Homo sapiens integral membrane protein 2A (ITMZA), mRNA 


"MM 0044.1 S 


Homo sapiens desmoplakin (DPI, DPH) (DSP), mRNA 


"NM 004760 


Homo sapiens serine/threonine kinase 17a (apoptosis-inducing) (STK17A), 
mRNA 


MM" 00441 7 


TWin Qam'ftns dinentidase 1 (renal) (DPEP1), mRNA 


XTM" 0040 R ft 
iNIVl UUHuOO 


Homo sapiens deoxynucleotidyltransferase, terminal (DIM 'IT), mRNA 


TvT\/f H0441? 
INivi UU*Htli£' 


Homo earn ens PNA (nYtoRme-5-)-methyltransferase 2 (DNMT2), mRNA 


NM 004411 


Homo sapiens dynein, cytoplasmic, mtermediate polypeptide 1 (DNCI1), mRNA 


vrv/f 004407 


Homo sapiens dentin matrix acidic phosphoprotein (DMP1), mRNA 


NM 004746 


Homo sapiens discs, large (Drosophila) homolog-associated protein 1 
miGAPH mRNA 


NM 004747 


Homo sapiens discs, large (Drosophila) homolog 5 (DLG5), mRNA 


XNJVL UU*tUo / 


Homo <:arnem discs large (DrosoDhila) homolog 1 (DLG1), mRNA 


NM_004900 


Homo sapiens phorbolin (similar to apolipoprotein B mRNA editing protein) 
fl">T749P1 9 T\ mRNA 


JNM_UU44U z f 


TTnmn ^aniens neural precursor cell expressed, developmentally down-regulated 
S fNFDDS^ mRNA 


vr\yf O 04409 


Homo sapiens DNA fragmentation factor, 40 kD, beta polypeptide (caspase- 
activated DNase) (DFFB), mRNA 


"MM* 004401 


Homo sapiens DNA fragmentation fector, 45 kD, alpha polypeptide (DFFA), 
mRNA 


>j\jf 0040R^ 


Hnmn <saniens DNA-HaTnaffe-inducible transcript 3 (DDIT3), mRNA 


MM 0047^4 

INIVl Wt / J*t 


Homo sapiens doublecortin and CaM kinase-like 1 (DCAMKL1), mRNA 


NM 004394 


Homo sapiens death-associated protein (DAP), mRNA 


NMJ)04393 


Homo sapiens dystroglycan 1 (dystrophin-associated glycoprotein 1) (DAG1), 
mRNA 


NM_004229 


Homo sapiens cofactor required for Spl transcriptional activation, subumt 2 
(150kD) (CRSP2), mRNA 


NM 004079 


Homo sapiens cathepsin S (CTSS), mRNA 


NM 004390 


Homo sapiens cathepsin H (CTSH), mRNA 
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NM 004388 


Homo sapiens chitobiase, di-N-acetyl- (CTBS), mRNA 


NM 004387 


Homo sapiens cardiac-specific homeo box (CSX), mRNA I 


NM 004861 


Homo sapiens cerebroside (S'-phosphoadenylylsdfateigalactosylceramide 3') 
sulfotransferase (CST), mRNA 


NM 004078 


Homo sapiens cysteine and glycine-rich protein 1 (CSRP1), mRNA 


NM 004386 


Homo sapiens chondroitin sulfate proteoglycan 3 (neurocan) (CSPG3), mRNA 


NM 004385 


Homo sapiens chondroitin sulfate proteoglycan 2 (versican) (CSPG2), mRNA 


NM 004384 i 


Homo sapiens casein kinase 1, gamma 3 (CSNK1G3), mRNA 


NM 004383 


Homo sapiens c-src tyrosine kinase (CSK), mRNA 


NM 004075 1 


Homo sapiens cryptochrome 1 (photolyase-like) (CRY1), mRNA 


NM 004778 I 


Homo sapiens G protein-coupled receptor 44 (GPR44), mRNA 


NM 004750 


Homo sapiens cytokine receptor-like factor 1 (CRLF1), mRNA 


NM 004382 


Homo sapiens corticotropin releasing hormone receptor 1 (CRHR1), mRNA 


NM 004379 


Homo sapiens cAMP responsive element binding protein 1 (CREB1), mRNA 


NM 004377 


Homo sapiens carnitine palmitoyltransferase I, muscle (CPT1B), mRNA 


NM 004748 


Homo sapiens cell cycle progression 8 protein (CPR8), mRNA 


NM 004074 


Homo sapiens cytochrome c oxidase subunit VIII (COX8), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 004766 


Homo sapiens coatomer protein complex, subunit beta 2 (beta prime) (COPB2), 
mRNA 


NM 004645 


Homo sapiens coilin (COIL), mRNA 


NM 000614 


Homo sapiens ciliary neurotrophic factor (CNTF), mRNA 


NM 004368 


Homo sapiens calponin 2 (CNN2), mRNA 


NM 004072 


Homo sapiens chemokine-like receptor 1 (CMKLR1), mRNA 


NM 004071 


Homo sapiens CDC-like kinasel (CLK1), mRNA 


NM 004362 


Homo sapiens calmegin (CLGN), mRNA 


NM 004070 


Homo sapiens chloride channel Ka (CLCNKA), mRNA 


NM 004804 


Homo sapiens WD40 protein Ciaol (CIAOl), mRNA 


NM" 004267 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 2 (CHST2), 
mRNA 


NM 004067 


Homo sapiens chimerin (chimaerin) 2 (CHN2), mRNA 


NM 004284 


Homo sapiens chromodomain helicase DNA binding protein 1-like (CHD1L), 
mRNA 


NM 004364 


Homo saniens CCAAT/enhancer bindins protein (C/EBP), alpha (CEBPA), 
mRNA 


NM 004065 

111*1 v v i WW 


Homo sapiens cerebellar degeneration-related protein (34kD) (CDR1), mRNA 


NM_004233 


Homo sapiens CD83 antigen (activated B lymphocytes, immunoglobulin 
sunerfamilv) (CD83) mRNA 


NM 004356 


Homo sapiens CD81 antigen (target of antiproliferative antibody 1) (CD81), 
mRNA 


NM 004357 


Homo sapiens CD151 antigen (CD151), mRNA 


NM 004350 


Homo sapiens runt-related transcription factor 3 (RUNX3), mRNA 


NMJ)04349 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
1; cyclin D-related (CBFA2T1), mRNA 


NM 004345 


Homo sapiens cathelicidin antimicrobial peptide (CAMP), mRNA 


NM_000722 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta subunit 1 
(CACNA2D1), mRNA 


NM 004334 


Homo sapiens bone marrow stromal cell antigen 1 (BST1), mRNA 


NMJ)04887 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 14 
(BRAK) (SCYB14), mRNA 


NMJ)04333 


Homo sapiens v-raf murine sarcoma viral oncogene homologBl (BRAF), 
mRNA 
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NM 004329 


Homo sapiens bone morphogenetic protein receptor, type IA (BMPR1 A), roRNA 


NM 004827 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 2 
(ABCG2), mRNA 


NM 004326 


Homo sapiens B-cell CLL/lymphoma 9 (BCL9), mRNA 


NM 004765 


Homo sapiens B-cell CLL/lymphoma 7C (BCL7C), mRNA 


NM 004324 


Homo sapiens BCL2-associated X protein (BAX), mRNA 


NM_004656 


Homo sapiens BRCA1 associated protein-1 (ubiquitin carboxy-terminal 
hydrolase) (BAP1), mRNA 


NM 004048 


Homo sapiens beta-2-microglobulin (B2M), mRNA 
r f? * — " ■ — 


NM 004655 


Homo sapiens axin 2 (conductin, axil) (AXTN2), mRNA 


NM 004321 


Homo sapiens axonal transport of synaptic vesicles (ATSV), mRNA 1 


NM_004888 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
member J (ATP6J), mRNA 


NM_004047 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
21kD CATP6F>. mRNA 


NM_004046 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, alpha 
subunit, isoform 1, cardiac muscle (ATP5A1), mRNA 


NM_001683 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 2 (ATP2B2), 
mRNA 


NM 004314 


Homo sapiens ADP-ribosyltransferase 1 (ART1), mRNA 


NM 004313 


Homo sapiens arrestin, beta 2 (ARRB2), mRNA 


NM 004312 


Homo sapiens arrestin 3, retinal (X-arrestin) (ARR3), mRNA 


NM 004311 


Homo sapiens ADP-ribosylation factor-like 3 (ARL3), mRNA 


NM 004675 


Homo sapiens ras homolog gene family, member I (ARHI), mRNA 


NM 004310 


Homo sapiens ras homolog gene family, member H (ARHH), mRNA 


NM 004309 


Homo sapiens Rho GDP dissociation inhibitor (GDI) alpha (ARHGDIA), mRNA 


NM 004308 


Homo sapiens Rho GTPase activating protein 1 (ARHGAP1), mRNA 


NM 004040 


Homo sapiens ras homolog gene family, member B (ARHB), mRNA 


NM 004290 


Homo sapiens ring finger protein 14 (RNF14), mRNA 


NM 004797 


Homo sapiens adipose most abundant gene transcript 1 (APM1), mRNA 


NM 004039 


Homo sapiens annexin A2 (ANXA2), mRNA 


NM 004306 


Homo sapiens annexin A13 (ANXA13), mRNA 


NM 004038 


Homo sapiens amylase, alpha 1 A; salivary (AMY1A), mRNA 


NM 004305 


Homo sapiens bridging integrator 1 (BIN1), mRNA 


NM 004857 


Homo sapiens A kinase (PRKA) anchor protein 5 (AKAP5), mRNA 


NM 004833 


Homo sapiens absent in melanoma 2 (AIM2), mRNA 


NM_004208 


Homo sapiens programmed cell death 8 (apoptosis-inducing factor) (PDCD8), 
mRNA 


NM 002199 


Homo sapiens interferon regulatory factor 2 (IRF2), mRNA 


NM 001569 


Homo sapiens interleukin-1 receptor-associated kinase 1 (IRAKI), mRNA 


NM 001567 


Homo sapiens inositol polyphosphate phosphatase-like 1 (INPPL1), mRNA 


NM 002194 


Homo sapiens inositol polyphosphate- 1 -phosphatase (INPP1), mRNA 


NM 002111 


Homo sapiens huntingtin (Huntington disease) (HD), mRNA 


NM 000165 


Homo sapiens gap iunction protein, alpha 1, 43kD (connexin 43) (GJA1), mRNA 


NM_001999 


Homo sapiens fibrillin 2 (congenital contractural arachnodactyly) (FBN2), 
mRNA 


NM 001937 


Homo sapiens dermatopontin (DPT), mRNA 


NM_001381 


Homo sapiens docking protein 1, 62kD (downstream of tyrosine kinase 1) 
(DOK1), mRNA 


NM 000729 


Homo sapiens cholecystokinin (CCK), mRNA 


NM 000486 


Homo sapiens aquaporin 2 (coll cting duct) (AQP2), mRNA 


NM 001520 


Homo sapiens general transcription factor IIIC, polypeptide 1 (alpha subunit, 
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220kD ) (GTF3C1), mRNA 


INIVI \j\JL\jy 1 


U/vma cam'pn^ ceneral transcription factor TIT A ( GTF3 A i mRNA 


xnv/f oo^9os 


TTnmn Qa-mpns transcriotion factor 12 fHTF4 helix-loOD-lielix transcriDtion 
factors 4i fTCF12 j mRNA 


NM 000440 


TTnmo saoiens phosphodiesterase 6A. cGMP-sriecific. rod. alpha fPDE6A\ 
mRNA 


NM 000806 


Homo sapiens gaiiima-anxinobutyric acid (GABA) A receptor, alpha 1 
fGABRAH mRNA 


MM 001809 


TTorno saniens centromere protein A OTkD^ (CKNPA\ mRNA 


MM 000419 


Homo sapiens proprotein convertase subtilisin/kexin type 1 (PCSK1), mRNA 


NM_002529 I 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 1 (NTRK1), mRNA 


MIWT 00^417 
INlYl UU^*tl/ 


WVvmrk cam'pnc '7-inr finopr nrntpin 964 f7NF9f*4^ ml?NA 


MM 000^0^ 
IN IVx_ U \}\J D y J 


TT/Ymr\ canipnc n/Vlntrv cHmiilatfncx fapfnr 9 rpcpntnr beta 1ow-afflnitv 

^granulocyte-macrophage) (CSF2RB), mRNA 


NM 000065 


Homo sapiens complement component 6 (C6), mRNA 


\T\A 0009^9 
JNlVi UUUZjZ 


TTn-mrt conipnc trwAfnlYnlaT TYWrtT^a+Tiv 1 (i\A ' I i\A 1 I mT?^tfA 
XTUIXIU SdpiCilo iiijriiLU.uui«ii ixiyxjycLLxiy x ^xvj.xxvxxj, iiiivinx*. 


MM 000990 


TTnmr* carvipnc 1ppifhi"n-p VinlpQtprnl apv1tTanQfpra<»p CI CATTi nuclear Pen ft 

encoding mitochondrial protein, mRNA 


MM 000994 


TTnmn Qanipns Wprarin 1 8 flCRTl K\ mRNA 


MM 00091 1 


TTnmn ca-nipn« intparin Viptfl 9 Amtippn OOI 8 TnQS^ Ivmnhocvte function- 

associated antigen 1; macrophage antigen 1 (mac-1) beta subunit) (1TGB2), 
mRNA 


NM 000208 


Homo sapiens insulin receptor (1NSR), mRNA 


MM O0O9OA 


XXOLULI odpiCIIo lUlCl lwltmUU ICUCpLwl, ^dlllilld ^otvciw Wrvilli/iilwU. 

iTnTnnnnHpfiripnf'V^ (W 9Rfi^ mRNA 

JLliJUilU.ilVJLlt-llL/ltllV'jr f ^11 /falVNJ 11UVJI ^ 4*. 


NM 000416 


Homo sapiens interferon gamma receptor 1 (IFNGR1), mRNA 


MM 000901 


nuinu Sapiens lnicruciiuidr auucoiuii iiiuicouitj i \\suj'+j 9 iiuxiuui i iuhvj vn uo 

receptor (ICAM1), mRNA 


MM 000^0 


Unmn coTvipnc A'I'P VnnrUnc poccpf+p Qn"K-fflmi1v A ^ARr^l^ TnpmV)Pr 4 

XXUIIIU OdpiCLlo Ail UUlUlllg vaa dwklv, OUL/~ldlHi.ljr ^/VUV^ i J j IJitVlllL/^l *T 

rARPA4^ mRNA 


MM 0001 1 0 


TJr*TYir* coniMic /^-iVi\r/1t*r\T^'\/rifYi , iHiTif* r1*»1r\/H'm(!Tpn5icp 1T1H V 1 1 1 inU^JA 

xioino Sapicno uiiiyurupyriiTULLiiic uciiyuxugciiaoc ii/jj iiixvin/*. 


MM 000175 


TIrttT»n caTvi^-nc lTrrtT^rtmlivriTirttypTi III cvntlipcp ( cc\r\ typnital PTvt'Virn'nniP'Hf? 
XlUniU odpiwila mupuipiljrliiiugdl JLJJL ojrllU-UloC ^uiigdiiLai ci jr uiiupui&uw 


NM 0004*59 


TTnmn Qflnipn** TPTC tvro^ine Irina^e ptiH nth dial f venous malformatiotis multiole 
cutaneous and mucosal) (TEK), mRNA 


NM 001053 


TTnmn ^anien^ somatostatin recentor S fSSTR5^ mRNA 


NM 001052 


Homo sapiens somatostatin receptor 4 (SSTR4), mRNA 


NM 001 0S1 

1>1YJL \f\J X \JJ X 


TTnmn Qanipns snmatn^tatin rpnpntnr 3 fSSTR^ mRNA 


NM 001050 


Homo sapiens somatostatin receptor 2 (SSTR2), mRNA 


NM 001040 


T-Frvmn cnnipnc enmatnotatin T^c^nfc\r 1 ^SSTR1^ ml^NA 


NM_000348 


Homo sapiens steroid-5-alpha-reductase, alpha polypeptide 2 (3-oxo-5 alpha- 

cfpirrt-irl HpHq 4^)pVi\/HmapnaQp alnfia 9 i f^PTjS A?^ mRNA 


NM 000340 


XIOUIU Sapiens SU1ULC wdlllCI XaJIXliy £ ^IdwllllalCU glUUUoC Liallopux W~LJ 9 ILLCIX1UCI Z. 

^TP9A9^mRNA 


NM 000338 


Unmn carvtPTic cnlntp pnTTTPT "fiimilv 19 fcrtHiirm/nfitncQiirm/nnlnTinP. tranonnTtPT^ii 

XlUiliU odUlCiio gUlulC \s<Xl 1 ltl XaillilV 1Z> 1 BvUlUILV UvlOOOAIiUUr wlUWllUV Ul CUlO^fyJi. \x*± o y, 

member 1 (SLC12A1), mRNA 


NM_000231 


Homo sapiens sarcoglycan, gamma (35kD dystrophin-associated glycoprotein) 
(SGCG), mRNA 


NM 001034 


Homo sapiens ribonucleotide reductase M2 polypeptide (RRM2), mRNA 


NM 000448 


Homo sapiens recombination activating eene 1 (RAG1), mRNA 


NM 000303 


Homo sapiens phosphomannomutase 2 (PMM2), mRNA 


NM 000302 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase Cysine 



505 



WO 03/074654 



PCT/US03/05028 





hydroxylase, Ehlers-Danlos syndrome type VI) (PLOD), mRNA 


NM_000282 


Homo sapiens propionyl Coenzyme A carboxylase, alpha polypeptide (PCCA), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_000281 


Homo sapiens 6-pyravoyl-tetrahydropterin synthase/dimerization cofactor of 
hepatocyte nuclear factor 1 alpha (TCF1) (PCBD), mRNA 


NM 000277 


Homo sapiens phenylalanine hydroxylase (PAH), mRNA 


NM_000436 


Homo sapiens 3-oxoacid CoA transferase (UXC1), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_000274 


Homo sapiens ornithine aminotransferase (gyrate atrophy) (OAT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 000273 


Homo sapiens ocular albinism 1 (Nettleship-Falls) (OA1), mRNA 


NM 000272 


Homo sapiens nephrophthisis 1 Cuvemle) (NPHP1), mRNA 


NM 000271 


Homo sapiens Niemann-Pick disease, type CI (NPC1), mRNA 


NM_000269 


Homo sapiens non-metastatic cells 1, protein (NM23A) expressed in (NME1), 
mRNA 


NM 000268 


Homo sapiens neurofibromin 2 (bilateral acoustic neuroma) (NF2), mRNA 


NM_000267 


Homo sapiens neurofibromin 1 (neurofibromatosis, von Recklinghausen disease, 
Watson disease) (NF1), mRNA 


NM 000434 


Homo sapiens sialidase 1 Oysosomal sialidase) (Nfcu 1), mRNA 


NM .000266 


Homo sapiens Norrie disease (pseudoglioma) (NDP), mRNA 


NM_000265 


Homo sapiens neutrophil cytosolic factor 1 (47kD, chronic granulomatous 
disease, autosomal 1) (NCF1), mRNA 


NM 000262 


Homo sapiens N-acetylgalactosammidase, alpha- (NAGA), mRNA 


NM_000261 


Homo sapiens myocilin, trabecular meshwork inducible glucocorticoid response 
(MYOQ, mRNA 


NM_000258 


Homo sapiens myosin, light polypeptide 3, alkali; ventricular, skeletal, slow 
(MYL3), mRNA 


NM_000432 


Homo sapiens myosin, light polypeptide 2, regulatory, cardiac, slow (MYL2), 
mRNA 


NM_000257 


Homo sapiens myosin, heavy polypeptide 7, cardiac muscle, beta (MYH7), 
mRNA 


NM 000431 


Homo sapiens mevalonate kinase (mevalonic aciduria) (MVK), mRNA 


NM_000255 


Homo sapiens methylmalonyl Coenzyme A mutase (MUT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_000254 


Homo sapiens 5-methyltetrahydrofolate-homocysteine methyltransferase (MTR), 
mRNA 


NM_000253 


Homo sapiens microsomal triglyceride transfer protein polypeptide, 88kD) 
(MTP), mRNA 


NM_000250 


Homo sapiens myeloperoxidase (MPO), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 000248 


Homo sapiens microphthalrnia-associated transcription factor (MTTF), mRNA 


NM 000247 


Homo sapiens MHC class I polypeptide-related sequence A (MICA), mRNA 


NM 000246 


Homo sapiens MHC class II transactivator (MHC2TA), mRNA 


NM_000245 


Homo sapiens met proto-oncogene (hepatocyte growth factor receptor) (MET), 
mRNA 


NM 000244 


Homo sapiens multiple endocrine neoplasia I (MEN1), mRNA 


NM 000243 


Homo sapiens Mediterranean fever (MEFV), mRNA 


NMJ)00242 


Homo sapiens mannose-binding lectin (protein C) 2, soluble (opsonic defect) 
(MBL2), mRNA 


NM 000429 


Homo sapiens methionine adenosyltransferase I, alpha (MAT1A), mRNA 


NM_000240 


Homo sapiens monoamine oxidase A (MAO A), nuclear gene encoding 
mitochondrial protein, mRNA 
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NM_000428 


tt-—.« nnm'ono 1of/»Tvfr fyQrtc , fv\rmtTi or OTAwfFi "fjaptAT* Victa bindmff "DrOtGMl 2 rLT]BP2^. 
JtlOUlO SaplvIlS lalCDL U allolUl XIULlg giuwui xauiui www* *■ v*^**-'* 

mRNA 


NM_000238 


tt___ _ nn-ianc r»r»+QccinTYt vnltntr^-oafpH channel Sllbfkmilv H ( ea2-related). 


NM 000237 


Homo sapiens lipoprotein lipase (LPL), raRNA 


■v. Tlk K f\f\f\ A*y^ 

NM 000427 


rlomo sapiens loncnn ^i^wiyj, ituvin/\ 


NM 000236 


Homo sapiens lipase, hepatic (LIPC), mRNA 


NM_000235 


Homo sapiens lipase a, lysosomal acia, cnoiesieroi c&igio&c ^vrumwu uio^oo^ 
(LIPA), mRNA 


NM 000234 


TT * * _ 1 • _ _ T TY\TA ATD Ae*r\e*rtAf*rt+ CI T/x1^ TTlT?^JA 

Homo sapiens ligase 1, UNA, Alr-aepenaenx iuui iiuvin/\ 


NMJ)00233 


Homo sapiens luteinizing hormone/choriogonadotropin receptor (LHCGR), 
mRNA 


NM_000228 


Homo sapiens laminin, beta 3 (nicein (IzSkdj, Kalinin ^wkuj, diviouu 
(125kD)) (LAMB3), mRNA 


NM_000426 


Homo sapiens laminin, alpha 2 (merosin, congenital muscular dystrophy) 
(LAMA2), mKJNA 


NM 000226 


Homo sapiens keratin 9 (epidermolytic palmoplantar keratoderma) (KRT9), 
mRNA 


NM 000422 


Homo sapiens keratin 17 (KRT17), mRNA 


NM 000223 


Homo sapiens Keratin iz (Meesmann corneal aysuopnyj ^r^jvi iz.^, iiuvi^^ 


NM_000421 


Homo sapiens keratin 10 (epidermolytic hyperkeratosis; keratosis palmans et 
plantans) (KRT10), mRNA 


NM_000222 


Homo sapiens v-kit Hardy-Zuckerman 4 feline sarcoma viral oncogene homolog 

/-rr ttt\ T>"KT A 

(KIT), mRNA 


NM_000218 


Homo sapiens potassium voitage-gaiea cnannei, jw^i-uk.c buoidumy, mcmuw i 
(KCNOD, mRNA 


NM_000219 


Homo sapiens potassium voitage-gatea cnannei, ibK.-rciaicu laiiniy , lucmugi i 
fKCNEl), mRNA 


NM__000217 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 1 (episodic ataxia with myokymia) (KCNA1), mRNA 


NM 000216 


Homo sapiens Kallmann syndrome 1 sequence (KALI), mRNA 


NMJ)00215 


Homo sapiens Janus kinase 3 (a protein tyrosine kinase, leukocyte) (JAK3), 
mRNA 


NMJ)00212 


Homo sapiens integnn, beta 3 (platelet glycoprotem ilia, antigen ^uoi) 

(11 j, mKINA 


NM_000209 


Ua«m/\ ^n-rx-ija-r^o inenlin nrnmAtpT* footer 1 nrtTrtP/^/i ATnmn Tl'51 1 M 1 ATI T?1ClOT 

xlAixio sapiens insulin promoter iacior i, iiuiiicuu-uiiAaiii u <uioui i^uun lo^wi 
/Tppi \ ttiPTsIA 


XTX a aaaoa^ 
NM OUUzU/ 


riomo sapiens uiouiin ^jino j, iiiivlnxa. 


"VTA Vf AAA/ 1 O 

NM 0UU41O 


xiomo sapienb liiicrieujvui h rct^cpiur ^jll^txv^, iiixs^y**- 


NM 000417 


Homo sapiens interleukin 2 receptor, alpha (IL2RA), mRNA 


NM 001551 


TT^—rt contpnc i'mmiinrkrTlr\V\ii1in //"TY7Q A^ ViinHinP" nrotGUl 1 nGBPl^ TTlRNA 

xiomo sapiens liiununogxoouiin \ \^xj /yt^} uinuuig H lulwUi *• v avja ^- l A 7> ■ Lj ' u,> - 1 ,z x 


XTH K AAA1AO 

NM 000203 


xiomo sapiens luuroniaase, aipna-i*- \xxj\jr\.) y uiivi^^v 


NM 000415 


Homo sapiens islet amyioia poiypepuae \sj\rr j 9 uuu>n. 


XTN K AAAOAA 

NM UUU20U 


xiomo sapieiia uiouiixn 3 ^xiiinjj, iiiivl^xv 


XTXvT AA1 CIO 

NM 0015Jo 


xiomo sapiens xiedi suock uanscripLiun iduiui *f *ai-lvj. ^ ^ 


NM 000859 


Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A reductase (HMGCR), 
mRNA 


NM 001527 


Homo sapiens histone deacetylase 2 (HDAC2), mRNA 


NM 001525 


Homo sapiens hypocretin (orexin) receptor 1 (HCRTR1), mRNA 


NM 001524 


Homo sapiens hypocretin (orexin) neuropeptide precursor (HCRT), mRNA 


NM 001510 


Homo sapiens glutamate receptor, ionotropic, delta 2 (GRID2), mRNA 


NM 000829 


Homo sapiens glutamate receptor, ionotrophic, AMPA 4 (GRIA4), mRNA 
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NM 001496 


Homo sapiens GDNF family receptor alpha 3 (GFRA3), mRNA 


NM 001486 


Homo sapiens glucokinase (hexokinase 4) regulatory protein (GCKR), mRNA ! 


1MM 000820 


Homo sapiens growth arrest-specific 6 (GAS6), mRNA 


NM 000155 


Homo sapiens galactose-l-phosphate uridylyltransferase (GALT), mRNA 


1N1VJL Uv/ULJJ 


Homo saniens ealactosvlceramidase fKrabbe disease) (GALCD, mRNA 


NM 000816 


Homo sapiens gamiiia-aminobutyric acid (GABA) A receptor, gamma 2 
iYtAT*RG2i mRNA 


NM_000815 


Homo sapiens gamiim-aminobutyric acid (GABA) A receptor, delta (GABRD), 

AAAlvLN/V 


NM_000811 


Homo sapiens gaiAAnia-aminobutyric acid (GABA) A receptor, alpha 6 

fflAXXQ A/TV nVRNA 
^O/\JDXVrV0 J, IXLlVlN/\ 


NM_000809 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 4 

^APP m"RNA 


XTNyf nnftgAQ 
JNJYL_UUU5Uo 


TJnmn conionc aromma_QTVlinrkVillf\n*lP DPI n ilrAn A I A TP(\Pntf\Y SIT^nJl i 
AAUTOO ocipiClLo gallALlACL <UlAlAlUUULYi Iv AviU ^VJ^i i j A IVvvylUly aiylio _j 

^vJ/VDJVrVJ J, iiiiXANrx 


nm - nnnso7 


TTnmn cnnipnQ ffamma-airnnoniitvric acid fGABA) A recentor aloha 2 

CGABRA2 1 mRNA 


MM 0001 SI 


Homo saniens fflucose-6-nhosnhatase catalytic ( elvcoeen storace disease tvoe I, 
von Gierke disease) (G6PC), mRNA 


NM 001452 


Homo sapiens forkhead box F2 (FOXF2), mRNA 


NM 000138 


Homo sapiens fibrillin 1 (Marfan syndrome) (FBN1), mRNA 


NM 000136 


Homo sapiens Fanconi anemia, complementation group C (FANCC), mRNA 


NM 001445 


Homo sapiens fatty acid binding protein 6, ileal (gastrotropin) (FABP6), mRNA 


NM 001442 


Homo sapiens fatty acid binding protein 4, adipocyte (FABP4), mRNA 


NM 001443 


Homo sapiens fatty acid binding protein 1, liver (FABP1), mRNA 


NM 001441 


TTomo <?anien^ fattv acid amide hydrolase rFAAHl mRNA 


NM 000401 


Homo saniens exostoses (midtiole^ 2 fEXT2^ mRNA 


MM 0001 27 


Hnmo Qnnipn^ exostoses fmnltinlei 1 rRXHTl^ mRNA 


NM 00143^ 


Homo ^anien^ PR to nucleus siOTiallinff 1 rERNl^ mRNA 

AAUAllvs O CI it'll J A*rAV w 11UV/1V/ llJ lulling, A \^1— '-1X-L 1 A Jiu\liiL 


NM 0001 22 


Homo qjhtiptiq p"vri<;ioTi rpnair cro«s9-comTilementinff rodent renair deficiencv 
complementation qtoud 3 Txerodennaniamentosiim stoudB comnlementinfi) 
fERCC3^ mRNA 


NM 000121 


Homo ^aniens ewtbronoietin recentor fEPORV mRNA 


NM 000120 


Homo saniens enoxide hvdrolase 1. microsomal fxenobiotici fEPHXl\ mRNA 


NM 000119 


Homo sapiens erythrocyte membrane protein band 4.2 (EPB42), mRNA 


NM 001429 


Homo saniens El A bindine nrotein n300 (EP300^ mRNA 


NM 000118 


Homo sapiens endoglin (Osler-Rendu-Weber syndrome 1) (ENG), mRNA 


NM 0001 17 


UnmA catiipne pmpn'n rPmprv-Orei'fii^^ mn^niljiT ^votronliv^ rp^^T)^ mRNA 

XAvli.Iv odpiCllo CIllvl ill \^l_/liltljf "A/iuiiuoo muovuiai \syo^i.\J\Jiiy J ^a-iAtaj-z/j iiuxiirL 


NM 001422 


Homo sapiens E74-like factor 5 (ets domain transcription factor) (ELF5), rnRNA 


NM 000114 


Homo sapiens endothelin 3 (EDN3), mRNA 


NM 001^0^ 


jTomo sapiens exu aucuuior iiiaiiiA. piuLcin z. 9 lcmaic urgan aiiu. auipu^ ic opcviiiu 


NM 000112 


TTrtmrt car»ii*Tic c/Vliifp» r*nTTii a T ffiTTiilv ^Qii1"fnt** triiTiCTwrtPT^ mftmnET 2 
AAUiim > oapiciio oUlULw vaiiii/i AaiAiiijr a.\j ^ouiiaiv uaiiapui ivi^j aaiwaail/wx *- 

(SLC26A2),mRNA 


NM 001382 


Womo cQTvipTic Holipliv1-nVio<5nbate rTTTiP-N-flnptvloliiPosamine^ N- 
acetylglucosaminephosphotransferase 1 (GlcNAc-l-P transferase) (DPAGT1), 
mRNA 


NM 001365 


Homo sapiens discs, large (Drosophila) homolog 4 (DLG4), mRNA 


NM 000792 


Homo sapiens deiodinase, iodothyronine, type I (DIOl), mRNA 


NM 001358 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 15 (DDX15), 
mRNA 


NM 000107 


Homo sapiens damage-specific DNA binding protein 2 (48kD) (DDB2), mRNA 
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MM 00134s 


w«-mA conipnQ riftath-a^ociated nrotein kinase 3 (DAPK3), mRNA 


NM 000101 


Homo sapiens cytochrome b-245, alpha polypeptide (CYBA), mRNA 


XTX K AA1 A01 

NM 001081 


Watvia oQr»ipnc mhilin (intrinsic factor-cobalamm receptor) (CUBN), mRNA 


NM 001334 


Homo sapiens cathepsin O ( CTSO), mRNA 


NM 001328 


Ti A mA conipnc P-tprminal hindinff nrotein 1 fCTBPll. mRNA 


NM 000554 




NM 000096 


Homo sapiens ceruloplasmin (ferroxidase) (CP), mRNA 


NMJ)00095 


Homo sapiens cartilage ougomenc jiuxiiia. pxuicui \p&cuuuawuuiiuiw^naoi», 
epiphyseal dysplasia i, multiple j w^jiyurjy iiu\j.n/\ 


NM_000392 


Homo sapiens ATP-binding cassette, sub-family C (CF1R/MRP), member 2 
(ABCC2), mRNA 


NM 000085 


Homo sapiens chloride channel Kb (CLCNKB), mRNA 


NM_000084 


Homo sapiens chloride channel o (nepnroiuniasis z, ^-unitea, ucm uibc^bc; 
(CLCN5), mRNA 


NM 001279 


Homo sapiens cell death-inducing Drr A-iiKe eiiector a ^iuiia;, huvin/v 


NM_000080 


Homo sapiens cholinergic receptor, nicotinic, epsilon polypeptide (CHRNE), 
mRNA 


NMJW0751 


Homo sapiens cholinergic receptor, niconmc, aeita poiypepuae [K,nxsjxuj 9 

n XT A 

mRNA 


NMJ)00747 


Homo sapiens cholinergic receptor, nicotinic, oexa poiypcpuuc i ^muauic; 
(CHKlNo 1 J, mKJNA — 


NMJ)00079 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 1 (muscle) 

(CJtiKJNAi J, mKJNA 


NM 001273 


Tj n ™A no^ipnc r*\vrrvmr\Ar*mni-n VlfOipflQP DNA ViindlTiff DTOteUl 4 lCHD4)« mRNA 

xiomo sapiens cnroirioo.oiiid.iii iiciiuaoc ui^x^. uiiiuxng p-Lv^m -t ^v^*.jj-^-t/, ,a 


NM 001271 


Tjrt*«« 0 ^mmn^nmoin Vip1irf»«P DNA Hi n dine - TTTOteiTl 2 (OH.D2). mRNA 

xiomo sapiens cnromooomaiii ncnt/aoc uunung h a ^ ^* vvi**^^/, uj*vi 


NM 001270 


Homo sapiens chromodomain helicase DNA binding protein 1 (CHD1), mRNA 


\ti r AAAATO 

NM 000078 


Homo sapiens cnoiesxeryi ester iraiibicr pioicm, piaauw ^vi^ii ^, "UMin. 


NM_000076 


Homo sapiens cyclin-dependent kinase inhibitor 1C (p57, Kip2) (CDKN1C), 
mRNA 


NM 001258 


Homo sapiens cyclin-dependent kinase 3 (CDK3), mRNA 


NM 001251 


Homo sapiens CD68 antigen (CDos), mKJNA 


NM_000074 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 5 (hyper-IgM 

J \ /»T T VTT?OT?C\ --Tt\T k 

syndrome) (TNFSF5), mRNA 


NMJ00073 


Homo sapiens CD3G antigen, gamma polypeptide (TiT3 complex) (CD3G), i 
mRNA 


NM_001249 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 5 (fcN TKD5), 
mRNA 


NM_001248 


Homo sapiens ectonucleoside tnpnospnate aipnospnonyaroiase j yprnruj), 
mRNA 


NM 001246 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 2 (EN TPD2), 

TiVTA 

mRNA 


NMJ)00072 


Homo sapiens CJJjo antigen ^collagen type i receptor, uiromuubpuiiuui ic^c^wiy 
(CD36),mKNA 


\n f AAAf A1 

NM 000591 


Homo sapiens U1J14 antigen ^OJJi^;, rmviN/x 


XT* M AA A A*7 1 

NM 000071 


Homo sapiens cystaTmonme-Deia-synuidbc v^ 130 /? UUNJ >^ rv 


NM 000388 


Homo sapiens calcium-sensing receptor (hypocalciuric hypercalcemia 1, severe 
neonatal hyperparathyroidism) (CASR), mRNA 


NM 000070 


Homo sapiens calpain 3, fp94) (CAPN3), mRNA 


NM_000069 


Homo sapiens calcium channel, voltage-dependent, L type, alpha IS subunit 
(CACNA1S), mRNA 


NM 001215 


Homo sapiens carbonic anhydrase VI (CA6), mRNA 


NM 000067 


Homo sapiens carbonic anhydrase II (CA2), mRNA 
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NM 000606 


Homo sapiens complement component 8, gamma polypeptide (C8G), mRNA 


NM 000066 


Homo sapiens complement component 8, beta polypeptide (C8B), mRNA 


NM 000562 


Homo sapiens complement component 8, alpha polypeptide (C8A), mRNA 


NM 000587 


Homo sapiens complement component 7 (C7), mRNA 


NM 000064 


Homo sapiens complement component 3 (C3), mRNA 


NM 000061 


Homo sapiens Bruton agammaglobulinemia tyrosine kinase (BTK), mRNA 


NM 001206 

X * XT A> W X ** W 


Homo sapiens basic transcription element binding protein 1 (BTEB1), mRNA 


NM 000060 

WWW 


Homo sapiens biotinidase (BID), mRNA 


NM 001201 


Homo sapiens bone morphogenetic protein 3 (osteogenic) (BMP3), mRNA 


NM 001200 


Homo sapiens bone morphogenetic protein 2 (BMP2), mRNA 


nm nnn^Rfi 

1N1V1 vuUJOO 


Homo sapiens bleomycin hydrolase (BLMH), mRNA 


NM 0000S7 


Homo sapiens Bloom syndrome (BLM), mRNA 


NM 001 1 QR 


Homo sapiens PR domain containing 1, with ZNF domain (PRDM1), mRNA 


NM 001196 


Homo sapiens BH3 interacting domain death agonist (BID), mRNA 


"MM" noon ^ fk 


TJnrnn Qanipn* "branched chain keto acid dehydrogenase El. beta polypeptide 
(maple syrup urine disease) (BCKDHB), nuclear gene encoding mitochondrial 
protein, mRNA 


nm nnndfis 

INiYl UvvrrOJ 


Homo sapiens BRCA1 associated RING domain 1 (BARD1), mRNA 


\ru 00,0705 


Homo saoiens ATPase. H+/K+ exchanging, beta polypeptide (ATP4B), mRNA 


NM 00004Q 


Homo sapiens aspartoacylase (aminoacylase 2, Canavan disease) (ASP A), 
mRNA 


NM 000046 


Homo sapiens arylsulfatase B (ARSB), mRNA 


NM 000639 


Homo sapiens tumor necrosis factor (Hgand) superfamily, member 6 (TNFSF6), 
mRNA 


NM 000042 


Homo sapiens apolipoprotein H (beta-2-glycoprotein I) (APOH), mRNA 


NM 000041 


Homo sapiens apolipoprotein E (APOE), mRNA 


NM 000040 


Homo sapiens apolipoprotein C-HI (APOC3), mRNA 


NM 000039 


Homo sapiens apolipoprotein A-I (APOA1), mRNA 


NM 000038 


Homo sapiens adenomatosis polyposis coli (APC), mRNA 


NM 001157 


Homo sapiens annexin All (ANXA1 1), mRNA 


NM 001147 

JL^AVX W X X~ f 


Homo sapiens angiopoietin 2 (ANGPT2), mRNA 


NM 001145 


Homo sapiens angiogenin, ribonuclease, RNase A family, 5 (ANG), mRNA 


NM 000016 


Homo sapiens adenosine monophosphate deaminase 1 (isoform M) (AMPD1), 
mRNA 


NM 001141 


Homo sapiens arachidonate 15-lipoxygenase, second type (ALOX15B), mRNA 


NM 000035 


Homo sapiens aldolase B, fructose-bisphosphate (ALDOB), mRNA 


NM 000034 


Homo saniens aldolase A fructose-bist)hosphate (ALDOA), mRNA 


NM 000032 


Homo saoiens aminolevulinate. delta-, synthase 2 (sideroblastic/hypochromic 
anemia) (ALAS2), nuclear gene encoding mitochondrial protein, mRNA 


NM 000030 


Homo sapiens alanine-glyoxylate aminotransferase (oxalosis I; hyperoxaluria I; 
glycolicaciduria; serine-pyruvate aminotransferase) (AGXT), mRNA 


NM 001126 


Homo sapiens adenylosuccinate synthase (ADSS), mRNA 


NM 000684 


Homo sapiens adrenergic, beta-K receptor (ADRB1), mRNA 


NM 001125 


Homo sapiens ADP-ribosylarginine hydrolase (ADPRH), mRNA 


NM 001116 


Homo sapiens adenylate cyclase 9 (ADCY9), mRNA 


NM 001115 


Homo sapiens adenylate cyclase 8 (brain) (ADCY8), mRNA 


NM 001114 


Homo sapiens adenylate cyclase 7 (ADCY7), mRNA 


NM 001109 


Homo sapiens a disintegrin and metalloproteinase domain 8 (ADAM8), mRNA 


NMJXUUO 


Homo sapiens a disintegrin and metalloproteinase domain 10 (ADAM10), 
mRNA 


NM 001108 


Homo sapiens acylphosphatase 2, muscle type (ACYP2), mRNA 


NM 001107 


Homo sapiens acylphosphatase 1, erythrocyte (common) type (ACYP1), mRNA 
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XTTV Jf AA1 1A/I 

NM 001104 


tlOnxO SapiCIld dCUnui, aipila J xxHJjy iiuxi/Nn. 


XTA/f (\C\ 1 C\Q A 


Uninn com'pnc nrvlflrptnmifip Hparptvlace f esterase^ fAADACl. mRNA 


WM^ UU1U43 


Tjr ftTrin canipnc cAlntp rarripr fflTTiilv fnPAirotransmitter transDOrter. 

XlOmO oapiOIXo oUlUlw U(U1 lt»l XcUiiXijr \J ^iiwUAWfci«*ioA**An.wii mih«.^v* > 

TiAraHr*»Ti5i1i*n^ mpmVier 2 fST C6A2^ mRNA 

I1UI alii CliclXlXXJy iiiciiiLrvi \ux^v_/Vjn-fc»yj 


NM.000532 


Homo sapiens propionyl Coenzyme A carboxylase, beta polypeptide (PCCB), 

nnolAor opnp **nrA/1lTHT TTlitApVinnHTlfll TlTOtein TTlRNA 


iNM uu\zo/y 


UrvTwrt oom'pnc' naralprnmin fPAT 1V/T l mR NA 
xlOUlO sapiexxo pdlaiciiiiiiiix \xi\x^iyxj 9 uuuia 


NM 002443 


U/\mf\ contortc mi/vrncpminn'nTAtpin Vipf n - f AASlV/T T-^ TYlR N A 

xiomo sapiens microscminopxoicxix, uciu- ^ivxoiviijjj uu\i>a 


NM 002418 


Homo sapiens motilin (MLN), mRNA 


"V TTk <T AAO*>AA 

NM 002300 


xiomo sapiens lacxate aenyarogenase jd yi^xJixD), uu\i\t\ 


NM_002243 


xiomo sapiens potassium mwarcuy-recuiying cnannei, buoiajiiuy j, nicinuci u 
^JvUJNJ ID j, mrvJN/v 


NM 001534 


xiomo sapiens nomeo do a l i-ukjc x ^xi^/.a.xij^i^, nixxa^rv 


NM 001454 


xiomo sapiens iorjcneaa oox j i \~ vjs%uJ lj> huvi^/a. 


NM_004001 


xiomo sapiens Jrc iragmeni 01 igvr, low aiiimiy nu, icccpiui a<ji ^wj^ 
(FCGR2B), mRNA 


>th jr AA1T7^ 

NM 001276 


xiomo sapiens cnixiriase ^-liKe i icaruiagc giyuupruicm-'->^^ ^xujL«i^, uuuia 


NM_001752 


Homo sapiens caiaiase ^o/vi j, iiuxjna 


■vm k r\r\ i z" 1 a 

NM 001610 


Jrlomo sapiens acia pnospnaiase z, lysosomal ^/\v>x^ ? mixiN/v 


NM_0034ol 


T_T,-, _ -| i — - ntrvm l/VYl -rrt WXJ A 

iiomo sapiens zyxin ^Z/i^vj, iiusjna 


NM 003460 


Jtlomo sapiens zona peuuciua glycoprotein z ^bpcnii ic^cpiui^ uuu^a 


NM_00J45y 


Xiomo sapiens soiulc carrier i&iniijf ju ^zjii^ uaixopvitwiy, mviiiu^i j ^ui^vjurwy, 
mRNA 


NM 003430 


Homo sapiens zinc finger protein 91 (HPF7, HTF10) (ZNF91), mRNA 


iNM UU34Z> 


UrtTTiA canipnc <7iTir» finapr rkrntpin RS rFTPF4 TTTFl^ TZNF85^ mRNA 

XIOIIIO S«P1CH5> £U1V UUlgCX piOldlX ^JLJX J. iy XX XX X) \£^X^X \J<J Jy XlliXJ.^^fc, 


NM U034ZO 


Xiomo sapiens zinc linger pruLciii 0*+ yxxxr^j \jul*x ot^, iLuxi^n. 


NM_003416 


Homo sapiens zinc finger protein 7 (KOX 4, clone HF.16) (ZNF7), mRNA 


XTX X A AO A *>*7 

NM 003427 


Homo sapiens zinc nnger proxem /o ^eApressea in icsus; V"-^" ' % xixxvln/^ 


NM 003426 


xiomo sapiens zinc nnger protein m ^osj^^ ^inp /h^, rnivi>r\ 


NM_003425 


Un M /N nnnianfi mn/i ■Pi-ti rror «T-r*f^1-M ^ Q Tf-nrrYA^I-O CCAf»1 Qf^H VjrtY ^KTR Aftl nOmfllTl 

nomo sapiens zinc nnger protem hd \<x jvruppci-aoouwiaLcu uua ^ajcv/vd j uumaui 
poiypepnuej v.zjNr*fj^, mivLNrv 


NM 003423 


xiomo sapiens zinc linger protein *4o ^xiiroj \^nr , rD)y mx\j.>/Y 


XTA if f\f\1A')0 

NM_UU34ZZ 


xiomo sapiens zinc linger pruicui ^uij ciuiu'o^cwiiiv iwuiiuiv o^iu iv/^uuaiYvy 

^'7NT^Zl'7^ mRNA 
^INr'tZJ, IXXXVLNA 


NM UU34ZU 


TTrtTnr* canipnc «7i-nr finapr -nrAtpin ^clfme TTF 10 1 I^ZNF35^ mRNA 
Xiomo Sapieno Z>lllU xxilgei piwiejui jj jlzx \£-il^x <j»j jy luiuif* 


XTX K A AO /I CO 

NM 0034 jo 


xiomo sapiens oassoon ^prcoynoptic cyiuixiauiA pxuucui^ ^doh^, hum^a 


NM 0UJ450 


xiomo sapiens zinc nnger proicm zuj ^i^irxujj, iiuvi^rv 


XTX A f\(Y\A^1 

NM 0U34jj 


xiomo sapiens zmc nnger proicm 170 ^z-inx lyoj, iiuxjl^^v 1 


NM UUj4DU 


tTrv-rr-ir\ cqm'anc rrinn flnim 1 WAtpitl 1 HA. ( / NJ K 1 74.^ TTlRNA 

xiomo sapiens zmc nnger proicm x /** ^^nx' x /*t^, uumia 


XTTV X (XCWAATI 

NM WW/ 


U/\mn canione minn fi r\rrP*T* TM'A'fpin 1 fiS I/WP1 rSS 1 tTIkN A 

nomo s«piens ^inc Ajiigci pxuLciix iuj ^/ji^a xmjj^ uix\x^jt\. 


XTXyf AA'2/l/iA 

NM UUj*t*tO 


14 Am a canipnc Tinr finffpr nrnfpin 1 S7 fTT7T«2^ r7NFl 57 1 mRNA 


xnvyf nn^AA^ 

JNJYl 0UJ*f*4O 


TTAmo canipnc «7i-np finaer nrntein 151 (r>TT7-67^ TZMFISI I mRNA ! 




TTnmA QanipnQ Trnr fincrpr nrotpin 143 Cclone nHZ-11 fZNF1431 mRNA 


JNJVl UUO*t*t 1 


TTAmA canipnc rfnr fin apr nrntein 141 (clone nHZ-44^ (ZNF141 1 mRNA 


JNJVL wJW 


WAmA ennipne ^inr fin apr nTfitpin 140 (done TlTTZ-39l TZNF140l mRNA 


NM 003438 


Homo sapiens zinc finger protein 137 (clone pHZ-30) (ZNF137), mRNA 


NM 003437 


Homo sapiens zinc fingerRrotein 136 (clone pHZ-20) (ZNF136), mRNA 


NM 003436 


Homo sapiens zinc finger protein 135 (clone pHZ-17) (ZNF135), mRNA 


NM 003435 


Homo sapiens zinc fingerprotein 134 (clone pHZ-15) (ZNF134), mRNA 


NM 003434 


Homo sapiens zinc finger protein 133 (clone pHZ-13) (ZNF133), mRNA 


NM 003433 


Homo sapi ns zinc finger protein 132 (clone pHZ-12) (ZNF132), mRNA 


NM 003431 


Homo sapiens zinc finger protein 124 (HZF-16) (ZNF124), mRNA 
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NM 003411 


Homo sapiens zinc finger protein, Y-linked (ZFY), mRNA 


NM 003410 


Homo sapiens zinc finger protein, X-linked (ZFX), mRNA 


NM 003405 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, eta polypeptide (YWHAH), mRNA 


NMJ)03404 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, beta polypeptide (YWHAB), mRNA 


NM_000380 


Homo sapiens xeroderma pigmentosum, complementation group A (XPA), 
mRNA 


NM 003931 


Homo sapiens WAS protein family, member 1 (WASF1), mRNA 


NM 003384 


Homo sapiens vaccinia related kinase 1 (VRK1), mRNA 


NM 003383 


Homo sapiens very low density lipoprotein receptor (VLDLR), mRNA 


NM 003382 


Homo sapiens vasoactive intestinal peptide receptor 2 (VIPR2), mRNA 


NM 003381 


Homo sapiens vasoactive intestinal peptide (VIP), mRNA 


NM 003380 


Homo sapiens vimentin (VIM), mRNA 


NM 003377 


Homo sapiens vascular endothelial growth factor B (VEGFB), mRNA 


NM 003376 


Homo sapiens vascular endothelial growth factor (VEGF), mRNA 


NM 000376 


Homo sapiens vitamin D (1,25- dihydroxyvitamin D3) receptor (VDR), mRNA 


NM 003375 


Homo sapiens voltage-dependent anion channel 2 (VDAC2), mRNA 


NM 003374 


Homo sapiens voltage-dependent anion channel 1 (VDAC1), mRNA 


NM_003371 


Homo sapiens vav 2 oncogene (VAV2), mRNA 


NM 003370 


Homo sapiens vasodilator-stimulated phosphoprotein (VASP), mRNA 


NM 003762 


Homo sapiens vesicle-associated membrane protein 4 (VAMP4), mRNA 


NM 003369 


Homo sapiens UV radiation resistance associated gene (UVRAG), mRNA 


NM 003577 

X^XYX VvJ>' / / 


Homo sapiens undifferentiated embryonic cell transcription factor 1 (UTF1), 
mRNA 


NM_003470 


Homo sapiens ubiquitin specific protease 7 (herpes virus-associated) (USP7), 
mRNA 


NM 003481 


Homo sapiens ubiquitin specific protease 5 (isopeptidase T) (USP5), mRNA 


NM_003363 


Homo sapiens ubiquitin specific protease 4 (proto-oncogene) (U SP4), mRNA . 


NM 003368 


Homo sapiens ubiquitin specific protease 1 (USP1), mRNA 


NM 003940 


Homo sapiens ubiquitin specific protease 13 (isopeptidase T-3) (USP13), mRNA 


NM 003367 


Homo sapiens upstream transcription factor 2, c-fos interacting (USF2), mRNA 


NM 003366 


Homo saniens ubiauinol-cvtochrome c reductase core nrotein II (UOCRC2). 
mRNA 


NM_003365 


Homo sapiens ubiquinol-cytochrome c reductase core protein I (UQCRC1), 
mRNA 


NM 003364 


Homo sapiens uridine phosphorylase (UP), mRNA 


NM 003361 


Homo saniens uromodulm (iiromucoid- Tamm-Horsfall clvcooroteiri* fUMOD). 
mRNA 


NM 003709 


Homo saniens Krunnel-like factor 7 fubiauitous) (KLP7), mRNA 


NM_003360 


Homo sapiens UDP glycosyltransferase 8 (UDP-galactose ceramide 
galactosyltransferase) (UGT8), mRNA 


NM_001074 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B7 (UGT2B7), 
mRNA 


NM 001077 


Homo saniens UDP frlvcowl transferase 2 familv. DolvDentide B17 (XJGT2B17), 
mRNA 


NM_001076 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B 15 (UGT2B15), 
mRNA 


NM_001075 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B10 (UGT2B10), 
mRNA 


NM 003359 


Homo sapiens UDP-glucose dehydrogenase (UGDH), mRNA 


NM 003358 


Homo sapiens UDP-glucose ceramide glucosyltransferase (UGCG), mRNA 
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MM nn^^^7 

INIVl \}\}JjJ I 


Ti nrri /v Q qtii<mc uteroglobin fUGB^ mRNA 


INM UUjjjZ 


TTnmn canipn^ uhinnitin-like 1 fsentrinl fUBLl^ mRNA 




TTnmn Qsmipn*; uhiauihn^oniuffatine enzvme E2L 3 (UBE2L3), mRNA 


MM nni^v7 


TTnmn canipriQ uhinuin'n^oniuffatint? enzvme B2B (RAJD6 homolog) fLIBE2B), 
mRNA 


MM fift^^n" 
IN ivi_y v j jjo 


TTnmo ^aniens ubiauihn^oniueatine enzvme E2A (RAD6 homolog) (UBE2A), i 
mRNA 


1N1Y1 UuJJJJ 


Homo sapiens ubiquitin-activating enzyme El -like (UBE1L), mRNA 


INIVl UuUJJv 


Homo saniens tvrosinase-related nrotein 1 (TYRPl\mRNA 


MM 000372 

iNIVl 1 


Homo sapiens tyrosinase (oculocutaneous albinism IA) (TYR), mRNA 


mm nnm7i 


TTomo QATYierK thvmidvlate synthetase fTYMS). mRNA 


mm nn^^^i 

INIVl uUJJJl 


TTnmn <5ariipn9 tyrosine kinase 2 Cl'YKZ^ mRNA 


MM Oft^^^O 

1N1V1 V/UJJJU 


Homo qanien<5 thioredoxin reductase 1 fTXNRDl\ mRNA 


MM 00^70 


TTomo saniens thioredoxin ClXNl mRNA 


MM fifiH7R 


TTnmn <wnipn<j TX1<C tvrosine kinase fTXK\ mRNA 


NM 003324 


Homo sapiens tubby like protein 3 (TULP3), mRNA 


mm nn^io^ 


Wnmrv c^rti^nc tiiViViv like nrotern 2 m JT.P2^ mRNA 


mm nn^^7i 

INJVl UUjjZI 


TTnmn canine Tn trjiTiQl5i"Hftn plrm<Tfition factor mitochondrial fTUPNf). mRNA 

XIUIIIU o dpi Clio 1 U LL allolaLlUil wl\Jllg£LLiV/iJ iawiui } iiuwviivuvuiui \ v*. 1114Xi14 * 


MM fifi 1fi7fi 
INJVl UUiU/U 


TTnmn canipnc "hiViilli-n CTQTTlinJl 1 fTTTRlrl 1 TTllvM^A 
XlUlIlvJ odpiCllo lULULUlll) galllllul 1 ^1 UJJVJi/, liiXN-i^zT. 


mm fin ifi£Q 


TTnmn ccitiiatic tiiVnilin Viptn -nnlvnpntiflp ri'irRR^ mRNA 

XiUIIlU aapiCIlo LLLUUlill, UCW |Jvljr pwpLiu^ kjuu j } ij. x 


mm nnn^7i 

INIVl UUIO / 1 


TTnmn Qanipn^ tran^thvretin Prealbumin amyloidosis tvne 1) f 1 IK-Tt. mKNA 


mm nnn^7n 

JN1V1__UUU.3 /u 


TTnmn cjmipnc tnrnnherol ^alnha^ transfer nrotein f ataxia rFriedreich-likel with 
vitamin F deficiency^ (TTPA^ mRNA 


MM OfftllQ 
INIVl \J\JJDLy 


TTnmn Qanien<! titin fTTNTi mRNA 


mm nrn^ 1R 

IN 1Y1 Uv/J JlO 


TTnmn Qanien*: TTFC nrotein kinase fTTK^ mRNA 


mm nn^^ 17 


TTnmn Qnnipns thvroid transcrintion factor 1 f'ITl Fl\ mRNA 


NM 003315 


Homo sapiens tetratricopeptide repeat domain 2 (TTC2), mRNA 


MM fiftt^lA 
IN IV1 \J\Jj jIH 


TTnmn wmipnc tptratrirnnpntide reneat domain 1 fTTCl i mRNA 


MM 00331 1 ' 

J.N1V1 UvJ J 1 1 


TTnmn ^aniens tumor sunnressinff subtransferable candidate 3 (TSSC3}, mRNA 


MM ftfi331fl 
1NIV1 UUj J 1 v 


TTnmn oaniens tumor sunnressinff subtransferable candidate 1 Tl SSC1\ mRNA 


NM 000369 


Homo sapiens thyroid stimulating hormone receptor (TSHR), rnRNA 


MM fififi^AQ 


TTnmn caniAnc tlivrniH ctimnlatinor bnrmone beta f*TSlTR^ mRNA 

XxOIiiU oapiCHo UljrilJXU oLUHUlalUlg liuiiuuiltj u&u* yx&xxu j y uuviii^ 


XTNyf fifi'iAOA 


TJnmn eam'mc fr^TicfnTrnntinn/tranQCri'n'HnTl dnmain-aQQOfiiated nrotein { iRR AP ) 

xiomo sapiens uranoiuiiii<*Liuii/ u diioviipuuii uuuiaui aoouoiaitu ^iui^Hi ^aimwi j, 

mPMA 


MM fifi^fil 
INIVl UUjjUI 


TTnmn conimc tVivrntrnnin-rplpaQincr bnimnnp recentor fXRHR 1 mRNA 

XxOUlU od pi Clio UljfJLl/U 1/^111 "lVlwoOlllg llUlLUvrllv iwwt*LSLUl y JL JLLX. p ^ ixuviii x 


NM 003299 


Homo sapiens tumor rejection antigen (gp96) 1 (TRA1), rnRNA 


iNM_yuj/yo 


TTrttYin cqtm'phc T»iir»1f»ar Tf»npr\trvr cnnfamilv 7 ormm mMTihpr 2 fNR202^ 

jionio sapiens nucicar rcv/vpiui suL/icuiiiijr a, giuup v^, lucmuci yx^±^.\^^j t 

mTJMA 
IuiVLNri 


NM 003296 


Homo sapiens testis specific protein 1 (probe H4-1 p3-l) (TPX1), mRNA 


MM fifi.37Q^ 


TTnmn eariipnc tiimnr Trrntpin tranQlatinnallv-nnntrolled 1 mPTl) mRNA 
xxOlXlO o dpi Clio LUIllvi pivivuij ucuioiaiiuiiaiijr ~vuiiu viivu x V A AA -"- v - L *■ 


MM fifi^Q^ 
INIVl UUJJ7J 


lTr\t*n/> coniofic +r rrn C\/1 TTTnt*»in cll1fn*tT5»'ncfpTilCP 7 ( f \ l PST*7^ niRNA 
IxOIllO SaplCilb lyi Ubjr ipi ULClll oUllUllUllolC/laoC £* ^11 \D X4*j 9 llxiXi-^^*. 


MM fifi.7707 


Jtiomo sapiens transiocaieu. promoicr region yyj at/iivaicu ivxiix unv/wg^iic^ ix^, 

mPMA 


MM fi n 37Q1 
INIVl UUjZ7 I 


TTr*TY»n conipnc +rin#*n1~iHv1 n^Tvtidacp TT /*TPP7^ ml?NA 
xlUHlO odpiCllo Uipcpudjr i ycpuuaoc XX yxx x Juj 9 llxt\±^X^. 


"MM fififi5A7 
INIV1_UUU 1 


TTnmn cambric tVix/rnirl •nfrnYidaQP ^TPO i nnplpaT CPnP pnrodinff mitochondrial 
xiomo sapiens uiyruiu pciuAiudoc yxx\jj 9 iiuuicoi gene eiiwuixig iLuwviiuuuiiai 

protein, mRNA 


NM 003290 


Homo sapiens tropomyosin 4 (TPM4), mRNA 


NM 003289 


Homo sapiens tropomyosin 2 (beta) (TPM2), mRNA 


NM 000366 


Homo sapiens tropomyosin 1 (alpha) (TPM1), mRNA 


NM 000365 


Homo sapiens triosephosphate isomerase 1 (TPI1), mRNA 


NM 003288 


Homo sapiens tumor protein D52-like 2 (TPD52L2), mRNA 


NM 003287 


Homo sapiens tumor protein D52-like 1 (TPD52L1), mRNA 



513 



WO 03/074654 



PCT/US03/05028 



1N1V1 kjvj yj 


Wnmo saniens toooisomerase (DNA1 HI beta (TOP3B). niRNA 


IN1VL VJvlUO/ 


Homo saoiens tonoisomerase fDNA"! II aloha f 170kD) (TOP2A\ mRNA 


mm nn^9R^> 


Womo sarriem tenascin R frestrictin i anus in) Cl JNJtO* mRNA 


inivi__uu j zo** 


Wnmn QflnipnQ transition nrotein 1 ^durinff histone to nrotairiine replacement) 
TTMPn mRNA 


li 1VJL UUuJ U*t 


Homo sapiens troponin T2, cardiac (TNNT2), mRNA 




Homo saniens trononinTl skeletal slow (TNNT1\ mRNA 


NM 000363 


Homo sapiens troponin 1, cardiac (TNNI3), mRNA 




TTfimn saniens trononin L skeletal fast rTNNI2^ mRNA 


NMJ>03281 


Homo sapiens troponin I, skeletal, slow (TNNI1), mRNA 




XXrvmCk cam'pnc frrmnnrn P9 fact rTMMP^^ TTlRMA 

nomu sapiens tropuiiiii iom v. ai>ii> \~>z*j 9 iuj\±yf\. 


NM 003280 


Homo sapiens troponin C, slow (TNNC1), mRNA 


NM 003985 


Homo sapiens tyrosme Kinase, non-receptor, i ^ ±injs.i j, inixiNA. ; 


NM_001244 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 8 (TNFSF8), 

mJKJNA 


NM_001252 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 7 (TNFSF7), 


NM_003326 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 4 (tax- 
transcnpuonaiiy acnvaiea glycoprotein 1, jhjsjlj) ^xi>iro.r*+j, iiii\j.n/\ 


NM_003808 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 13 


NM_003809 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 12 

fnvTTTCT? 1 XT A 


NM_003810 


Homo sapiens tumor necrosis factor (ligand) superlcunily, member 10 

/T r MT?QT7 1 A\ m pvr A 


NM_001243 


Homo sapiens tumor necrosis factor receptor superfamily, member 8 


NM_001242 


Homo sapiens tumor necrosis factor receptor superfamily, member 7 
v llNrxvo-T / nixviN/v 


NM_000043 


Homo sapiens tumor necrosis factor receptor superfamily, member 6 

rTXTTTP QT?£i tyVPXTA 

V iiNrivoroj, miNjNA 


NM_003327 


Homo sapiens tumor necrosis factor receptor superfamily, member 4 

^1 JNrKJbrHj, mJKJNA 


NM_001066 


Homo sapiens tumor necrosis factor receptor superfamily, member IB ' 

^lJNx*lvor id), miviNA 


NM 001065 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 A 

/Ti\jT7PQT71 A"\ mPMA 

V l IN r Ivor i Aj, rnKJNA 


NM_001192 


Homo sapiens tumor necrosis factor receptor superfamily, member 17 

rrXTPPQT717"l -ml? XT A 


NM_003820 


Homo sapiens tumor necrosis factor receptor superfamily, member 14 
^xicrpcs virus entry mcQiaiurj ^liNrxvoir i^/j nixvi^rv 


NM_003790 


Homo sapiens tumor necrosis factor receptor superfamily, member 12 
^uBnsiocaung cnain-associauon memoranc pruicuy ^Il>l^Ivox , nuviN/v 


NM_002546 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 lb 
^osxeoproxegenn ) { I iNrKor 1 id), nuvrs x\. 


NM 003839 

1 > J.VJL UuJ 0«J .7 


Homo saniem tumor necrosis factor recentor sunerfamilv member 11a. activator 
of NFKB (TNFRSF1 1 A), mRNA 


NM_003840 


Homo sapiens tumor necrosis factor receptor superfamily, member lOd, decoy 
with truncated death domain (TNFRSF10D), mRNA 


NM_003842 


Homo sapiens tumor necrosis factor receptor superfamily, member 10b 
(TNFRSF10B), mRNA 


NM 003844 


Homo sapiens tumor necrosis factor receptor superfamily, member 10a 
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(TNFRSF10A), mRNA 


NM 003276 


Homo sapiens thymopoietin (TMPO), mRNA 


NM 003275 


Homo sapiens tropomodulin (TMOD), mRNA 


NM 003274 

X^IXVX. \J\S*J£*t~T 


Homo sapiens transmembrane protein 1 (TMEM1), mRNA 


NM 003692 


Homo sapiens transmembrane protein with EGF-like and two follistatin-like 
domains 1 (TMEFF1), mRNA 


NM 003273 


Homo sapiens transmembrane 7 superfamily member 2 (TM7SF2), mRNA 


NM 003272 


Homo sapiens transmembrane 7 superfamily member 1 (upregulated in kidney) 
(TM7SF1), mRNA 


NM 003271 


Homo sapiens transmembrane 4 superfamily member 7 (TM4SF7), mRNA 


NM 003270 


Homo sapiens transmembrane 4 superfamily member 6 (TM4SF6), mRNA 


NM 003963 


Homo sapiens transmembrane 4 superfamily member 5 (TM4SF5), mRNA 


NM 003269 


Homo sapiens nuclear receptor subfamily 2, group E, member 1 (NR2E1), 
mRNA ! 


NM 003266 


Homo sapiens toll-like receptor 4 (TLR4), mRNA 


NM 003265 


Homo sapiens toll-like receptor 3 (TLR3), mRNA 


NM 003264 


Homo sapiens toll-like receptor 2 (TLR2), mRNA 


NM 003263 


Homo sapiens toll-like receptor 1 (TLR1), mRNA | 


NM 003258 


Homo sapiens thymidine kinase 1, soluble (TK1), mRNA 


NM 003257 


Homo sapiens tight junction protein 1 (zona occludens 1) (TJP 1), mRNA 1 


NM 003256 


Homo sapiens tissue inhibitor of metalloproteinase 4 (TIMP4), mRNA 


NM 003254 


Homo sapiens tissue inhibitor of metalloproteinase 1 (erythroid potentiating 
activity, collagenase inhibitor) (T1MP1), mRNA 


NM 003597 

X iXVX ~j <j S 1 


Homo sapiens TGFB inducible early growth response 2 (TIEG2), mRNA 


NM 003253 


Homo sapiens T-cell lymphoma invasion and metastasis 1 (TIAM1), mRNA 


NM 000460 


Homo sapiens thrombopoietin (myeloproliferative leukemia virus oncogene 
lisand, meeakarvocvte growth and development factor) (THPO), mRNA 


NM 003249 


Homo sapiens thimet oligopeptidase 1 (THOP1), mRNA 


NM 003248 


Homo sapiens thrombospondin 4 (THBS4), mRNA 


NM 003247 


Homo sapiens thrombospondin 2 (THBS2), mRNA , 


NM 003246 


Homo sapiens thrombospondin 1 (THBS1), mRNA 


NM 000361 

X>XVX V/V/vJV X 


Homo sapiens thrombomodulin (THBD), mRNA 


NM 000360 


Homo sapiens tyrosine hydroxylase (TH), mRNA 


NM 003241 

X>XVX UV/JLTl 


Homo saoiens transglutaminase 4 (orostate) (TGM4\ mRNA 


NM_003245 


Homo sapiens transglutaminase 3 (E polypeptide, protein-glutamine-gamma- 
elutamvltransferase) (TGM3\ mRNA 


NM 000359 

X lXVX UUUJ •/ ✓ 


Homo sapiens transglutaminase 1 (K polypeptide epidermal type I, protein- 
glutamine-gamma-glutamyltransferase) (TGM1), mRNA 


NM 003243 

X^XVX \J\J J 4*~~J 


Homo sapiens transforming growth factor, beta receptor HI (betaglycan, 300kD) 
(TGFBR3), mRNA 


NM 003242 


Homo sapiens transforming growth factor, beta receptor II (70-80kD) 
(TGFBR2), mRNA 


NM 000358 


Homo sapiens transforming growth factor, beta-induced, 68kD (TGFBI), mRNA 


NM 003239 


Homo sapiens transfomiing growth factor, beta 3 (TGFB3), mRNA 


NM 003238 


Homo sapiens transforming growth factor, beta 2 (TGFB2), mRNA 


NM 003236 


Homo sapiens transforming growth factor, alpha (TGFA), mRNA 


NM 003234 


Homo sapiens transferrin receptor (p90, CD71) (TFRC), mRNA 


NM 003227 


Homo sapiens transferrin receptor 2 (TFR2), mRNA 


NM 003226 


Homo sapiens trefoil factor 3 (intestinal) (TFF3), mRNA 


NM_003225 


Homo sapiens trefoil factor 1 (breast cancer, estrogen-inducible sequence 
expressed in) (TFF1), mRNA 


NM 003224 


Homo sapiens ADP-ribosylation factor related protein 1 (ARFRP1), mRNA 
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NM 003219 


Homo sapiens telomerase reverse transcriptase (TERT), mRNA j 


NM 003673 


Homo sapiens titin-cap (telethonin) (TCAP), mRNA 


NM 003217 


Homo sapiens testis enhanced gene transcript (TEGT), mRNA 


NM 003216 


Homo sapiens thyrotrophic embryonic factor (TEF), mRNA 


NM 003213 


Homo sapiens TEA domain family member 4 (TEAD4), mRNA 


NM 003211 


Homo sapiens thymine-DNA glycosylase (TDG), mRNA 


NM 003608 

1 > 1VJL vvJUvO 


Homo sapiens G protein-coupled receptor 65 (GPR65), mRNA 


NM 000155 

X^tXYX VwvJJJ 


Homo sapiens transcobalamin IT; macrocytic anemia (TCN2), mRNA 


X^llYX UUlUUi 


Homo san i ens transcobalamin I ( vitamin B12 bindinc protein. R binder familv) 
(TCND.mRNA 


I^iVL \j\JD4\JZ, 


Homo oanien^ tramcriotioo factor 7 fT-cell snecific HMG-boXi CTCF1). mRNA 


NM_003201 


Homo sapiens transcription factor 6-like 1 (mitochondrial transcription factor 1- 
lilce i rTCF6Ll i mRNA 


NM 003199 


TTomo sapiens tTanscriijtion factor 4 (TCF4V mRNA 


NM 001206 


Homo ^aniens transcrintion factor 21 fTCF21\ mRNA 


NM 000545 

X^IXYX VVV^TJ 


Homo sapiens transcriotion factor L hepatic: LF-B1, hepatic nuclear factor 
(HNF1), albumin proximal factor (TCF1), mRNA 


NM 003198 


Homo sapiens transcription elongation factor B fSHT), polypeptide 3 ( HOkD, 
elongin A) (TCEB3), mRNA 


NM 001060 


Homo carrier) s thromboxane A2 receptor fTBXA2RV mRNA 

XJLviliv gu^lvllO kill U111U vAiMAW a 1 Am l vwpir\/.i \ A* Am** ^A 1 • *A>^ J } &AXXXX * 


NM 003194 


Homo sapiens TATA box binding protein (TBP), mRNA 


NM 001192 


Homo ^aniens tiibulin-specific chaperone c (TBCC\ mRNA 


NM 000116 

X^IXtX . V/ v/V/ XXV/ 


Homo rapiens tafa?zin ( cardiomvonathv dilated 3 A (X-linked): endocardial 
fibroelastosis 2; Barth syndrome) (TAZ), mRNA 


NM 000353 


Homo sapiens tyrosine aminotransferase (TAT), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 003191 


Homo sapiens threonyl-tRNA synthetase (TARS), mRNA 


NM 003190 


Homo sapiens TAP binding protein (tapasin) (TAPBP), mRNA 


NM 003189 

X^IXVX UUJ107 


Homo QarrifMiQ T-eell acute lvrrmhocvtic leukemia 1 fTALll mRNA 


NM 001 1RR 


Unrnn cnr»i**nQ nrvitntTPn -upH vatf*fi nrotpin 1rina«;p Irina^e Innate 7 rMAP3TC7^ 
xxUIXlLI oaUlvllo iiiitu^di a\/\,iva\.\fKX Lyivii&xxx AXixaow rwxi maw £lxixc«o^ / ^xvjxjul jiv; y, 

mRNA 

llXXVX^ixX 


NM 001487 

X'lXVX V/V/«J i u / 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, N, 68kD (RNA-binding protein 56) (Tx\F2N), mRNA 


NM 003187 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, G, 32kD (TAF2G), mRNA 


NM 001057 


Homo sapiens tachykinin receptor 2 (TACR2), mRNA 

K a£ _ r N 12. , . — — — 


NM 003180 


Homo sapiens synaptotagmin 5 (SYT5), mRNA 


NM 003895 


Homo sapiens synaptojanin 1 (SYNJ1), mRNA 


NM 003490 


Homo sapiens synapsin HI (SYN3), mRNA 


NM 003178 


Homo sapiens synapsin II (SYN2), mRNA 


NM 003177 


Homo sapiens spleen tyrosine kinase (S YK), mRNA 


NM 003176 


Homo sapiens synaptonemal complex protein 1 (SYCP1), mRNA 


NM 003172 


Homo qanien*; «nirfeit 1 fSURFl i mRNA 


NM_003167 


Homo sapiens sulfotransferase family, cytosolic, 2A, dehydroepiandrosterone 

fDHFA i -Tirpfprritiff mpmber 1 fSTjTT2A1i mRNA 

\l^Ll±*»r\) *piCXClXXLig, lllVlXXL/WX JL ^UUXvJL«t/\l^ lliEUixl. 


NMJ)01056 


Homo sapiens sulfotransferase femily, cytosolic, 1C, member 1 (SULT1C1), 
mRNA 


NM_001054 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
2(SULTlA2),mRNA 


NM 001055 


Homo sapiens siixfotransferase family, cytosolic, 1 A, phenol-preferring, member 
1 (SULT1A1), mRNA 


NM 003165 


Homo sapiens syntaxin binding protein 1 (STXBP1), mRNA 
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1N1V1 WJ1UJ 


TTnmn satriens svntaxin IB CSTXIB"). mRNA 


NM 00^ HQ 


Homo sapiens serine/threonine kinase 9 (STK9), mRNA 


NM 00^1 


Hatha ^aniens serine/threonine kinase 6 mRNA 


NM flfmS7 


Hatha ^aniens serine/threonine kinase 2 (STK2 j. mRNA 


NM_003600 


Homo sapiens serine/threonine kinase 15 (STK15), mRNA 


nm nn^i^n 


Wnmn cflnipn*; qerine/threAnine kinase 13 (airrora/IPLl-like) (STK13Y mRNA 


NM_003156 


Homo sapiens stromal interaction molecule 1 (STIM1), mRNA 


XTTV K AAO 1 CC 

NM 003155 


xiomo sapiens sianniocaicin i iojli^ij, mxsjN/\ j 


XTTV K AAO OT7 

NM 003877 


xiomo sapiens oiAi maucea oii\i lnniDuor-z piaiizj, iiuvln/\ 


NM 003154 


Homo sapiens statherin (STATH), mRNA 


NM_003153 


Jtiomo sapiens signal transducer ana acuvator oi iranscnpnon o, mierieuKin-*f 
maucea (p-1 aioi, miuNA 


NM_003152 


Homo sapiens signal transducer and activator of transcription 5A (STATS A), 

ml? XT A 


NM 003151 


Homo sapiens signal transducer and activator of transcription 4 (STAT4), mRNA 


NM_003150 


Homo sapiens signal transaucer ana acnvaior oi transcripuQu j ^acuxe-priabe 
response iactor ) \p i a i j ), hikin a 


XTA K (\f\f\1AQ 

JNM UUU34V 


xiomo sapiens sieroiaogenic auuic rcguid.Lury pruicni \o lt\t<j 9 xiuxx^rx 


JNM_UU34/3 


Jtiomo sapiens signal uaiisaucing aaapior moiecuic ^onj uunictiii dnu xi/vlva 
motif) 1 (STAM), mRNA 


JNM_00314y 


xiomo sapiens src nomoiogy uircc f^oxui anu vyoLciiic iit-n uuiiiaixi ^i/iuj, 
mRNA 


XTK/T AA1A/1Q 

fNM UU1U45 


xiomo sapiens somatostatin ^ooij, nuuNA 


JNIVl UUj140 


xiomo sapiens siruciurc dpcuiuu rcL-uginuuii piuicui i ^oojxr i j, iiuvi^/^, 


JNJyi UUj /4j 


xiomo sapiens j/\jv Dinamg protein ^oi-ij, inivrN/\. 


xt\/t aaiaca 
iNiVL_UU 1U8U 


xiomo sapiens aiaenyae aenyarogenase j iamiiy, iiiciiiuer x\i ^biiuumcuc- 
semiaiQenyuc acnyurugeuadc^ \jt\i^LJxijr\Lj 9 iiuwux 


NM_003139 


Homo sapiens signal recognition particle receptor Cdocking protein 1 ) (SRPR), 

•mPXTA I 

mrUN/\ 


XTM AA1 118 


xiomo sapiens ox^jnjj proiein junase z ^ojvrxv^y, iiuviNrv 


JNIVL UUJIJD 


Xiomo Sapiens signal rcLUgniuun paiuuic i7Kx/ iyj 9 iiixvi^xx 


NM 003132 


Homo sapiens spermidine synthase (SRM), mRNA 


XTTV/f AA*3 1 1 A 

INiVl UUJ 130 


xiomo sapiens sorcm ^ojkjlj, iiusjna 


XTA/T AAIA/1'7 
JNM_JJU1U4/ 


xiomo sapiens sieroiao-aipna-reoiiciase, dipxid. puiypcpuuc 1 aipiia- 
steruiu uciia H-u.cuyurugcn<ioc aipxia ij ^oxxjL/jxA.iy, niivi^r^. 


NM 003743 


Homo sapiens nuclear receptor coactivator 1 (NCOA1), mRNA 


XNjyi uuji/o 


xiomo Sapiens spcLum, Deia, non-cry uuouyLiw i yox iDri ij 9 nusA\r\ 


XT\/f AA*3 1 1*7 

JNM^OUjIZ/ 


xiomo sapiens spccinn, aipna, non-eiyinrocytic i ^aipna-iounn j \or i /vin i j 7 


NM 003126 


Homo sapiens spectrin, alpha, erythrocytic 1 (elliptocytosis 2) (SPTA1), mRNA 


iNM UU31ZD 


xiomo sapiens smau proline -ncn protein ix> ^coiniiiiii \or xvxvio^, nrivrN-rv 


NM_003124 


Homo sapiens sepiapterin reductase (7,8-dihydrobiopterin:NADP+ 


NM 003123 


Homo sapiens sialophorin (gpLl 15, leukosialin, CD43) (SPN), mRNA 


XTAyf AA1101 
JNM UU31Z1 


xiomo sapiens opi-x5 Transcripxion iacior ^opi-i/x vj.i reiaLeui ^oiriDj, mivrNA 


NM 001120 


Homo saniens snleen fAcn^ f Arming virus TSFFV) Droviral inteeration oncogene 
spil (SPI1), mRNA 


NM_003119 


Homo sapiens spastic paraplegia 7, paraplegin (pure and complicated autosomal 
recessive) (SPG7), mRNA 


NM_003118 


Homo sapiens secreted protein, acidic, cysteine-rich (osteonectin) (SPARC), 
mRNA 


NM 003112 


Homo sapiens Sp4 transcription factor (SP4), mRNA 
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NM 003107 


Homo sapiens oKY vsex determining region i;-dox *f ^ou-a.^j, mru^/v 


NM 003108 


Homo sapiens SRY (sex determining region Y)-box 1 1 (SOX1 1), mRNA 


NM 003104 


Homo sapiens sorbitol aenydrogenase ^otjivuj, miviN/\ 


NM 003102 


Homo sapiens superoxide dismutase 3, extracellular (SOD3), mRNA 


NM 003794 


Homo sapiens sorting nexin 4 (SNX4), mKNA 


NM 003100 


Homo sapiens sorting nexin 2 (SNX2), mKNA 


NM 003094 


Homo sapiens small nuclear nbonucleoprotein polypeptide E (bNRFb), mKJNA 


NM_003092 


Homo sapiens small nuclear ribonucleoprotein polypeptide B" (SNRPB2), 
mRNA 


NM_003090 


Homo sapiens small nuclear ribonucleoprotein polypeptide A 1 (SNRPA1), 
mRNA 


NM_003089 


Homo sapiens small nuclear ribonucleoprotein 70kD polypeptide (RNP antigen) 
(SNRP70),mRNA 


NM 003498 


Homo sapiens stannin (SNN), mRNA 


NM_003087 


Homo sapiens synuclein, gamma (breast cancer-specific protein 1) (SNCG), 
mRNA 


NM_003083 


Homo sapiens small nuclear RNA activating complex, polypeptide 2, 45kD 
(SNAPC2),mRNA 


NM_003082 


Homo sapiens small nuclear RNA activating complex, polypeptide 1, 43kD 
(SNAPC1), mRNA 


NM 003081 


Homo sapiens synaptosomal-associated protein, 25kD (SNAP25), mRNA 


NM_003078 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily d, member 3 (SMARCD3), mRNA 


NM_003077 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily d, member 2 (SMARCD2), mRNA 


NM_003076 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily d, member 1 (SMARCD1), mRNA 


NM_003075 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily c, member 2 (SMARCC2), mRNA 


NM_003074 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily c, member 1 (SMARCC1), mRNA 


NM_003073 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily b, member 1 (SMARCB1), mRNA 


NM_003601 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 5 (SMARCA5), mRNA 


NM_003071 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 3 (SMARCA3 ), mRNA 


NM_003070 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 2 (SMARCA2), mRNA 


NM_003069 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 1 (SMARCA1 ), mRNA 


NM_003982 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 7 (SLC7A7), mRNA 


NM_003046 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 2 (SLC7A2), mRNA 


NM_003045 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 1 (SLC7A1), mRNA 


NM_003043 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, taurine), 
member 6 (SLC6A6), mRNA 


NM_001045 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, serotonin), 
member 4 (SLC6A4), mRNA 


NM 001044 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, dopamine), 
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member 3 (SLC6A3), mRNA 


NM 003042 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GABA), 
member 1 (SLC6A1), mRNA 


NM_003044 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, 
betaine/GABA), member 12 (SLC6A12), mRNA 


NM_000453 


Homo sapiens solute carrier family 5 (sodium iodide symporter), member 5 
fSLC5A5).mRNA 


NM_003041 


Homo sapiens solute carrier family 5 (sodium/glucose cotransporter), member 2 
(SLC5A2) mRNA 


NM_000343 


Homo sapiens solute carrier family 5 (sodium/glucose cotransporter), member 1 
(SLC5Al),mRNA 




TTnmo oanierre solute carrier familv 4 anion exchanger, member 2 (erythrocyte 
membrane protein band 3-like 1) (SLC4A2), mRNA 




Rnmn ^aniens solute carrier familv 4 anion exchanger, member 1 (erythrocyte 
membrane protein band 3, Diego blood group) (SLC4A1), mRNA 


nm nnoi4i 


TT nmn saniens solute carrier familv 3 ( cvstine dibasic and neutral amino acid 
transporters, activator of cystine, dibasic and neutral amino acid transport), 
member 1 (SLC3A1) mRNA 


NM_001860 


Homo sapiens solute carrier family 31 (copper transporters), member 2 
(SLC31A2),mRNA 


NM_001859 


Homo sapiens solute carrier family 3 1 (copper transporters), member 1 
(SLC31Al),mRNA 


NM_003039 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 5 
(SLC2A5), mRNA 


NM_001042 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 4 
(SLC2A4), mRNA 


NM 003705 


Homo sapiens solute carrier family 25 (mitochondrial carrier, Aralar), member 
12(SLC25A12) mRNA 


NM 003060 


Homo sapiens solute carrier family 22 (organic cation transporter), member 5 
(SLC22A51 mRNA 


NM_O03058 


Homo sapiens solute carrier family 22 (organic cation transporter), member 2 
(SLC22A2) mRNA 


NM_003057 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1 
(SLC22A1), mRNA 


NM_003562 


Homo sapiens solute carrier family 25 (mitochondrial carrier; oxoglutarate 
carrier) member 11 (SLC25A11), mRNA 


NM_003038 


Homo sapiens solute carrier family 1 (glutamate/neutral amino acid transporter), 
member 4 (SLC1A4), mRNA 


NM 003056 


Homo sapiens solute carrier family 19 (folate transporter), member 1 
(SLC19Al),mRNA 


NM_003055 


Homo sapiens solute carrier family 18 (vesicular acetylcholine), member 3 
(SLC18A3),mRNA 


NM_003054 


Homo sapiens solute carrier family 18 (vesicular monoamine), member 2 
(SLC18A2),mRNA 


NM 003053 


Homo sapiens solute carrier family 18 (vesicular monoamine), member 1 
(SLC18A1), mRNA 


NM_003052 


Homo sapiens solute carrier family 34 (sodium phosphate), member 1 
(SLC34A1), mRNA 


NM_003051 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 1 (SLC16A1), mRNA 


NM 003984 


Homo sapiens solute carrier family 13 (sodium-dependent dicarboxylate 
transporter), member 2 (SLC13A2), mRNA 
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NM 000339 


Homo sapiens solute earner family 12 (sodium/chloride transporters), member 3 
(SLC12A3), mRNA 


NMJ)01046 


Homo sapiens solute carrier family 12 (sodium/potassium/chloride transporters), 
member 2 (SLC12A2), mRNA 


NM 000452 


Homo sapiens solute carrier family 10 (sodium/bile acid cotransporter family), 
member 2 (SLC10A2), mRNA 


NM_003049 


Homo sapiens solute carrier family 10 (sodium/bile acid cotransporter family), 
member 1 (SLC10A1), mRNA 


NM 003037 


Homo sapiens signaling lymphocytic activation molecule (SLAM), mRNA 


NM 003616 


Homo sapiens survival of motor neuron protein interacting protein 1 (SIP 1), 
mRNA 


NM 003035 


Homo sapiens TALI (SCL) interrupting locus (SIL), mRNA 


NMJ)03032 


Homo sapiens sialyltransferase 1 (beta-galactoside alpha-2,6-sialytransferase) 
(SIAT1), mRNA 


NM 001041 


Homo sapiens sucrase-isomaltase (SI), mRNA 


NM 003027 


Homo sapiens SH3-domain GRB2-like 3 (SH3GL3), mRNA 


NM 003026 


Homo sapiens SH3-domain GRB2-like 2 (SH3GL2), mRNA 


NM 003025 


Homo sapiens SH3-domain GRB2-like 1 (SH3GL1), mRNA 


NM 003023 


Homo sapiens SH3-domain binding protein 2 (SH3BP2), mRNA 


NM_003022 


Homo sapiens SH3 domain binding glutamic acid-rich protein like (SH3BGRL), 
mRNA 


NM_000199 


Homo sapiens N-sulfoglucosamine sulfohydrolase (sulfamidase) (SGSH), 
mRNA 


NM 003020 


Homo sapiens secretory granule, neuroendocrine protein 1 (7B2 protein) 
(SGNE1), mRNA 


NM 000337 


Homo sapiens sarcoglycan, delta (35kD dystrophin-associated glycoprotein) 
(SGCD), mRNA 


NM_000232 


Homo sapiens sarcoglycan, beta (43kD dystrophin-associated glycoprotein) 
(SGCB), mRNA 


NM 003019 


Homo sapiens surfactant, pulmonary-associated protein D (SFTPD), mRNA 


NM 003018 


Homo sapiens surfactant, pulmonary-associated protein C (SFTPC), mRNA 


NM 000542 


Homo sapiens surfactant, pulmonary-associated protein B (SFTPB), mRNA 


NM 003011 


Homo sapiens SET translocation (myeloid leukemia-associated) (SET), mRNA ! 


NM 003010 


Homo sapiens mitogen-activated protein kinase kinase 4 (MAP2K4), mRNA 


NM 003009 


Homo sapiens selenoprotein W, 1 (SEPW1), mRNA 


NM 003008 


Homo sapiens semen ogelin II (SEMG2), mRNA 


NM 003007 


Homo sapiens semenogelin I (SEMG1), mRNA 


NM 003966 


Homo sapiens sema domain, seven thrombospondin repeats (type 1 and type 1- 
like), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 
5A (SEMA5 A), mRNA 


NM_003002 


Homo sapiens succinate dehydrogenase complex, subunit D, integral membrane 
protein (SDHD), nuclear gene encoding mitochondrial protein, mRNA 


NM 002999 


Homo sapiens syndecan 4 (amphiglycan, ryudocan) (SDC4), mRNA 


NM 002997 


Homo sapiens syndecan 1 (SDC1), mRNA 


NM_002996 


Homo sapiens small inducible cytokine subfamily D (Cys-X3-Cys), member 1 
(fractalkine, neurotactin) (SCYD1), mRNA 


NMJJ03175 


Homo sapiens small inducible cytokine subfamily C, member 2 (SCYC2), 
mRNA 


NMJ)02993 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 6 
(granulocyte chemotactic protein 2) (SCYB6), mRNA 


NMJ)02994 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 5 
(epithelial-derived neutrophil-activating peptide 78) (SCYB5), mRNA 
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NM Ul)25»OD 


n„ mn nnimc email inHnriWp rvtnlnne AS fRANTESI (SCYAS) mRNA 


NM_002991 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 24 

(pv^ I AZ*tJ, mJCvINA 


NM 002990 j 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 22 

(bUYAZZ), mKJNA 


NM_002989 1 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 21 

/OPVAOI^ -mDXTA 
(oL/ 1 AZ 1 )f mKXN A 


NM_002988 


xiomo sapiens smau lnuuciDie cyioiviiie ouuidniuy a. v oyo-v^jfoy, iugilluwi io, 
pulmonary ana a c u van on-regu l a. icu v ov^ x/vioj, ini\xN<rv 


NM_002!/o7 


xiomo sapiens smau lnoucioie cyioiujic buoiainiiy r\ & /> lu&iuv&x x / 
^oL I Al / J, nuvrN/\ 


NM_002986 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 1 1 
(eotaxin) joUXAiij, miuNA 


NM 002979 


Homo sapiens sterol carrier protein 2 (SCP2), mRNA 


*V YX M AA 1 Aon 

NM 001039 


Homo sapiens sodium cnannei, nonvoiiage-gatea 1, gamma ^^inj.nivjj, uumna 


NM 002978 


Homo sapiens sodium channel, nonvoltage-gated 1, delta (SCNN1D), mRNA 


NM 001038 


Homo sapiens sodium cnannei, nonvoitage-gatea i aipna ioojnjn i aj, itlkina 


NM_002977 


Homo sapiens sodium channel, voltage-gated, type DC, alpha polypeptide 
(aCNyA), mKJNA 


NM_002976 


Homo sapiens sodium channel, voltage-gated, type VI, alpha polypeptide 

(£>CJNoA), mKJNA 


NM_000334 


Homo sapiens sodium cnannei, voitage-gatea, type iv, aipna poiypepuuc 
(SCN4A), mRNA 


NM_001037 


Homo sapiens sodium cnannei, voitage-gaiea, type i, oeta poiypepuae ^ov^in id;, 
mRNA 


NM_002975 


Homo sapiens stem cell growui iactor, lympnocyte secretca v^-iypc icoiin 
(SCGF), mRNA 


NM 003843 


Homo sapiens scieuin toUJbl.;, mKJNA 


XTX4* AAIOTJ 

NM_002973 


Homo sapiens spinocereueiiar axaxia x ^ouvoponioccrcDcnar aidAid. z,, duiubuxiiai 
dominant, ataxin 2) (SCA2), mRNA 


NM_000332 


Homo sapiens spinocereueiiar ataxia i \piivopontocereDeiiar aiaxia 1 , autosomal 
dommant, ataxin i; (otAij, mxuNA 


\T» K AAO fiT 1 

NM_002971 


Homo sapiens special A i -ncn sequence oincnng proiem i ^oinas 10 nuuicdi 
matnx/scanoiQ-associanng jjinasj ^oai-dij, nuviN/v 


JNJVl uuzy/u 


xiomo sapiens spei iiiioinc/ spci nunc iNi-aucLyiuoiioiciaoo ^on.i j > lllivi^^v 


NMJ)03870 


Homo sapiens IQ motif containing GTPase activating protein 1 (IQGAP1), 

mKJNA 


MM VvZyo/ 


Homo sapiens scaxioiu atiacnment iacior x3 ^oatdj, iiiivln/tl 


XTNyT 1 
NM UUOOJi 


Homo sapiens serum amyioiu ai ^o/viij, tjuxin/v 


NM 001036 


Homo sapiens ryanodine receptor 3 (RYR3), mRNA 


JNJVl UUIUjD 


xromo sapiens ryanoomc receptor z. ^caroido ^ ^iv i rvz nuvi^irv. 


NM_002956 


Homo sapiens restin (Reed-Steinberg cell-expressed intermediate filament- 
associated protein; vJKjjrv, ttikjna 


xjvvf Ammo 


jtiomo sapiens noonucicotitic reuuciasc xvn poiypcpuuc ^ivjvLviiy, nuxi^r^. 


JNM VvZyjj 


Homo sapiens ras responsive element Dinuuig protein 1 ^isjvcjDiy, iiiivLNrv 


NM 003942 


TTn-mr* c^nipnc riVincnmal nrntpin Sf? Viria^e 90k"D "nolvnentide 4 fE»lPS6KA4^. 
mRNA 


NM_002953 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 1 (RPS6KA1), 
mRNA 


NM 002951 


Homo sapiens ribophorin II (RPN2), mRNA 


NM 002950 


Homo sapiens ribophorin I (RPN1), mRNA 


NM 000329 


Homo sapiens retinal pigment epithelium-specific protein (65kD) (RPE65), 
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mRNA 


NM 002947 


Homo sapiens replication protein A3 (14kD) (RPA3), mRNA 


NMJ)02946 


Homo sapiens replication protein A2 (32kD) (RPA2), mRNA 


NM 002945 


Homo sapiens replication protein Al (70kD) (RPA1), mRNA 


NM 000328 


Homo sapiens retinitis pigmentosa GTPase regulator (RPGR), mRNA 


NM 002943 


Homo sapiens RAR-related orphan receptor A (RORA), mRNA 


NM 000327 


Homo sapiens retinal outer segment membrane protein 1 (ROM1), mRNA 


NM 003799 


Homo sapiens RNA (guanine-7-) methyltransferase (RNMT), mRNA 


NM 002939 


Homo sapiens ribonuclease/angiogenin inhibitor (RNH), mRNA 


NM 003800 


Homo sapiens RNA guanylyltransferase and 5-phosphatase (RNGTT), mRNA 


NM 002938 


Homo sapiens ring finger protein 4 (RNF4), mRNA 


NM_002940 


Homo sapiens ATP-binding cassette, sub-family E (OABP), member 1 
(ABCE1), mRNA 


NM 002936 


Homo sapiens ribonuclease HI (RNASEH1), mRNA 


NM_002935 


Homo sapiens ribonuclease, RNase A family, 3 (eosinophil cationic protein) 
(RNASE3), mRNA 


NM_002934 


Homo sapiens ribonuclease, RNase A family, 2 (liver, eosinophil-derived 
neurotoxin) (RNASE2), mRNA 


NM 003796 


Homo sapiens RPB5 -mediating protein (RMP), mRNA 


NM 003821 


Homo sapiens receptor-interacting serine-threonine kinase 2 (RIPK2), mRNA 


NM 003687 


Homo sapiens LIM domain protein (RJL), mRNA 


NM 002929 


Homo sapiens rhodopsin kinase (RHOK), mRNA 


NM 000324 


Homo sapiens Rhesus blood group-associated glycoprotein (RHAG), mRNA 


NM 003835 


Homo sapiens regulator of G-protein signalling 9 (RGS9), mRNA 


NM 003617 


Homo sapiens regulator of G-protein signalling 5 (RGS5), mRNA 


NM 002923 


Homo sapiens regulator of G-protein signalling 2, 24KD (RGS2), mRNA 


NM 002922 


Homo sapiens regulator of G-protein signalling 1 (RGS1), mRNA 


NM 002928 


Homo sapiens regulator of G-protein signalling 16 (RGS16), mRNA 


NM 002926 


Homo sapiens regulator of G-protein signalling 12 (RGS12), mRNA 


NM 003834 


Homo sapiens regulator of G-protein signalling 1 1 (RGS1 1), mRNA 


NM 002921 


Homo sapiens retinal G protein coupled receptor (RGR), mRNA 


NM 000538 


Homo sapiens regulatory factor X-associated protein (RFXAP), mRNA 


NM_003721 


Homo sapiens regulatory factor X-associated ankyrin-containing protein 
(RFXANK), mRNA 


NM_002918 


Homo sapiens regulatory factor X, 1 (influences HLA class II expression) 
(RFX1), mRNA 


NM 002916 


Homo sapiens replication factor C (activator 1) 4 (37kD) (RFC4), mRNA 


NM 002915 


Homo sapiens replication factor C (activator 1) 3 (38kD) (RFC3), mRNA 


NM 002914 


Homo sapiens replication factor C (activator 1) 2 (40kD) (RFC2), mRNA 


NM_003704 


Homo sapiens gene with multiple splice variants near HD locus on 4pl6.3 
(RES4-22),mRNA 


NM_O029O8 


Homo sapiens v-rel avian reticuloendotheliosis viral oncogene homolog (REL), 
mRNA 


NM_002909 


Homo sapiens regenerating islet-derived 1 alpha (pancreatic stone protein, 
pancreatic thread protein) (REG1 A), mRNA 


NM 000322 


Homo sapiens retinal degeneration, slow (retinitis pigmentosa 7) (RDS), mRNA 


NM 002905 


Homo sapiens retinol dehydrogenase 5 (11-cisand 9-cis) (RDH5), mRNA 


NM 002903 


Homo sapiens recoverin (RCV1), mRNA 


NM_002902 


Homo sapiens reticulocalbin 2, EF-hand calcium binding domain (RCN2), 
mRNA 


NM_002901 


Homo sapiens reticulocalbin 1, EF-hand calcium binding domain (RCN1), 
mRNA 
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NM 002896 


Homo sapiens RNA binding motif protein 4 (RBM4), mRNA ! 


NM 002895 


Homo sapiens retinoblastoma-like 1 (pi 07) (RBL1), mRNA 


NM 000321 


Homo sapiens retinoblastoma 1 (including osteosarcoma) (RBI), mRNA 


1SIM 000966 


Homo sapiens retinoic acid receptor, gamma (RARG), mRNA 


NM 000964 


Homo sapiens retinoic acid receptor, alpha (RARA), mRNA 


NM 002885 


Homo sapiens RAP1, GTPase activating protein 1 (RAP1GA1), mRNA 


NM 002884 


Homo sapiens RAP1A, member of RAS oncogene family (RAP1A), mRNA 


NM 002883 

J. i i.YX V/V^UU— ' 


Homo sapiens Ran GTPase activating protein 1 (RANGAP1), mRNA 


NM 002881 


Homo sapiens v-ral simian leukemia viral oncogene homolog B (ras related; 
GTP bindingprotein) (RALB), mRNA 


NM 002871 


Homo sapiens RAB interacting factor (RABIF), mRNA 


NM 003929 

X^XVX \J\J -J S A-t*r 


Homo sapiens RAB7, member RAS oncogene family-like 1 (RAB7L1), mRNA 


NM 002869 

XilTl \J\J JL*\J\J S 


Homo sapiens RAB6, member RAS oncogene family (RAB6), mRNA 


NM 002868 


Homo sapiens RAB5B, member RAS oncogene family (RAB5B), mRNA 


XNxVX UUZ.OU / 


Homo saniens RAB3B member RAS oncogene family (RAB3B), mRNA 


NM 002866 


Homo sapiens RAB3A, member RAS oncogene family (RAB3A), mRNA 


TJM 009870 


Homo saniens RAB 13 member RAS oncogene family (RAB 13), mRNA 


NM 000320 


Homo sapiens quinoid dihydropteridine reductase (QDPR), mRNA 


iNlVJL ULFZOOf 


TT nmn caniMiQ nrponancv-7iOTie trrotein CPZP} mRNA 


"MN/f 009 

IN xVx__UUZ o Oj 


TTnmn ^aniens Tihnsnhorvlase olvcoffen' liver fHers disease, clvcosen storage 
disease tvne YD CPYGD mRNA 

mjvQJv l*Y L/ W T X I \ X X V**X^/} XXXXVX ^X X 


NM 007862 


Homo saniens nhosnhorvlase elvcoeen; brain (PYGB), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_002860 


Homo sapiens pyrroline-5-carboxylate synthetase (glutamate gamma- 
semialdehyde synthetase) (PYCS), mRNA 


NM 000319 

X ' XYX V W A ✓ 


Homo sapiens peroxisome receptor 1 (PXR1), mRNA 


NM 002859 


Homo sapiens paxillin (PXN), mRNA 


NM 002857 


Homo sapiens peroxisomal farnesylated protein (PXF), mRNA 


NM 002854 


Homo sapiens parvalbumin (PVALB), mRNA 


NM 009859 

XNXVX UV/iiOJii 


Homo saniens nentaxin-related eene. ranidlv induced bv IL-1 beta (FTX3). 
mRNA 


NM 000317 


Homo sapiens 6-pymvoyltetrahydropterin synthase (PTS), mRNA 


NM 002851 


Homo saniens nrotein tyrosine nhosnhatase. recentor-tvne, Z polypeptide 1 
(PTPRZ1), mRNA 


NM 002850 

X^XTX W*»W*/V 


Homo sapiens protein tyrosine phosphatase, receptor type, S (PTPRS), mRNA 


NM 002846 

X * X*X V V X* w WJ 


Homo sapiens protein tyrosine phosphatase, receptor type, N (PTPRN), mRNA 


NM 002845 

111*1 \J V/ x* ~ *s 


Homo sapiens protein tyrosine phosphatase, receptor type, M (PTPRM), mRNA 


NM 002844 


Homo sapiens protein tyrosine phosphatase, receptor type, K (PTPRK), mRNA 


NM 002843 


Homo sapiens protein tyrosine phosphatase, receptor type, J (PTPRJ), mRNA 


NM 002842 


Homo sapiens protein tyrosine phosphatase, receptor type, H (PTPRH), mRNA 


NM 002840 


Homo sapiens protein tyrosine phosphatase, receptor type, F (PTPRF), mRNA 


NM 002839 


Homo sapiens protein tyrosine phosphatase, receptor type, D (PTPRD), mRNA 


NM 002824 

x in-* v vx* wx* » 


Homo sapiens parathymosin (PTMS), mRNA 


NM 002823 


Homo sapiens prothymosin, alpha (gene sequence 28) (FIMA), mRNA 


NM 000316 


Homo sapiens parathyroid hormone receptor 1 (PTHR1), mRNA 


NM 002820 


Homo sapiens parathyroid hormone-like hormone (PTHLH), mRNA 


NM 000315 


Homo sapiens parathyroid hormone (PTH), mRNA 


NM 000960 


Homo sapiens prostaglandin 12 (prostacyclin) receptor (IP) (PTGIR), mRNA 


NM 000959 


Homo sapiens prostaglandin F receptor (FP) (PTGFR), mRNA 


NM 000958 


Homo sapiens prostaglandin E receptor 4 (subtype EP4) (PTGER4), mRNA 


NM 000957 


Homo sapiens prostaglandin E receptor 3 (subtype EP3) (PTGER3), mRNA 


NM 000955 


Homo sapiens prostaglandin E receptor 1 (subtype EP1), 42kD (PTGER1), 
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mRNA 


NM 000954 


Homo sapiens prostaglandin D2 synthase (21kD, brain) (PTGDS), mRNA 


NM 000314 


Homo sapiens phosphatase and tensin homolog (mutated in multiple advanced 
cancers 1) (PTEN), mRNA 


NM 000952 


Homo sapiens platelet-activating factor receptor (PTAFR), mRNA 


NM_002818 


Homo sapiens proteasome (prosome, macropain) activator subunit 2 (PA28 beta) 
(PSME2), mRNA 


NM_002811 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 7 
(Mov34 homolog) (PSMD7) % mRNA 


NM_002806 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 6 
fPSMC6) mRNA 


NM_002805 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 5 
(TSMC5^ mRNA 


NM_002804 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 3 
rPSMC3^ mRNA 


NM_002803 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 2 
(PSMC2) mRNA 


NM_002802 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 1 
fPSMCD mRNA 


NM_002800 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 9 (large 
multifunctional protease 2) (PSMB9), mRNA 


NM_002799 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 7 (PSMB7), 
mRNA 


NM_002797 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 5 (PSMB5), 
mRNA 


NM_002796 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 4 (PSMB4), 
mRNA 


NM.002795 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 3 (PSMB3), 
mRNA 


MM_002794 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 2 (PSMB2), 
mRNA 


NM_002793 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 1 (PSMB1), 
mRNA 


NM_002801 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 10 
(TSMBIO^ mRNA 


NM 002790 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 5 
(PSMA5), mRNA 


NM 002788 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 3 
(PSMA3), mRNA 


NM 002786 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 1 
(PSMA1), mRNA 


NM 002783 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 7 (PSG7), mRNA 


NM 002781 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 5 (PSG5), mRNA 


NM 002780 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 4 (PSG4), mRNA 


NM_002785 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 1 1 (Note redefinition of 
symbol) (PSG1 1), mRNA 


NM 002784 


•Homo sapiens pregnancy specific beta-l-glycoprotein 9 (PSG9), mRNA 


NM 002779 


Homo sapiens pleckstrin and Sec7 domain protein (PSD), mRNA 


NM 002776 


Homo sapiens kallikrein 10 (KLK10), mRNA 


NM 002774 


Homo sapiens kallikrein 6 (neurosin, zyme) (KLK6), mRNA 


NM 002773 


Homo sapiens protease, serine, 8 (prostasin) (PRSS8), mRNA 


NM 002770 


Homo sapiens protease, serine, 2 (trypsin 2) (PRSS2), mRNA 
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NM 002769 


Homo sapiens protease, serine, 1 (trypsin 1) (PRSS1), mRNA 


NM 003619 


Homo sapiens protease, serine, 12 (neurotrypsin, motopsin) (PRSS12), mRNA 


NM 002775 


Homo sapiens protease, serine, 1 1 (IGF binding) (PRSS1 1), mRNA 


NMJ)02767 


Homo sapiens phosphoribosyl pyrophosphate synthetase-associated protein 2 
(PRPSAP2), mRNA 


NM_002766 


Homo sapiens phosphoribosyl pyrophosphate synthetase-associated protein 1 
(PRPSAP1), mRNA 


NM 002765 


Homo sapiens phosphoribosyl pyrophosphate synthetase 2 (PRPS2), mRNA 


NM 002764 


Homo sapiens phosphoribosyl pyrophosphate synthetase 1 (PRPS1), mRNA 


NM 003891 


Homo sapiens protein Z, vitamin K-dependent plasma glycoprotein (PROZ), 
mRNA 


NM 002763 


Homo sapiens prospero-related homeobox 1 (PROX1), mRNA 


NM 000313 


Homo sapiens protein S (alpha) (PROS1), mRNA 


NM_000312 


Homo sapiens protein C (inactivator of coagulation factors Va and Villa) 
(PROC), mRNA 


NM 002762 


Homo sapiens protamine 2 (PRM2), mRNA 


NM 002761 


Homo sapiens protamine 1 (PRM1), mRNA 


NM 000949 


Homo sapiens prolactin receptor (PRLR), mRNA 


NM 000948 


Homo sapiens prolactin (PRL), mRNA 


NM 002759 


Homo sapiens protein kinase, interferon-inducible double stranded RNA 
dependent (TRKR), mRNA 


NM 002756 


Homo sapiens mitogen-activated protein kinase kinase 3 (MAP2K3), mRNA 


NM 002749 


Homo sapiens mitogen-activated protein kinase 7 (MAPK7), mRNA 


NM 002745 


Homo sapiens mitogen-activated protein kinase 1 (MAPK1), mRNA 


NM 002751 


Homo sapiens mitogen-activated protein kinase 1 1 (MAPK1 1), mRNA 


NM 002753 


Homo sapiens mitogen-activated protein kinase 10 (MAPK10), mRNA 


NM 002743 


Homo sapiens protein kinase C substrate 80K-H (PRKCSH), mRNA 


NM 002742 


Homo sapiens protein kinase C, mu (PRKCM), mRNA 


NM 002741 


Homo sapiens protein kinase C-like 1 (PRKCL1), mRNA 


NM 002740 


Homo sapiens protein kinase C, iota (PRKCI), mRNA 


NM 002738 


Homo sapiens protein kinase C, beta 1 (PRKCB1), mRNA 


NM 002737 

lllVl \J\J A* 1 ~J 1 


Homo sapiens protein kinase C, alpha (PRKCA), mRNA 


NM_002736 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type II, beta 
fPRKAR2B} mRNA 


NM_002734 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type I, alpha (tissue 
specific extinguisher 1) (PRKAR1 A), mRNA 


NM 002733 


Homo sapiens protein kinase, AMP-activated, gamma 1 non-catalytic subunit 
(PRKAG1), mRNA 


NM_002731 


Homo sapiens protein kinase, cAMP-dependent, catalytic, beta (PRKACB), 
mRNA 


NM 002730 


Homo sapiens protein kinase, cAMP-dependent, catalytic, alpha (PRKACA), 
mRNA 


NM 000947 


Homo sapiens primase, polypeptide 2 A (58kD) (PRIM2A), mRNA 


NM 000946 


Homo sapiens primase, polypeptide 1 (49kD) (PRIM1), mRNA 


NM 002728 


Homo sapiens proteoglycan 2, bone marrow (natural killer cell activator, 
eosinophil granule major basic protein) (PRG2), mRNA 


NM 002727 


Homo sapiens proteoglycan 1, secretory granule (PRG1), mRNA 


NM 002726 


Homo sapiens prolyl endopeptidase (PREP), mRNA 


NM_002725 


Homo sapiens proline arginine-rich end leucine-rich repeat protein (PRELP), 
mRNA 


NM 002723 


Homo sapiens proline-rich protein BstNI subfamily 4 (PRB4), mRNA 


NM 002722 


Homo sapiens pancreatic polypeptide (PPY), mRNA 
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NM_000310 


Homo sapiens palmitoyl-protein thioesterase 1 (ceroid-lipofuscinosis, neuronal 1, 
infantile) fPPTl), mRNA 


NM 002720 


Homo sapiens protein phosphatase 4 (formerly X), catalytic subunit (PPP4C), 
mRNA 


NM 002719 ! 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), gamma 
isoform (PPP2R5C), mRNA 


NM 002715 


Homo sapiens protein phosphatase 2 (formerly 2 A), catalytic subunit, alpha 
isoform (PPP2CA), mRNA 


NM_002713 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 8 (PPP1R8), 
mRNA 


NM 002712 


Homo sapiens protein phosphatase 1, regulatory subunit 7 (PPP1R7), mRNA 


MM 005714 


Homo sapiens protein phosphatase 1, regulatory subunit 10 (PPP1R10), mRNA 




Homo sapiens nrotein phosphatase 1. catalytic subunit. gamma isoform 
(PPPlCQ.mRNA 


NM 002709 


Homo saoiens nrotein nhosohatase 1. catalytic subunit, beta isoform (PFFlCB), 
rnRNA 


NM 002708 


Homo sapiens protein phosphatase 1, catalytic subunit, alpha isoform (PPP1CA), 
mRNA 


NM 000309 


Homo sapiens protoporphyrinogen oxidase (PPOX), mRNA 


NM 002706 

X 1 IV J. \J\J I VV 


Homo sapiens protein phosphatase IB (formerly 2C), magnesium-dependent, 
beta isoform (PPM IB), mRNA 


NM 002705 


Homo sapiens periplakin (PPL), mRNA 


NM 000943 


Homo sapiens peptidylprolyl isomerase C (cyclophilin C) (PPIC), mRNA 


NM_000308 


Homo sapiens protective protein for beta-galactosidase (galactosialidosis) 
fPPGB), mRNA 


NM 002703 


Homo sapiens phosphoribosyl pyrophosphate amidotransferase (PPAT), mRNA 


NM 003712 


Homo sapiens phosphatide acid phosphatase type 2C (PPAP2C), mRNA 


NM 003713 


Homo sapiens phosphatide acid phosphatase type 2B (PPAP2B), mRNA 


NM 003711 


Homo sapiens phosphatide acid phosphatase type 2A (PPAP2A), mRNA 


NM 002702 


Homo sapiens POU domain, class 6, transcription factor 1 (POU6F1), mRNA 


NM 002701 


Homo sapiens POU domain, class 5, transcription factor 1 (POU5F1), mRNA 


NM 002700 


Homo sapiens POU domain, class 4, transcription factor 3 (POU4F3), mRNA 


NM 000307 


Homo sapiens POU domain, class 3, transcription factor 4 (POU3F4), mRNA 


NM 002699 


Homo sapiens POU domain, class 3, transcription factor 1 (POU3F1), mRNA 


NM 002697 

1 ixYX \J\J £*\J 7 1 


Homo samens POU domain class 2 transcription factor 1 (POU2F1). mRNA 


NM 000306 


Homo sapiens POU domain, class 1, transcription factor 1 (Pitl, growth hormone 
factor 1^ fPOUlFl) mRNA 


NM 000446 


Homo sapiens naraoxonase 1 fPONl^ mRNA 


NM_000939 


Homo sapiens proopiomelanocortin (adrenocorticotropin/ beta-lipotropin/ alpha- 
melanocvte stimulating hormone/ beta-melanocvte stimulating hormone/ beta- 
endorphin^ (POMO mRNA 


NM 002693 


Homo sapiens polymerase (DNA directed), gamma (POLG), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 002692 


Homo sapiens polymerase (DNA directed), epsilon 2 (POLE2), mRNA 


NM_002691 


Homo sapiens polymerase (DNA directed), delta 1, catalytic subunit (125kD) 
(POLD1), mRNA 


NM 002690 


Homo sapiens polymerase (DNA directed), beta (POLB), mRNA 


NM 003967 


Homo sapiens putative neurotransmitter receptor (PNR), mRNA 


NM 002686 


Homo sapiens phenylethanolamine N-methyltransferase (PNMT), mRNA 


NM 002677 


Homo sapiens peripheral myelin protein 2 (PMP2), mRNA 


NM 000304 


Homo sapiens peripheral myelin protein 22 (PMP22), mRNA 


NM 002676 


Homo sapiens phosphomannomutase 1 (PMM1), mRNA 
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NM 002674 


Homo sapiens pro-melanin^oncentrating hormone (PMCH), mRNA 


NM 002668 

X^llYX vuiiUUO 


Homo sapiens proteolipid protein 2 (colonic epithelium-enriched) (PLP2), 
mRNA 


NM_000935 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase (lysine 
hydroxylase) 2 (PLOD2), mRNA 


NM 002667 


Homo sapiens phospholamhan (PLN) ? mRNA 


NM 002666 

1 " ATX VVfawVV 


Homo sapiens perilipin (PLIN), mRNA 


NM 002665 


Homo sapiens plasminogen-like (PLGL), mRNA 


>jvf 000301 

IN 1YI UUVJ V I 


Homo <5aniens nlasminoeen fPLGi mRNA 


NM_000445 


Homo sapiens plectin 1, intermediate filament binding protein, 500kD (PLEC1), 
mRNA 

XXIXVX^aW 


"NM 002661 


Homo s aniens nhosnholinase D2 (PLD2V mRNA 


NM 002662 

xNxVX UvZiUUii 


Homo sapiens phospholipase Dl» phophatidylcholine-specific (PLD1), mRNA 


NM 002661 

XNXVX uVLUU 1 


Homo sapiens phospholipase C, gamma 2 (phosphatidylinositol-specific) 
(TLCG2i mRNA 


"MM 002660 


Homo saniens nhosnholinase C. camma 1 (formerly subtype 148) (PLCG1), 
mRNA 


NM 000933 

X > XVX J 


Homo ^aniens nhosnholinase C beta 4 fPLCB4\ mRNA 


NM 002659 


Homo sapiens plasminogen activator, urokinase receptor (PLAUR), mRNA 


NM 00265 R 

X^lxYX W&UJO 


Homo sapiens plasminogen activator, urokinase (PLAU), mRNA 


NM 00265S 

X^llYX \J\J£*\JJ J 


Homo <?anien<; tileiomorohic adenoma cene 1 fPLAGlV mRNA 


NM 000929 


Homo sarjiens Dhosoholinase A2. eroun V (PLA2G5), mRNA 


NM 003706 

x^ixvx \j\jjf\j\j 


Homo samens nhosoholiDase A2 ctoud IVC fcvtosolic. calcium-independent) 
(PLA2G4C), mRNA 


NM 000300 


Homo saniens ohosnholiDase A2. erouo IIA (clatelets. synovial fluid) 
(PLA2G2A), nuclear gene encoding mitochondrial protein, mRNA 


NM 003561 

xNIYX V \I J J \J 1 


Homo ^aniens nhosnholinase A2 ctoud X fPLA2G10\ mRNA 


NM 002654 


Homo s aniens nvruvate kinase, muscle rPKM2\ mRNA 


NM 003691 

1N1YX JL 


Homo ^aniens serine/tlireoiiine kinase 16 fSTKl 6i. mRNA 


NM 000296 


Homo saoiens nolvcvstic kidnev disease 1 f autosomal dominant) fPKDl\ 
mRNA 


NM_003607 


Homo sapiens Ser-Thr protein kinase related to the myotonic dystrophy protein 
kinase (PK428), mRNA 


NM 003678 


Homo sapiens gene from NF2/meningioma region of 22ql2 (PK1.3), mRNA 


NM 000325 

X^JIYX UUUJibJ 


Homo sarjiens naired-like homeodomain transcriDtion factor 2 (P1TX2\ mRNA 


NM 002653 

IN JLYX UU^iUJ J 


Homo sapiens paired-like homeodomain transcription factor 1 (PlTXl),* mRNA 


NM 002652 

XN1YX VV*Ui/*( 


Homo sariiens Drolactin-induced nrotein (PIP\ mRNA 


NM_003558 


Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type I, beta 
(PIP5KlBi iiiRNA 


NM 003557 


Homo s aniens rjhosDhatidvlinositol-4-ohosr>hate 5-kinase. tvoe L alpha 
(PIP5K1 A), mRNA 


NM 003746 


Homo sapiens dynein, cytoplasmic, light polypeptide (PIN), mRNA 


NM 002648 

JL ~ 1TA VV«V • V 


Homo sapiens pim-1 oncogene (PIM1), mRNA 


NM 002651 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, beta polypeptide 
(PIK4CB), mRNA 


NM 002643 


Homo sapiens phosphatidylinositol glycan, class F (PIGF), mRNA I 


NM 002642 


Homo sapiens phosphatidylinositol glycan, class C (PIGC), mRNA 


NM 002638 


Homo sapiens protease inhibitor 3, skin-derived (SKALP) (PI3), mRNA 


NM 000294 


Homo sapiens phosphorylase kinase, gamma 2 (testis) (PHKG2), mRNA 


NM 000293 


Homo sapiens phosphorylase kinase, beta (PHKB), mRNA 


NM 000292 


Homo sapiens phosphorylase kinase, alpha 2 (liver) (PHKA2), mRNA 


NM 002637 


Homo sapiens phosphorylase kinase, alpha 1 (muscle) (PHKA1), mRNA 
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NM 000926 


Homo sapiens progesterone receptor (PGR), mRNA 


NM 002633 


Homo sapiens phosphoglucomutase 1 (PGM1), mRNA 


NM 000291 


Homo sapiens phosphoglycerate kinase 1 (PGK1), mRNA 


NM_002632 


Homo sapiens placental growth factor, vascular endothelial growth factor-related 
protein (PGF), mRNA 


NM 002631 


Homo sapiens phosphogluconate dehydrogenase (PGD), mRNA 


NM 002630 ! 


Homo sapiens progastricsin (pepsinogen C) (PGC), mRNA 


NM 000290 


Homo sapiens phosphoglycerate mutase 2 (muscle) (PGAM2), mRNA 1 


NM 002629 


Homo sapiens phosphoglycerate mutase 1 (brain) (PGAM1), mRNA 


NM 000289 


Homo sapiens phosphofructokinase, muscle (PFKM), mRNA 


NM 002626 


Homo sapiens phosphofructokinase, liver (PFKL), mRNA 


NM_002625 


Homo sapiens 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 1 
(PFKFBl),mRNA 


NM 002621 


Homo sapiens properdin P factor, complement (PFC), mRNA 


NM 002620 


Homo sapiens platelet factor 4 variant 1 (PF4V1), mRNA 


NM 002619 


Homo sapiens platelet factor 4 (PF4), mRNA 


NM 000288 


Homo sapiens peroxisomal biogenesis factor 7 (PEX7), mRNA 


NM 000287 


Homo sapiens peroxisomal biogenesis factor 6 (PEX6), mRNA 


NM 003630 


Homo sapiens peroxisomal biogenesis factor 3 (PEX3), mRNA 


NM 000466 


Homo sapiensj>eroxisome biogenesis factor 1 (PEX1), mRNA 


NM 002618 


Homo sapiens peroxisome biogenesis factor 13 (PEX13), mRNA 


NMJ)00442 


Homo sapiens platelet/endothelial cell adhesion molecule (CD31 antigen) 
(PECAM1), mRNA 


NM 002614 


Homo sapiens PDZ domain containing 1 (PDZK1), mRNA 


NM_003477 


Homo sapiens Pyruvate dehydrogenase complex, lipoyl-containing component 
X; E3-binding protein (PDX1), mRNA 


NM 002613 


Homo sapiens 3-phosphoinositide dependent protein kinase-1 (PDPK1), mRNA 


NM 002612 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 4 (PDK4), mRNA 


NM 000925 


Homo sapiens pyruvate dehydrogenase (Hpoamide) beta (PDHB), mRNA 


NM 000284 


Homo sapiens pyruvate dehydrogenase flipoamide) alpha 1 (PDHA1), mRNA 


NM 000924 


Homo sapiens phosphodiesterase IB, calmodulin-dependent (PDE1B), mRNA 


NM 002606 


Homo sapiens phosphodiesterase 9A (PDE9A), mRNA 


NM_002602 


Homo sapiens phosphodiesterase 6G, cGMP-specific, rod, gamma (PDE6G), 
mRNA 


NM_002601 


Homo sapiens phosphodiesterase 6D, cGMP-specific, rod, delta (PDE6D), 
mRNA 


NM 000921 


Homo sapiens phosphodiesterase 3 A, cGMP-inhibited (PDE3 A), mRNA I 


NM 002598 


Homo sapiens programmed cell death 2 (PDCD2), mRNA 


NM 002594 


Homo sapiens proprotein convertase subtilisin/kexin type 2 (PCSK2), mRNA 


NM 002592 


Homo sapiens proliferating cell nuclear antigen (PCNA), mRNA 


NM 002591 


Homo sapiens phosphoenolpyruvate carboxylase 1 (soluble) (PCK1), mRNA 


NM 002586 


Homo sapiens pre-B-cell leukemia transcription factor 2 (PBX2), mRNA 


NM 002585 


Homo sapiens pre-B-cell leukemia transcription factor 1 (PBX1), mRNA 


NM 002583 


Homo sapiens PRKC, apoptosis, WT1, regulator (PAWR), mRNA | 


NM_002582 


Homo sapiens poly(A)-specific ribonuclease (deadenylation nuclease) (PARN), 
mRNA 


NM 003631 


Homo sapiens poly (ADP-ribose) glycohydrolase (PARG), mRNA 


NM 002580 


Homo sapiens pancreatitis-associated protein (PAP), mRNA 


NM 000919 


Homo sapiens peptidylglycine alpha-amidating monooxygenase (PAM), mRNA 1 


NM 002578 


Homo sapiens p21 (CDKN1 A)-activated kinase 3 (PAK3), mRNA 


NM 002574 


Homo sapiens peroxiredoxin 1 (PRDX1). mRNA 


NM 002573 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, gamma 
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subunit (29kD) (PAFAH1B3), mRNA ! 


"MTV/f flft9579 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, beta subunit 
GOkD") (PAFAH1B2), mKNA 


vnV/T 009^71 


Homo sapiens progestagen-associated endometrial prot in (placental protein 14, 
pregnancy-associated endometrial alpha-2-globulin, alpha uterine protein) 
(PAEP), mRNA 


xjvf Ofi9^6Q 

IN iML V UZj 07 


Homo sapiens paired basic amino acid cleaving enzyme (fiirin, membrane 1 
associated receptor protein) (PACE), mRNA 


\r\>r nn9^7rt 

XNJVl UUZj /v 


TTomn ^arrien«i mired basic amino acid cleavinff svstem 4 fPACE41. mRNA 


NM 003900 


Homo sapiens sequestosome 1 (SQSTM1), mRNA 


JNJYL_yUUyAo 


T47vmn cani^nQ nrnco1laffen-T>roline 2-oxodutarate 4-dioxv2enase (proline 4- 
"hvHroxvlase^ beta nolvneotide forotein disulfide isomerase; thyroid hormone 
binding protein p55) (P4HB), mRNA 


\r\yr nnnoi7 


Wrimo Rani ens nrocollaeren-nroline 2-oxoelutarate 4-dioxvcenase (proline 4- 
hydroxylase), alpha polypeptide I (P4HA1), mRNA 


xN1V1_U\M J O J 


TTnmn Qatiie»n«? nvrimidinermc receotor P2Y. G-orotein coupled, 4 (P2RY4), 
mRNA 




Womo ^aniens nurinerric receotor P2Y. G-orotein couoled, 2 (P2RY2), mRNA 


NM 002566 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 1 1 (P2RY1 1), 
mRNA 


NM 002562 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 7 (P2RX7), 
mRNA 


IN vrl_\JV£ J 0 1 


TTnmn canipn^ nurinereie recentor P23C ligand-eated ion channel. 5 fP2RX5), 
mRNA 


NMJ)02560 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 4 (P2RX4), 
mRNA 


NM 002559 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 3 (P2RX3), 
mRNA 


NM 002556 


Homo sapiens oxysterol binding protein (OSBP), mRNA 


iNIYl vvUOUO 


Wnmn ^aniens flrowmiicoid 2 fORM2^ mRNA 


rNlYA uwJU7v 


Homo sapiens olfactory receptor, family 6, subfamily A, member 1 (OR6A1), 
mRNA 


NM 009550 


Homo sapiens olfactorv recentor. family 3. subfamily A, member 1 (OR3A1), 
mRNA 


NM_002548 


Homo sapiens olfactory receptor, family 1, subfamily D, member 2 (0R1D2), 
mRNA 


NM 000914 


Homo sapiens opioid receptor, mu 1 (0PRM1), mRNA 


NM 000912 


Homo sapiens opioid receptor, kappa 1 (OPRK1), mRNA 


NM 000911 


Homo sapiens opioid receptor, delta 1 (OPRD1), mRNA 


NM 002544 


Homo sapiens oligodendrocyte myelin glycoprotein (OMG), mRNA 


NM 002543 


Homo sapiens oxidised low density lipoprotein (lectin-like) receptor 1 (OLR1), 
mRNA 


NM 003485 


Homo sapiens G protein-coupled receptor 68 (GPR68), mRNA 


NM 002540 


Homo sapiens outer dense fibre of sperm tails 2 (ODF2), mRNA 


NM 002533 


Homo sapiens nuclear VCP-like (NVL), mRNA 


NM 002531 


Homo sapiens neurotensin receptor 1 (high affinity) (NTSR1), mRNA 


NM 002530 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 3 (NTRK3), mRNA 


NM 002526 


Homo sapiens 5' nucleotidase (CD73) (NT5), mRNA 


NM_003580 


Homo sapiens neutral sphingomyelinase (N-SMase) activation associated factor 
(NSMAF), mRNA 


NM_003633 


Homo sapiens ectodermal-neural cortex (with BTB-like domain) (ENC1), 
mRNA 
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NM 003872 


Homo sapiens neuropilin 2 (NRP2), mRNA 


■NM 003873 


Homo sapiens neuropilin 1 (NRP1), mRNA 


NM 003489 


Homo sapiens nuclear receptor interacting protein 1 (NRIP1), mRNA 


NM 002525 


Homo sapiens nardilysin (N-arginine dibasic convertase) (NRD1), mRNA 


NM 000905 


Homo sapiens neuropeptide Y (NPY), mRNA 


NM 000910 


Homo sapiens neuropeptide Y receptor Y2 (NPY2R), mRNA 


NM 000909 


Homo sapiens neuropeptide Y receptor Yl (NPY1R), mRNA 


NM 002522 


Homo sapiens neuronal pentraxin I (NPTX1), mRNA 


NM 000908 


Homo sapiens natriuretic peptide receptor C/guanylate cyclase C (atrionatriuretic 
Deotide receptor CD (NPR3), mRNA 

r r r / V /> — ; : ; — 


NM 000906 


Homo sapiens natriuretic peptide receptor A/guanylate cyclase A (atnonatnuretic 
jpeptide receptor A) (NPR1), mRNA 


NM 002521 


Homo sapiens natriuretic peptide precursor B (NPPB), mRNA 


NM 002519 


Homo sapiens nuclear protein, ataxia-telangiectasia locus (NP AT), mRNA 


NM 002518 


Homo sapiens neuronal PAS domain protein 2 (NPAS2), mRNA 


NM 002517 


Homo sapiens neuronal PAS domain protein 1 (NPAS1), mRNA 


NM 002514 


Homo sapiens nephroblastoma overexpressed gene (NOV), mRNA 


NM 003787 


Homo sapiens nucleolar protein 4 (NOL4), mRNA 


NM 003946 


Homo sapiens nucleolar protein 3 (apoptosis repressor with CARD domain) 
(NOL3), mRNA 


NMJ)03551 


Homo sapiens non-metastatic cells 5, protein expressed in (nucleoside- 
diphosphate kinase) (NME5), mRNA 


NM 002513 


Homo sapiens non-metastatic cells 3, protein expressed in (NME3), mRNA 


NM 002512 


Homo sapiens non-metastatic cells 2, protein (NM23B) expressed in (NME2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 002511 


Homo sapiens neuromedin B receptor (NMBR), mRNA 


NM 002510 


Homo sapiens glycoprotein (transmembrane) nmb (GPNMB), mRNA 


NM_003954 


Homo sapiens mitogen-activated protein kinase kinase kinase 14 (MAP3K14), 
mRNA 


NM 002508 


Homo sapiens nidogen (enactin) (NID), mRNA 


NM 002507 


Homo sapiens nerve growth factor receptor (TNFR superfamily, member 16) 
(NGFR), mRNA 


NM 002506 


Homo sapiens nerve growth factor, beta polypeptide (NGFB), mRNA 


NM 002503 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor, beta (NFKBIB), mRNA 


NMJX)2502 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
2 (p49/pl00) (NFKB2), mRNA 


NM_002501 


Homo sapiens nuclear factor I/X (CCAAT-binding transcription factor) (NFK), 
mRNA 


NM 002500 


Homo sapiens neurogenic differentiation 1 (NEUROD1), mRNA 


NM 002497 


Homo sapiens NIMA (never in mitosis gene a)-related kinase 2 (NEK2), mRNA 


NM_002496 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 8 (23kD) 
(NADH-coenzyme Q reductase) (NDUFS8), mRNA 


NM_002495 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 4 (18kD) 
(NADH-coenzyme Q reductase) (NDUFS4), mRNA 


NM_002494 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, subcomplex unknown, 1 
(6kD, KFYD (NDUFC1), mRNA 


NMJ)02490 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 6 
(14kD, B14) (NDUFA6), mRNA 


NM_002488 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 2 (8kD, 
B8) (NDUFA2), mRNA 


NM 003635 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 2 
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(NDST2), mRNA 


NMJ)01543 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 1 
(NDST1), mRNA 


NM 003581 


Homo sapiens NCK adaptor protein 2 (NCK2), mRNA 


NM 002486 


Homo sapiens nuclear cap binding protein subunit 1, 80kD (NCBP1), mRNA 


NMJ)02483 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 6 (non- 
specific cross reacting antigen) (CEACAM6), mRNA 


NM_000662 


Homo sapiens N-acetyltransferase 1 (arylamine N-acetyltransferase) (NAT1), 
mRNA 


NM_000263 


Homo sapiens N-acetylglucosaminidase, alpha- (Sanfilippo disease ihh) 
(NAGLU), mRNA 


NM 003871 


Homo sapiens myelin transcription factor 2 (MYT2), mRNA | 


NM 003803 


Homo sapiens myomesin 1 (skelemin) (185kD) (MYOM1), mRNA 


NM 002479 


Homo sapiens myogenin (myogenic factor 4) (MYOG), mRNA 


NMJ)02472 


Homo sapiens myosin, heavy polypeptide 8, skeletal muscle, perinatal (MYH8), 
mRNA 


NM 002469 


Homo sapiens myogenic factor 6 (herculin) (MYF6), mRNA 


NM_002468 


Homo sapiens myeloid differentiation primary response gene (88) (MYD88), 
mRNA 


NM 002460 


Homo sapiens interferon regulatory factor 4 (IRF4), mRNA 


NM 002457 


Homo sapiens mucin 2, intestinal/tracheal (MUC2), mRNA 


NM 002456 


Homo sapiens mucin 1, transmembrane (MUC1), mRNA 


NM 002455 


Homo sapiens metaxin 1 (MTX1), mRNA 


NMJJ02453 


Homo sapiens mitochondrial translational initiation factor 2 (MTIF2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_002452 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 1 
(NUDTl),mRNA 


NM 002450 


Homo sapiens metallothionein 1L (MT1L), mRNA 


NM_002447 


Homo sapiens macrophage stimulating 1 receptor (c-met-related tyrosine kinase) 
(MST1R), mRNA 


NM_002446 


Homo sapiens mitogen-activated protein kinase kinase kinase 10 (MAP3K10), 
mRNA 


NM 002445 


Homo sapiens macrophage scavenger receptor 1 (MSR1), mRNA 


NM 002444 


Homo sapiens moesin (MSN), mRNA 


NM 003879 


Homo sapiens CASP8 and FADD-like apoptosis regulator (CFLAR), mRNA 


NMJ)00530 


Homo sapiens myelin protein zero (Charcot-Marie-Tooth neuropathy IB) 
(MPZ), mRNA 


NM_002437 


Homo sapiens MpV17 transgene, murine homolog, glomerulosclerosis 
(MPV17),mRNA 


NM 001932 


Homo sapiens membrane protein, palmitoylated 3 (MAGUK p55 subfamily 
member 3) (MPP3), mRNA 


NM 002435 


Homo sapiens mannose phosphate isomerase (MPI), mRNA 


NM 002434 


Homo sapiens N-methylpurine-DNA glycosylase (MPG), mRNA 


NM 003829 


Homo sapiens multiple PDZ domain protein (MPDZ), mRNA 


NM 003824 


Homo sapiens Fas (TNFRSF6)-associated via death domain (FADD), mRNA 


NM 002432 


Homo sapiens myeloid cell nuclear differentiation antigen (MNDA), mRNA 


NM 002431 


Homo sapiens menage a trois 1 (CAK assembly factor) (MNAT1), mRNA 


NMJ)02430 


Homo sapiens meningioma (disrupted in balanced translocation) 1 (MN1), 
mRNA 


NM_000901 


Homo sapiens nuclear receptor subfamily 3, group C, member 2 (NR3C2), 
mRNA 


NM_003482 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia 2 (MLL2), mRNA 
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MM 00941 Q 

IN lVX_V/ V/Z.*t 1 7 


Homo saniens mitoe en-activated, nrotein kinase kinase kinase 1 1 fMAPSICl 1^ 
mRNA 


NM 002417 

J. 1 1 VX \J\J 1 1 


Homo sapiens antigen identified by monoclonal antibody Ki-67 (MKI67), 
mRNA 


NM 002416 


Homo sapiens monokine induced by gamma interferon (MIG), mRNA 


NM 002415 


Homo sapiens macrophage migration inhibitory factor (glycosylation-inhibiting 
factor) (MIF), mRNA 


NM 002413 


Homo s aniens microsomal glutathione S -transferase 2 fMGST2i. mRNA 


NM 000900 


Homo saniens matrix Gla nrotein fMGP # mRNA 


NM 002412 


Homo Qarvipns O-t^methvlimanine-T^NA methvltransferase fMGMT^ mRNA 


NM_002407 


Homo sapiens mammaglobin 2 (MGB2), mRNA 


NM 00941 1 


tiumu Sapiens jujdJiiinagiuuiii i \wx\jx> ij, iiixvl>.t\ 


NM_002397 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide C 

^mvnrvtp pnhanrpr fartor 2P i fMFF2Pi mRNA 


NM 002^01 


Hrvmn carvipns miHIHnp fnpiiritp (rrnwth-TYrnrnntin cr factor 2 1 fMrVFC i mRNA 


XNlVX \J\JZt JO I 


Hnmn sanipns miitatpH in colorpetal cancers fMCCTi mRNA 


NM 000529 


Homo sarripns melanocortin 7 recentor f adrenocoi^cotrooic hormone i fMC2R^ 
mRNA 


NM_002386 


Homo sapiens melanocortin 1 receptor (alpha melanocyte stimulating hormone 
recentori fMClR/ mRNA 


NM 002385 


Homo saniens mvelin basic nrotein fMBPi mRNA 

liuiuv gupiwiiQ iiijr villi i/iuiw piuiwui \ 1 1 y j uu\i 11 1 


NM 002382 ! 


Homo saniens MAX nrotein fMAXi mRNA 

ilvil XV/ JUplVl lO illilb/V piUbVUl \XTA_i k-l V I j 1111X111 


NM 002378 

X^llVX UUiJ / O 


Homo saniens mepakarvnevte-associated tvrosine kinase ^MATFCi mRNA 


NM 002376 


Homo saniens MAP/niicrotubule affinitv-reculatinff kinase 3 fMARK3 1 mRNA 

XlwlUU OUL/lvliO ITU JUL / 1111 vl v kU 1/ Ulv 1*1X1111 b Y A VgUlUbUlg liHiliUW w ll'U 11\1W My IIJIVLII & 


NM 000898 


Homo saniens monoamine oxidase B fMAOBi nuclear t?ene encoding 

JliviUv OaUlvlU lllvllVtUlllilW VAlUttOW i\_/JL*/j gvuv Vl^vVXAlllH 

mitochondrial protein, mRNA 


NM 003480 


Homo sapiens Microfibril-associated glycoprotein-2 (MAGP2), mRNA 


NM 002367 


Homo sapiens melanoma antigen, family B, 4 (MAGEB4), mRNA 


NM 002365 


Homo sapiens melanoma antigen, family B, 3 (MAGEB3), mRNA 


NM 002364 


Homo saniens melanoma antigen "familvR 2 rMAGRR2 1 mRNA 


NM 002363 

XNXVX vUXiJUJ 


Homo sanipns melanoma antipen familvfi 1 rM^AOPRl^ ml^NA 


NM 002362 


Homo sanipfis melanoma antiffeTi familv A 4 ^M^AOPA4 1 nrVRNA 


NM 003682 


Homo sanipns l^AP-lritiasp ar-tivatino' deatli domain fA^ATjFj i ml^NA 


NM 002357 


Homo saniens M^A^f dimeri^iition nrotein rMAD^ ml^NA 


NM 002350 


Homo saniens v-vps-1 Yamaouchi sarcoma viral related oncogene homolop 
(LYN), mRNA 


NM 002349 


Homo sapiens lymphocyte antigen 75 (LY75), mRNA 


NM 002347 


Homo sapiens lymphocyte antigen 6 complex, locus H (LY6H), mRNA 


NM 002346 


Homo saniens lvmnhocvte antigen 6 comnlex locus E fLY6Ei mRNA 


NM 002345 


Homo sapiens lumican (LUM), mRNA 


NM 002^44 

1^1 1VX UULJTT 


Homo Sanipns Ipukorvtp tvrnsinp Irinasp C\ 'Y\C\ mRNA 


NM 002343 


Homo saniens lactotransfprrin CX TTFi mRNA 


NM 000897 


Homo sapiens leukotriene C4 synthase (LTC4S), mRNA 


NM 003573 


Homo saniipns latpnt fr^TicfnTminor orowtn raptor hpta KinHino 1 r»mtpin A C\ TRT^.^ 

mRNA 


NM_000752 


Homo sapiens leukotriene b4 receptor (chemokine receptor-like 1) (LTB4R), 
mRNA 


NM 000895 


Homo sapiens leukotriene A4 hydrolase (LTA4H), mRNA 


NM_002340 


Homo sapiens lanosterol synthase (2,3-oxidosqualene-lahosterol cyclase) (LSS), 
mRNA 


NM 002338 


Homo sapiens limbic system-associated membrane protein (LSAMP), mRNA 


NM 002337 . 


Homo sapiens low density lipoprotein-related protein-associated protein 1 
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(alpha-2-macroglobulin receptor-associated protein 1) (LRPAP1), mRNA 


NM 002336 


Homo sapiens low density lipoprotein receptor-related protein 6 (LRP6), mRNA 


NM 002319 


Homo sapiens leucine-rich neuronal protein (LRN), mRNA 


NM 002317 


Homo sapiens lysyl oxidase (LOX), mRNA 


NM 002316 


Homo sapiens L1M homeobox transcription factor 1, beta (LMX1B), mRNA 


NM 002315 


Homo sapiens LIM domain only 1 (rhombotin 1) (LMOl), mRNA 


NM 002312 1 


Homo saniens liease IV. DNA ATP-dependent (LIG4), mRNA 


NM 002306 

J.N1V1 _\j\J*»D\J\J 


Homo sapiens lectin, galactoside-binding, soluble, 3 (galectin 3) (LGALS3), 
mRNA 


INXVI WZjUj 


TTn-mn saniens lentm receotor fLEPR^ mRNA 


"MM 007^0? 


TIrvmn ^aniens leukocvte cell-derived chemotaxin 2 (LECT2V mRNA 


"MM" 001900, 


"Homo Qanien«i T TM domain bindine 2 fLDB2). mRNA 


NM 003 8Q3 


TTrvmn ^aniens TTM domain binding 1 fLDBlV mRNA 


NM 0022QQ 


TTnmn Qam'pn^ lactase C\JLZ\ \ mRNA 


NM 0022Q7 


TTnmn ^aniens linocalin 1 (orotein mi statins faster than albumin, tear 
prealbumin* fLCNl). mRNA 


NM 002296 


Homo saniens lamin B receDtor (LBR\ mRNA 


NM 002291 


Homo sapiens laminiri, beta 1 (LAMB1), mRNA 


NM 002289 


Homo sapiens lactalburnin, alpha- (LALBA), mRNA 


NM 002273 


Homo sapiens keratin 8 (KRT8), mRNA 


NM 002276 


Homo saniens keratin 19 (KRT19V mRNA 

A lV/lllV/ OU|^lVllO XVVl UVliA A ✓ yAfcA^A, A ^ ^ J AAAA^A "A A 


NM 002275 


Homo saniens keratin 15 (KRT15). mRNA 


NM 002274 


Homo sapiens keratin 13 (KRT13), mRNA 


NM 002265 


Homo sapiens karyopherin (importin) beta 1 (KPNB1), mRNA 


NM_002267 


Homo sapiens karyopherin alpha 3 (importin alpha 4) (KPNA3), mRNA 


IN ivi_v uzzuo 


"Homo QanifmQ karvnnherin alnha 2 (RAG cohort 1. imoortin aloha i) (KPNA2Y 
mRNA 


NM 000RQ3 


TTnmn QatvipnQ Inn in o pen flCNG^ mRNA 


NM_003679 


Homo sapiens kynurenine 3-monooxygenase (kynurenine 3-hydroxylase) 

\l\Jyl\JJy xixM\±^ix\. 


XN IVL__y u zz j o 


TTnmn canipn^ Trill er cell lectin-like recentor subfamilv B member 1 (KLRB1\ 
mRNA 


NM 002257 


Homo sapiens kallikrein l f renal/pancreas/salivary (KLK1), mRNA 


INiVl UVZZJO 


Unmn ca-ni pn c K" i S S - 1 metastasi q-^i rnnressor fKIS S 1 ^ mRN A 


NM_002255 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cvtonlasmic tail 4 (XIR2DL4^ mRNA 


NM 002254 


Homo sapiens kinesin family member 3C (KJF3C), mRNA 


INIYl UUJ7JO 


Wnmn Qarjien*: rinir finder nrotein (C\HCA t\me\ 8 (RNF8\ mRNA 


NM_003685 


Homo sapiens KH-type splicing regulatory protein (FUSE binding protein 2) 

yx\£xdx\x)j lluvln/tl 


NM_002252 


Homo sapiens potassium voltage-gated channel, delayed-rectifier, subfamily S, 


NM_002250 


Homo sapiens potassium intermediate/small conductance calcium-activated 

rVmnnpl ciibfamilv N mpmhpr 4 nCr T NN4^ mRNA 

Vtl<1 1 11 **?F j BlU/iMiil IJr *», lllvlilUWl *T ^XV.V-'X ill i^j Ili-L>-1. » ) 


NM_002249 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 3 (KCNN3), mRNA 


NM_002247 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, alpha member 1 (KCNMA1), mRNA 


NM_002244 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, inhibitor 1 
(KCNJN1), mRNA 


NM_002240 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 6 
(KCNJ6), mRNA 
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NM.002239 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 3 
(KCNJ3), mRNA 


MM_000891 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 2 
(KCNJ2), mRNA ■ 


NM_002241 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 10 
flCCNJIO). mRNA 


NM_002238 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 1 fiCCNHl) mRNA 


NM_002237 


Homo sapiens potassium voltage-gated channel, subfamily G, member 1 


NM_002236 


Homo sapiens potassium voltage-gated channel, subfamily F, member 1 
flCCNFn mRNA 


NM 003636 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 9 nCPNAR2^ mRNA 


NM_003471 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 1 fECCNABl^ mRNA 

lJ.it/llHJCa 1 yJV.V'A^XTJ-' X Jy HXXVX^^k 


NM.002235 


Homo sapiens potassium voltage-gated channel, shaker-related subfemily, 
member 6 ACCNA61 mRNA 

lll&XXlLr wl KI yXVVylinv^) ixxxvx ^z». 




TTomo saTjierm notassium voltaee-eated channel, shaker-related subfamilv, 
member 5 fKCNA5\ mRNA 


NM 002233 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 4 (KCNA4), mRNA 


NM_002232 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 3 (KCNA3), mRNA 


NM 002229 


Homo sapiens jun B proto-oncogene (JUNB), mRNA ! 


MM 003666 


Homo sapiens basic leucine zipper nuclear factor 1 (JEM-1) (BLZF1), mRNA 


NM 002227 


Homo sapiens Janus kinase 1 (a protein tyrosine kinase) (JAK1), mRNA 


NM 003024 


Homo sapiens intersectin 1 (SH3 domain protein) (TJSN1), mRNA 


NM 002224 


Homo sapiens inositol 1,4,5-triphosphate receptor, type 3 (TTPR3), mRNA 


NM 002223 


Homo sapiens inositol 1,4,5-triphosphate receptor, type 2 (TTPR2), mRNA 


NM 002221 


Homo sapiens inositol 1,4,5-trisphosphate 3-kinase B (TTPKB), mRNA 


NM 002220 


Homo sapiens inositol 1,4,5-trisphosphate 3-kinase A (TTPKA), mRNA 


NM 002219 


Homo sapiens integral membrane protein 1 (11 Ml), mRNA 


NM 002218 


Homo sapiens inter-alpha (globulin) inhibitor H4 (plasma Kallikrein-sensitive 
glycoprotein) (1TIH4), mRNA 


NM 002216 


Homo sapiens inter-alpha (globulin) inhibitor, H2 polypeptide (OTH2), mRNA 


NM 002215 


Homo sapiens inter-alpha (globulin) inhibitor, HI polypeptide (JLTldl), mRNA 


NM 000889 


Homo saoiens intetrrin. beta 7 (TTGB7). mRNA 


NM 002212 


Homo sapiens integrin beta 4 binding protein (TTGB4BP), mRNA 


NM 000213 


Homo ^aniens mtepriri beta 4 fITGB4) mRNA 

JLAUlxlvs Ovl^/l&llo xxlL^glxll, l/^i*x "T ^xx\jx^"ryj xxix^_l ix l 


NM 002211 


Homo ^aniens inteprin beta 1 ffibninectin receoton beta oolvDeDtide. antigen 
CD29 includes MDF2, MSK12) (ITGB1), mRNA 


NM 002210 


Homo sapiens integrin, alpha V (vitronectin receptor, alpha polypeptide, antigen 
CD51) (ITGAV), mRNA 


NM_002209 


Homo sapiens integrin, alpha L (antigen CD11A (pi 80), lymphocyte function- 
associated antigen 1; alpha polypeptide) (TTGAL), mRNA 


NM 002206 


Homo sapiens integrin, alpha 7 (TTGA7), mRNA 


NM_002205 


Homo sapiens integrin, alpha 5 (fibronectin receptor, alpha polypeptide) 
(TTGA5), mRNA 


NM 003749 


Homo sapiens insulin receptor substrate 2 (IRS2), mRNA 


NM 001571 


Homo sapiens interferon regulatory factor 3 (IRF3), mRNA 


NM 002198 


Homo sapiens interferon regulatory factor 1 (IRF1), mRNA 
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TSJM 007106 

1N1V1 


Homo sapiens insulinoma-associated 1 (INSM1), mRNA 




TTnmn <amiens insulin-like 4 (olacenta) (1NSL4), mRNA J 


NM_001565 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 10 
fSPVRIOi mRNA 


NM_002192 


Homo sapiens inhibin, beta A (activin A, activin AB alpha polypeptide) 

mJTTRA^ mRNA 


JNJVl UUIjO** 


Wnmn canienq inhibitor of erowth family, member 1-like (ING1L), mRNA 


JNJV1 


Wrvmn cnrn'priQ inactivation escane 1 flNEl). mRNA 


JNiVl_UUUoo*t 


Wattia cnnipnq TMP finosine mononhosohate) dehydrogenase 2 (TMPDH2), 

mRNA 


NM_000883 


Homo sapiens IMP (inosine monophosphate) dehydrogenase 1 (IMPDH1), 

mRNA 


vnur noi^<7 


TTr»mo carvienc interleukin 8 receotor. beta OL8RB), mRNA 




TTmnn Qnnipn^ interleukin 8 receotor. alnha (IL8RA), mRNA 


xt\>f nm 19^ 


Wrttnn cnnimiQ interleukin 7 receotor (TL7R\ mRNA 


IN JVL UUUoov 


TTrvmn canienQ interleukin 7 fEL7i mRNA 0 


lOTV/l fifi9 1 RA 


xjrkmn cnnipriQ interleukin 6 sienal transducer fen 130, oncostatin M receptor) 
nTfiSTV mRNA 


mm 0005^5 


Homo <;aniens interleukin 6 recentor (IL6R), mRNA 


NM 000879 


Homo sapiens interleukin 5 (colony-stimulating factor, eosinophil) (IL5), mRNA 


NM 000589 


Homo sapiens interleukin 4 (IL4), mRNA 


NM 000588 


Homo sapiens interleukin 3 (colony-stimulating factor, multiple) (TL3), mRNA 


NM 000878 


Homo sapiens interleukin 2 receptor, beta (IL2RB), mRNA 


NM 003854 


Homo sapiens interleukin 1 receptor-like 2 (IL1RL2), mRNA 


MM 007189 


Homo sapiens interleukin 1 receptor accessory protein (IL1RAP), mRNA 


"MA/f 000877 


"HYvmn <?anien<; interleukin 1 receotor. tvoe I (IL1R1), mRNA 


iNjyi uujojj 


Hnmn <?aniens interleukin 18 receotor accessory protein (IL18RAP), mRNA 


vnvyr nniR5^ 

JNIVL UvjOjj 


Wnmo Qanien*; interleukin 18 recentor 1 (IL18R1Y. mRNA 


NM 001562 


Homo sapiens interleukin 18 (interferon-gamma-inducing factor) (IL18), mRNA 




Wnmn cnm'pnQ interleukin 17 fcvto toxic T-lvmohocvte-associated serine esterase 
8)(IL17),mRNA 


xnvjr C\(\0 1 RQ 


Wn-mo Qam'en^ interleukin 15 recentor alnha (1L15RA). mRNA 


JNm UUZloo 


TTomn saniem interleukin 13 fTL13^ mRNA 


JNJY1 


TTnmn qanienq interleukin 12 recentor beta 2 fIL12RB2 > ). mRNA 


NM 002187 


Homo sapiens interleukin 12B (natural killer cell stimulatory factor 2, cytotoxic 
IvTYmhnpvte mflhiration factor 2 n40^ nL12B^ mRNA 


NM_000882 


Homo sapiens interleukin 12A (natural killer cell stimulatory factor 1, cytotoxic 

1 T/ m-nViop"vrfp mntrrrfltinn fnptor 1 n^5^ nT^12AV mRNA 


iNM UUUO/o 


Wnmn Qnr>ien«: interlenlrin 10 rerentor beta flLlURB^ mRNA 


iNjyi uuijjo 


TTomo <;anien^ interleukin 10 recentor alnha fELlORA). mKNA 




TTnmn Qanien^ inhihitor of karma liffht nolvnentide £ene enhancer in B-Cells, 

kinase gamma (IKBKG), mRNA 


MM" OO^fvdO 


Homo sapiens inhibitor of kappa light polypeptide gene enhancer in B-cells, 
kinase complex-associated protein (IKBKAP), mRNA 


"NM 001542 


Homo sapiens immunoglobulin superfamily, member 3 (IGSF3), mRNA 


NM 001555 


Homo sapiens immunoglobulin superfamily, member 1 (IGSF1), mRNA 


NM 002180 


Homo sapiens immunoglobulin mu binding protein 2 (K3HMBP2), mRNA 


NM 001553 


Homo sapiens insulin-like growth factor binding protein 7 (IGFBP7), rnRNA 


NM 000598 


Homo sapiens insulin-like growth factor binding protein 3 (IGFBP3), mRNA 


NM 000596 


Homo sapiens insulin-like growth factor binding protein 1 (IGFBP1), mRNA 


NM 001554 


Homo sapiens cysteine-rich, angiogenic inducer, 61 (CYR61), mRNA 


NM 000876 


Homo sapiens insulin-like growth factor 2 receptor (IGF2R), mRNA 
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XTTV/C AA1 <.<f\ 


u Am a ca«i#*nc interferon -rplatpd develonmental regulator 1 (TFRD1Y mRNA 


\T\A 0.09177 


Wattia caTYipnQ interferon omeffa 1 (IHNWII mRNA 


INJYL UUZ1 /O 


TTattia cn-nienc interferon beta 1 fibr blast fIFNBl). mRNA 

XlUlllU odpiCilo Axil**! avxvjxi, Uvlo x , llui wiajv V /) * 1U,% * 14 * 


JNXVl UUUo/h 


TTattia csmienQ interferon fataha beta and. omeffa) receDtor 2 (IFNAR2), mRNA 


NM .002170 


Homo sapiens interferon, alpha 8 (IFNA8), mRNA 


\y\ k aaa i ijQ 


XTrkmr^ eaniAnc intPT"fprfvn alnhsi S fTFNAS^ mRNA. 
XlOmO oapiCllo xiHGiXGiVJxx, aiyiia u \JJl i^trx^J j 9 xixx,\jli.^x 


NM 002175 


Homo sapiens interferon, alpha 21 (TFNA21), mRNA 


NM 002173 


Homo sapiens mteneron, aipna io ^iriN/vio^, nu\iN/\ 


NM 002172 


Homo sapiens interferon, alpha 14 (IFNA14), mRNA 


NM 002171 


tt ■ „ *__!._ f , . ,-. . . TA /TT7VT A 1 A\ VV «'D*KT A 

Homo sapiens mteneron, alpha iu (JLrNAiU), mKJNA 


NM_001549 


Homo sapiens lnterteron-inauced protein witn tetratncopepnae repeats * ^jlthh^, 
mRNA 


NMJ)01548 


Homo sapiens lnterteron-mclucea protem witn tetratncopepnae repeats 1 kit 11 1^, 
mRNA 


NM_003641 


Homo sapiens interleron mducea transmemoraae proiem 1 \y-Li) ^jltiuviij, 
mRNA 


NM 000204 


w-v • t /* • / 1 x\ ATT?\ . . . XT A 

Homo sapiens I factor (complement) (IF), mRNA 


NM_002168 


Homo sapiens isocitrate dehydrogenase 2 (NADP+), mitochondrial (IDH2), 
nuclear gene encoding mitochondrial protein, mRNA 


NMJ)01546 


Homo sapiens mhibitor ot DN A omding 4, dominant negative neiix-ioop-neiix 
protein (ID4), mKJNA 


NM_0021oo 


rlomo sapiens lnniDiior 01 uxna Dinuing z, aonnndni ncg<tuvc jiciia iuup ucua 
protein (UJZ j, miviN a 


NM_UUzlo$ 


tja»via coniani! -It-iViiVii+o-r nT*Fir\IA VMnHincr 1 HATTifnflnt neontive beliic-lonn-helix 
xiomo sapiens mmoitor 01 Dinuing i, uuiiiiiiani ncgd.ii vc ncn^ 

T>T-/-\tP>i-n rrr^^ ml? "MA 
proiem yu-J 1 /, iniviNrv 


INM UUZlOU 


T-TriTvirk canipnc ViA-vaVirarbiAn ^tenjicrin C* cvtAtflctin^ fWXR^ mRNA 
JtlOmO Sapiens nCAaurawniUIl ^LCIlUdOill \*y i\juxk/Uiij \±±j\jjj 9 aixl>j. , h^x 


NM UUUo/i 


Tlrtmrt canipnc ^«rivHrAYv+r\rntarriirie ^cerntAnin^ refientor tf% fHHTRfi^ mR^NA 

xiomo sapiens d -ny oroAy 11 yp uui u 1 1 c ^ociuiuiuii^ ic^t^ivi \j ^iiiaw^ 


NM UUUooy 


Uaivia conionc ^ riv/lT'Avx/trvnta-mini* ( cprAtAnin^ rerentor ^ A (\A A^ mRNA 

fioino sapiens o ~nyuro xy u yp uiiiiinc ^oviuiuiiuj.^ icocpiui v.- ti * jx -'**y> ixuxx^^*. 


XTA>r AAAQ<Q 

NM UUUooo 


Urtmrt conionc ^ TiT//4r > />v^rhnmtQTrii'ri*» Z' eprAtAnin^ rereritAr JC^ Chi'YH.'2.C^\ mRNA 

xiomo sapiens d -ny uro xy u yp lanunc ^scrutoimi^ icv/cpwji \xx ± m\^\sj 9 ixix^.^rx 


XTTV/f AAAC/^7 


Urtrrtrt cam'pnc ^ nvrlrAv^/Trvntarninp ^oerntAnin^ renentnr TH^I R^B^ mRNA 
jjlOITlO Sapiens J~liyUlUAy uypuUIlUlC yoCl \J isjiuxl j iwwupkui £*u y±±xx\ *j , jaua-l^x ». 


iNM UUUoOj 


TTrtrnn panionn C tiirArAviHrunt Qtnin a ^cpfAtAnifi^ TPi^entAT IF fHTRlRl mRNA 

xiomo sapiens ^"nyoroAyuypuiiiiixic ^sciuiuiiiii^ icvfcpuui uu ^xxxxvix^^, uuuia 


xrx/f AAAC/Cyl 
INM UUUoO*r 


TJ/vm/\ coni'mc ^ nv/lrAvvtrvntaTniriP ^QPTAtAnin^ rePPntOT ^HTRlltl^ mRNA 

xiomo sapiens j^iiyuxuAyuypuiiiiuiw ^oci u ia/iiiii j ^xxxxmi/^ *■ 


XTA/f AAAQA1 
iNM UUUoOJ 


XTrt-mrt canipnc nTrHTAVvTTvn+aTni'np f cprntATlin^ rPPPntAr 1ft I K 1 ft 1 mRNA 

xiomo sapiens j —iiy lu. u Ay u. y p uxiixlli& ^ovi u ia^iih 1 ^ i&v/wpiui xx» yxxxx\ix-»yj xxx».%j.^^k. 


NM 000524 


Homo sapiens 5-hyckoxytxyptaniine (serotonin) receptor 1 A (HTR1 A), mRNA 


XTX K AAA 1 CC\ 

NM 002159 


xiomo sapiens ni statin i ^xiiJNi), niKiNA 


NM 002158 


Homo sapiens human T-cell leukemia virus enhancer factor (HTLF), mRNA 


NM 001541 


Homo sapiens neat shock 27kD protein l (HhrtSZ), mKJNA 


NM 002155 


Homo sapiens neat shock 70kU protem o (Hor /va ) (±ior ao;, rntUNA 


NM 001539 


Homo sapiens neat shock protein, JJJNAJ-iiice / ^xiojzj, itiiun/\ 


XTX K AAA1 AO 

NM_000198 


xiomo sapiens nyuxoxy-aeitao-steroia aenyarogenase, j dcui- <uiu sicroiu ueiui- 
isomerase z (xioJJjJtJzj, itlkjn a 


XTA/f AAAOTT 

NM^UUUoOZ 


xiomo sapiens nyuroxy-QciiH- ^ -sieToiu. acnyurugcixasc, j ucui auu aiwuiu uciia 
isomerase 1 ^xioj-/ jx> j. ^, inxvxN/\. 


INJYL UUUH"!** 


Watma canipnc VivHrAwcfprAt/1 (\ 7-hpt5A HplivHrnoena^e 4 ( r HSL)17B4) mRNA 
xiomo sapiens nyuroAysieroio \± / ~ucuiy ueiiyuiugwiiaow t ^iiu^i t*^-rj 9 iumin 


XJA/T AAOI^'5 
XNiM UUZIjj 


U AT « n conimc tt\/r^rAirtre+<»Tr*i/1 ^1 7-V»pfa^ HprW^TAOPnJIQe 1 fHSDlVft^ TTlRNA 

xiomo sapiens nyuroxystcroiu /-oeta^ acnyurogciuiac ^w^i ' • L> ^/» uuu^n. 


NM 000413 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 1 (HSD17B1), mRNA 


NM 000196 


Homo sapiens hydroxysteroid (H-beta) dehydrogenase 2 (HSD1 1B2), mRNA 


NM 002151 


Homo sapiens hepsin (transmembrane protease, serine 1) (HPN), mRNA 


NM 000860 


Homo sapiens hydroxyprostaglandin dehydrogenase 15 -(NAD) (HPGD), mRNA 


NM 002150 


Homo sapiens 4-hydroxyphenylpyruvate dioxvpenase (HPD), mRNA 


NM 002143 


Homo sapiens hippocalcin (HPCA), mRNA 


NM 002148 


Homo sapiens homeo box D10 (HOXD10), mRNA 
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NM 002147 


Homo samens homeo box B5 (HOXB5\ mRNA 


NM 002146 


Homo sapiens homeo box B3 (HOXB3), mRNA 


NM 002145 


Homo sapiens homeo box B2 (HOXB2), mRNA 


NM 002144 


Homo sapiens homeo box Bl (HOXBl), mRNA 


NM 009149 


TTomo ^aniens homeo box A9 fHOXA9^ mRNA 

AAVJXXIVJ 00)/IvUj} X IVy XXX WV L/V/A X x.«y y^XX V</U*«/ yj XXXJLN-X1X K 


NM 009141 


TTnmn ^anien<5 homeo box A4 (HOXA4 1 mRNA 

JLAwlXIVS OO^lvXlu XX v XX Xw w WvA, i r ^XX\y / Vi 1 i y, ixix\X1XIi 


NM 000522 


Homo sapiens homeo box A13 (HOXA13), mRNA 




fioino Sapiens jvln/tl uiiiuiiig uiuiix piuicnij w unruiriuouiiic ^xsj^iYivy/, uxxuin. 


NM 000457 


Homo sapiens hepatocyte nuclear factor 4, alpha (HNF4A), mRNA 


XTK/T AA01"3^ 

NM_UUZ1.5j 


Jtiomo sapiens nuciear receptor suDiamiiy h s group a, mcmocr 1 vInjlv+ai^, 
mRNA 


1NM UUZlJi 


riomo sapiens neme oxygenase v accycimgj 1 1 riivivjA. lj, inxvi^/\ 


NM_UUZ1J1 


xiomo sapiens mgn-moDiiixy group ^nonniscone cnromosonidij protein isuiurms a 
ana x ^xiivivji x 7, nuviN/v 


NM_002130 


Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 1 (soluble) 
yiMlJV^o 1 ) 9 rniviN A 


NM_Uuzl/o 


xiomo sapiens mgn-mooiniy group ^nonmsione cnromosoiiuii j proicin i 
(HMGl), mRNA 




xlomo sapiens nyaroxymeuiyiDiiane syninase ^iiavjudo j, inx\iN/i 


NM 002126 


Homo sapiens hepatic leukemia factor (HLF), mRNA 


xttvvT nn i^^n 
iNJyL_UUlj^l 


xlomo sapiens major msiocompaxiDuiiy complex, ciass i-iiite sequence 

flTT AT ^ tnPNA 


NM 002127 


Homo sapiens HLA-G histocompatibility antigen, class I, G (HLA-G), mRNA 


xjiwr 007101 


UAmA ooniAne* moiAr V»ic+/^r»/ n »Tn , naf~iV\i1't+A/ r^r^-mr^l r»"v place TT T^/*^ l^Atil 1 iHT A _ 

xiomo sapiens major nisiocompaiiomiy LumpieA, oiabd jll, xj\^ ucw i ^illa- 
r\n"R^ ml? "MA 




xiomo sapiens nypoxia-muuciDie iaciur 1, aipnd ouuuiiii ^uasiu nciiA-iuup-iiciiA 

UallSuripUUn laL/lUiy \JXLT xJt\)y IilXSJ.N.rV 


NM 001598 


nUIUU bapiCIlo nVJJT awUValUl ^XxVjr/^v>^, lllXVLNxA. 


NM 0001 S7 


llAmA eantpnc linTnnopntiQntp 1 '?-HiAirvo'MiflQP flinTnn<yf*Ti1"Katp nifiHa^e^ rWCrO^ 
mRNA 


NM 000410 


TTnmn *;anipn<5 bemocbrnmato^i^ n-TFR^ mRNA 

XXVJliiU JO[/lvXXO AXVXXXV/wXXX VJXXXCXkV^OXO ^XXX -X-rf Jf XI IX VX 1X1 


NM 000186 


Homo sapiens H factor 1 (complement) (HF1), mRNA 


NM 003865 


Homo sapiens homeo box (expressed in ES cells) 1 (HESX1), mRNA 


MN/f 009 119 


riuiTiu sapiciio nisuume ueuaruuAyidse \nxj\^)y uixviN/\. 


NM 002110 


Homo sapiens hemopoietic cell kinase (HCK), mRNA 


NM 003642 


Homo sapiens histone acetyltransferase 1 (HAT1), mRNA 


\ti/ A/\ 1 

NM 001523 


Homo sapiens hyaluronan synthase 1 (HAS1), mRNA 


XTH X AAA1 

NM_000183 


Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase/3 -ketoacyl-Coenzyme 
j\ uiioiase/enoyi-^oenzyme a nyaraxase ^uniuncuonai proxem^, oeia sudiuux 
yrLt\±JrXB) 9 mivINA 


TNJA/f 000 1R9 


nuuiu Sapiens nyuruAyaoyi - \^uciiz»jfXiic /tl uciiyuiugcLutoc/ j-ivciuauyi-^ueixZiyijjiv 
A tliin1nQf»/pnrivl-i r Vipn'7vmi* A hvHratJiQP i^iri fiinftinnjil nrnfpm^ fllnba <niliimit 

A LxlUJldow CxlUj' 1 \»AJClLi*jr 11IC A iljrUlALaow ^LL llLXilv^LlvJllax ^Jl V/L&li.l^, dl|Jll<l aUUUUxl 

(HADHA^ mRNA 


NM 003548 


Homo sarnVrm TT4 bi<d:nTie familv 2 rH4F2^ mRNA 

A. AC/ XXX W 3Cl}JlwX10 Xl*t XXlJlUxlV) X.CLXXXXX JT A> \AX"TX 1AJ-XVX 1ZX 


NM 003547 


Homo iaT»if*n<j TJ4 Vii^tonp familv mpmhpr T f*H4FT ^ mRNA 


NM 003544 


Homo sapiens H4 histone family, member I (H4F1), mRNA 


NM 003493 


Homo sapiens H3 histone family, member T (H3FT), mRNA 


NM 003537 


Homo sapiens H3 histone family, member L (H3FL), mRNA 


NM 003534 


Homo sapiens H3 histone family, member H (H3FH), mRNA 


NM 003532 


Homo sapiens H3 histone family, member D (H3FD), mRNA 


NM 003531 


Homo sapiens H3 histone family, member C (H3FC), mRNA 


NM 003530 


Homo sapiens H3 histone family, member B (H3FB), mRNA 
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NM 003529 


Homo sapiens H3 histone family, member A (H3FA), mRNA 


NM 002107 


Homo sapiens H3 histone, family 3A (H3F3A), mRNA 


NM 003528 


Homo sapiens H2B histone family, member Q (H2BFQ), mRNA 


NM 003526 


Homo sapiens H2B histone family, member L (H2BFL), mRNA 


NM 003525 


Homo sapiens H2B histone family, member K (H2BFK), mRNA 


NM 003524 


Homo sapiens H2B histone family, member J (H2BFJ), mRNA 


NM 003523 


Homo sapiens H2B histone family, member H (H2BFH), mRNA 


NM 003522 


Homo sapiens H2B histone family, member G (H2BFG), mRNA 


NM 003^18 


Homo sapiens H2B histone family, member A (H2BFA), mRNA J 


NM 002106 


Homo sapiens H2A histone family, member Z (H2AFZ), mRNA 


JNIVI UUOJlO 


TTomo ^aniens H2A histone family, member O (H2AFO), mRNA 


vTNyr nni5i3 


Homo sapiens H2A histone family, member M (H2AFM), mRNA 


1N1V1 \J\JJJLz. 


TTomo <?amem H2A histone family, member L (H2AFL), mRNA 




TTnmn cnnien<; sema domain immunoglobulin domain (Is), and GPI membrane 
anchor f semaphoring 7 A (SEMA7A#, mRNA 


MM 007104 


TTomo saniens eranzvme K ( serine protease, eranzyme 3; tryptase H) (GZMK), 
mRNA 


NM 009103 


Homn ^aniens elvcoeen svnthase 1 (muscle) (GYS1), mRNA 


NM 002102 


Homo saDiens elvcoohorin E (GYPE), mRNA 


NM 000181 

1X1X1 WW 1 0 1 


TTomo ^aniens glucuronidase, beta (GUSB), mRNA 


NM 000858 

1N1VX WvOJ O 


Homo saniens euanvlate kinase 1 (GUK1), mRNA 


NM 001522 


Homo sapiens guanylate cyclase 2F, retinal (GUCY2F), mRNA 


NM_000180 


Homo sapiens guanylate cyclase 2D, membrane (retina-specific) (GUCY2D), 
mRNA 


NM 000857 


Homo sapiens guanylate cyclase 1, soluble, beta 3 (GUCY1B3), mRNA 


IN1V1 UWOJD 


Homo sapiens guanylate cyclase 1, soluble, alpha 3 (GUCY1A3), mRNA 


NM 000855 


Homo sapiens guanylate cyclase 1, soluble, alpha 2 (GUCY1A2), mRNA 


iNJVi uuu*fuy 


TTrvmn canifmQ oiianvlate cvclase activator 1A (retinal (GUCA1A). mRNA 


NMJD01517 


Homo sapiens general transcription factor HH, polypeptide 4 (52kD subunit) 
f<rTF7TT4i mRNA 


IN JVl__y UZUy 0 


TTnmn Qanierm general transcrintion factor HF. DOlVDeotide 1 (74HD SUbumt) 
CGTF2F1 1 mRNA 


XTAyf 00900^ 


TTnmo ^aniens general transcrintion factor HE. DolvDeptide 2 (beta subunit, 
34kD i (GTF2E2) mRNA 


NM 001513 


Homo sapiens glutathione transferase zeta 1 (maleylacetoacetate isomerase) 
(GSTZO, mRNA 


NM 000853 


Homo sapiens glutathione S-transferase theta 1 (GSll 1), mRNA 


NM 000851 


Homo sapiens glutathione S-transferase M5 (GSTM5), mRNA 


NM 000850 


Homo sapiens glutathione S-transferase M4 (GSTM4), mRNA 


NM 000849 


Homo sapiens glutathione S-transferase M3 (brain) (GSTM3), mRNA 


NM 000848 


Homo sapiens glutathione S-transferase M2 (muscle) (GSTM2), mRNA 


NM 001512 


Homo sapiens glutathione S-transferase A4 (GSTA4), mRNA 


NM 000846 


Homo sapiens glutathione S-transferase A2 (GSTA2), mRNA 


NM 000178 


Homo sapiens glutathione synthetase (GSS), mRNA 


NM 002094 

ll IV A \J\J £*\J J~ 


Homo sapiens Gl to S phase transition 1 (GSPT1), mRNA 


NM 000177 


Homo sapiens gelsolin (amyloidosis, Finnish type) (GSN), mRNA 


NM 002093 


Homo sapiens glycogen synthase kinase 3 beta (GSK3B), mRNA 


NM 002092 


Homo sapiens G-rich RNA sequence binding factor 1 (GRSF1), mRNA 


NM 002091 


Homo sapiens gastrin-releasing peptide (GRP), mRNA 


NM 002090 


Homo sapiens GR03 oncogene (GR03), mRNA 


NM 002089 


Homo sapiens GR02 oncogene (GR02), mRNA 


NM 001511 


Homo sapiens GROl oncogene (melanoma growth stimulating activity, alpha) 
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(GRO!),mRNA 


NM 002087 


Homo sapiens granulin (GRN). niRNA 


NM 000845 


Homo sapiens glutamate receptor, metabotropic 8 (GRM8), mRNA 


NM 000844 


Homo sapiens glutamate receptor, metabotropic 7 (GRM7), mRNA 


NM 000841 


Homo sapiens glutamate receptor, metabotropic 4 (GRM4), mRNA 


NM 000840 


Homo sapiens glutamate receptor, metabotropic 3 (GRM3), mRNA 


NM 000176 


Homo sapiens nuclear receptor subfamily 3, group C, member 1 (NR3C1), 
mRNA 


NM 000831 


Homo sapiens glutamate receptor, ionotropic, kainate 3 (GRIK3), mRNA 


NM 000830 


Homo sapiens glutamate receptor, ionotropic, kainate 1 (GRIK1), mRNA 


NM 002086 


Homo sapiens growth factor receptor-bound protein 2 (GRB2), mRNA 


NM 002085 i 


Homo sapiens glutathione peroxidase 4 (phospholipid hydroperoxidase) (GPX4), 
mRNA 


NM 002083 


Homo sapiens glutathione peroxidase 2 (gastrointestinal) (GPX2), mRNA 


NM 002082 


Homo sapiens G protein-coupled receptor kinase 6 (GPRK6), mRNA 


NM 001504 


Homo sapiens G protein-coupled receptor 9 (GPR9), mRNA 


NM 001508 


Homo sapiens G protein-coupled receptor 39 (GPR39), mRNA 


NM 001507 


Homo sapiens G protein-coupled receptor 38 (GPR38), mRNA 


NM 001506 


Homo sapiens G protein-coupled receptor 32 (GPR32), mRNA 


NM 001505 


Homo sapiens G protein-coupled receptor 30 (GPR30), mRNA 


NM 001503 


Homo sapiens glycosylphosphatidylinositol specific phospholipase Dl (GPLD1), 
mRNA 


NM_000408 


Homo sapiens glycerol-3 -phosphate dehydrogenase 2 (mitochondrial) (GPD2), 
mRNA 


NM 001448 


Homo sapiens glypican 4 (GPC4), mRNA 


NM 002081 


Homo sapiens glypican 1 (GPC1), mRNA 


NM 000174 

i iivj. \j\j\f lit 


Homo saniens glycoprotein DC (platelet) (GP9), mRNA 


NM 000173 


Homo sapiens glycoprotein lb (platelet), alpha polypeptide (GP1BA), mRNA 


NM 002080 

X\ 1VJL V UaiU O v 


Homo sapiens glutamic-oxaloacetic transaminase 2, mitochondrial (aspartate 
aminotransferase 2) (GOT2), nuclear gene encoding mitochondrial protein, 
mRNA 


NM 002079 


Homo sapiens glutamic-oxaloacetic transaminase 1, soluble (aspartate 
aminotransferase 1) (GOT1), mRNA 


TsJM 007076 


TTnmn <?flrrien<; glucosamine (N-acetvri-6-sulfatase fSanfilinpo disease U1D) 
(GNS), niRNA 


NM 001501 


Homo sapiens gonadotropin-releasing hormone 2 (GNRH2), mRNA 


NMJ)00825 


Homo sapiens gonadotropin-releasing hormone 1 (leutinizing-releasing 
hormone"! (GNRH1\ mRNA 


NM_002075 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 3 
CGNB3} mRNA 


NMJ)02073 


Homo sapiens guanine nucleotide binding protein (G protein), alpha z 
nolvnentide (GNAZI mRNA 


NMJW0172 


Homo sapiens guanine nucleotide binding protein (G protein), alpha transducing 
activitv nolvnentide 1 CGNATH mRNA 


NM_002072 


Homo sapiens guanine nucleotide binding protein (G protein), q polypeptide 
(GNAQ), mRNA 


NMJ)02071 


Homo sapiens guanine nucleotide binding protein (G protein), alpha activating 
activity polypeptide, olfactory type (GNAL), mRNA 


NMJ)02070 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 2 (GNAI2), mRNA 


NM_002068 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 15 (Gq 
class) (GNA15), mRNA 
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NM_002067 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 1 1 (Gq 
class) (GNA11), mRNA 


NM 003875 


Homo sapiens guanine monphosphate synthetase (GMPS), mRNA 


NM 002066 


Homo sapiens GPI anchored molecule like protein (GML), mRNA 


NM 001500 


Homo sapiens GDP-mannose 4,6-dehydratase (GMDS), mRNA 


NM 002065 


Homo sapiens glutamate-arnmonia ligase (glutamine synthase) (GLUL), mRNA 


NM 002064 


Homo sapiens glutaredoxin (thioltransferase) (GLRX), mRNA 


NM 000824 


Homo sapiens glycine receptor, beta (GLRB), mRNA 


NM 002063 


Homo sapiens glycine receptor, alpha 2 (GLRA2), mRNA 


NM 002062 


Homo saniens elucaeon-like peptide 1 receptor (GLP1R), mRNA 


NM 000170 


Homo sapiens glycine dehydrogenase (decarboxylating; glycine decarboxylase, 
glycine cleavage system protein P) (GLDC), mRNA 


NM 000169 


Homo sapiens galactosidase, alpha (GLA), mRNA 


NM 000167 


Homo sapiens glycerol kinase (GK), mRNA I 


NM 000166 

X ^XTA. WV X W 


Homo sapiens gap junction protein, beta 1, 32kD (connexin 32, Charcot-Marie- 
Tooth neuropathy, X-linked) (GJB1), mRNA 


NM 002060 


Homo sapiens gap junction protein, alpha 4, 37kD (connexin 37) (GJA4), mRNA 


NM 000164 


Homo sapiens gastric inhibitory polypeptide receptor (GIPR), mRNA 


NM 000823 


Homo sapiens growth hormone releasing hormone receptor (GHRHR), mRNA 


NM 000163 


Homo sapiens growth hormone receptor (GHR), mRNA 


NM 000821 


Homo sapiens gamma-glutamyl carboxylase (GGCX), mRNA 


NM 001495 


Homo sapiens GDNF family receptor alpha 2 (GFRA2), mRNA 


NM 002055 


Homo sapiens glial fibrillary acidic protein (GFAP), mRNA 


NM 003943 


Homo sapiens genethonin 1 (GENX-3414), mRNA 


NM 000514 


Homo sapiens glial cell derived neurotrophic factor (GDNF), mRNA 


NM 001493 


Homo sapiens GDP dissociation inhibitor 1 (GDI1), mRNA 


NM_001491 


Homo sapiens glucosaminyl (N-acetyl) transferase 2, 1-branching enzyme 
(GCNT2), mRNA 


NM_001490 


Homo sapiens glucosaminyl (N-acetyl) transferase 1, core 2 (beta-l,6-N- 
acetvlglucosaminyltransferase) (GCNT1), mRNA 


NM 000160 


Homo sapiens glucagon receptor (GCGR), mRNA 


NM 002054 


Homo sapiens glucagon (GCG), mRNA 


NM 001485 


Homo sapiens gastrulation brain homeo box 2 (GBX2), mRNA 


NM 001483 

i. T IT A \J\J ITUJ 


Homo sapiens glioblastoma amplified sequence (GBAS), mRNA 


NM 002048 


Homo sapiens growth arrest-specific 1 (GAS1), mRNA 


NM 001481 


Homo sapiens growth arrest-specific 11 (GASH), mRNA 


NM 000819 


Homo sapiens phosphoribosylglycinamide formyltransferase, 
phosphoribosylglycinamide synthetase, phosphoribosylaminoimidazole 
synthetase (GART), mRNA 


NM 002045 


Homo sapiens growth associated protein 43 (GAP43), mRNA 


NM 003614 


Homo sapiens galanin receptor 3 (GALR3), mRNA 


NM 000154 


Homo sapiens galactokinase 1 (GALK1), mRNA 


NM 001477 


Homo sapiens G antigen 7B (GAGE7B), mRNA 


NM 001476 


Homo sapiens G antigen 6 (GAGE6), mRNA 


NM 001475 


Homo sapiens G antigen 5 (GAGE5), mRNA 


NM 001474 


Homo sapiens G antigen 4 (GAGE4), mRNA 


NM 001473 


Homo sapiens G antigen 3 (GAGE3), mRNA 


NM 001472 


Homo sapiens G antigen 2 (GAGE2), mRNA 


NM 001468 


Homo sapiens G antigen 1 (GAGE1), mRNA 


NM_000818 


Homo sapiens glutamate decarboxylase 2 (pancreatic islets and brain, 65kD) 
(GAD2), mRNA 


NM 002043 


Homo sapiens gamma-aminobutyric acid (GAB A) receptor, rho 2 (GABRR2), 
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mRNA 


NM 002042 


Homo sapiens ganima-aminobutyric acid (GABA) receptor, rho 1 (GABRR1), 
mRNA 


NM_000402 


Homo sapiens glucose-6-phosphate dehydrogenase (G6PD), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001469 


Homo sapiens thyroid autoantigen 70kD (Ku antigen) (G22P1), mRNA 


MM 002037 


Homo sapiens FYN oncogene related to SRC, FGR, YES (FYN), mRNA 


NM 002036 


Homo sapiens Duffy blood group (FY), mRNA 


NM 002035 


Homo sapiens follicular lymphoma variant translocation 1 (FVT1), mRNA 


NMJ000150 


Homo sapiens fucosyltransferase 6 (alpha (1,3) fucosyltransferase) (FUT6), 
mRNA 




Homo sapiens fucosyltransferase 5 (alpha (1,3) fucosyltransferase) (FUT5), 
mRNA 


NM 002033 


Homo sapiens fucosyltransferase 4 (alpha (1 ,3) fucosyltransferase, myeloid- 
specific) (FUT4), mRNA 


NM 000149 


Homo sapiens fucosyltransferase 3 (galactoside 3(4)-L-fucosyltransferase, Lewis 
blood group included) (FUT3), mRNA 


NM 000511 


Homo sapiens fucosyltransferase 2 (secretor status included) (FUT2), mRNA 


NM_000148 


Homo sapiens fucosyltransferase 1 (galactoside 2-alpha-L-fucosyltransferase, 
Bombay phenotype included) (FUT1), mRNA 


NM 000147 


Homo sapiens fucosidase, alpha-L- 1, tissue (FUCA1), mRNA 


NM 002032 


Homo sapiens ferritin, heavy polypeptide 1 (FTH1), mRNA 


NM 000145 


Homo sapiens follicle stimulating hormone receptor (FSHR), mRNA 


NM 000510 


Homo sapiens follicle stimulating hormone, beta polypeptide (FSHB), mRNA 


NM 001463 


Homo sapiens frizzled-related protein (FRZB), mRNA 


NM 000144 


Homo sapiens Friedreich ataxia (FRDA), mRNA 


NM 001462 


Homo sapiens formyl peptide receptor-like 1 (FPRL1), mRNA 


NM 002029 


Homo sapiens formyl peptide receptor 1 (FPR1), mRNA 


NM 003838 


Homo sapiens fucose-1 -phosphate guanylyltransferase (FPGT), mRNA 


NM 002027 


Homo sapiens farnesyltransferase, CAAX box, alpha (FNTA), mRNA 


NM 002025 


Homo sapiens fragile X mental retardation 2 (FMR2), mRNA 


NM 002024 


Homo sapiens fragile X mental retardation 1 (FMR1), mRNA 


NM 001461 


Homo sapiens flavin containing monooxygenase 5 (FM05), mRNA 


NM 002022 


Homo sapiens flavin containing monooxygenase 4 (FM04), mRNA 


NM 001460 


Homo sapiens flavin containing monooxygenase 2 (FM02), mRNA 


NM 002021 


Homo sapiens flavin containing monooxygenase 1 (FMOl), mRNA } 


NM 002020 


Homo sapiens fins-related tyrosine kinase 4 (FLT4), mRNA 


NM 001459 


Homo sapiens fins-related tyrosine kinase 3 ligand (FLT3LG), mRNA 


NM_002019 


Homo sapiens fins-related tyrosine kinase 1 (vascular endothelial growth 
factor/vascular permeability factor receptor) (FLT1), mRNA 


NM 001455 


Homo sapiens forkhead box 03 A (FOX03A), mRNA 


NM 001453 


Homo sapiens forkhead box CI (FOXC1), mRNA 


NM 001451 


Homo sapiens forkhead box Fl (FOXF1), mRNA 


NM 001450 


Homo sapiens four and a half LIM domains 2 (FHL2), mRNA 


NM 001449 


Homo sapiens four and a half LIM domains 1 (FHL1), mRNA 


NM 002012 


Homo sapiens fragile histidine triad gene (FHIT), mRNA 


NM 000143 


Homo sapiens fumarate hydratase (FH), mRNA 


NM__002002 


Homo sapiens Fc fragment of IgE, low affinity E, receptor for (CD23A) 
(FCER2), mRNA 


NM_002001 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; alpha polypeptide 
(FCER1 A), mRNA 


NM 002000 


Homo sapiens Fc fragment of IeA receptor for (FCAR), mRNA 
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NM 003837 


Homo sapiens fructose-l,6-bispliosphatase 2 {bBV2), mRNA 


NM 001998 


Homo sapiens fibulin 2 (FBLN2), mRNA 


NM 003923 


Homo sapiens forkhead box HI (FOXH1), mRNA 


NM 003950 


Homo sapiens coagulation factor II (thrombin) receptor-like 3 (F2RL3), mRNA 


NM 003975 


Homo sapiens SH2 domain protein 2A (SH2D2A), mRNA 


NM 001440 


Homo sapiens exostoses (multiple)-like 3 (EXTL3), mRNA 


NM 001988 


Homo sapiens envoplakin (EVPL), mRNA 


NM 001985 


Homo sapiens electron-transfer-flavoprotein, beta polypeptide (EibB\ mRNA 




Wnmn sanipns eleetTon-tTansfer-flavoorotein aloha oolvoeotide (clutaric aciduria 
H) (ETFA), nuclear gene encoding mitochondrial protein, mRNA 


NM 001438 


Homo sapiens estrogen-related receptor gamma (ESRRG), mRNA 


XTTV K AAA 


TT/vm/\ catvif*nc #*c+r*r\ cre*n TftCPTitAT* 1 fFSRl^l mRNA 
JlOIQO SapiCUa CbuUgCIl ICV*vL/iaji l \-L«vjxvi y, iixlnj.-«(i _ v 


XTN>T AAAIOI 


UAmn canipnc w<*iciAn TRrmW rrnss-coiTinlementinf? rodent renair deficiency, 
complementation group 5 (xeroderma pigmentosum, complementation group G 

^Pnrlfflvnp ovnrlrnmeY^ fFRC!C5^ mRNA 
^l^OCKiiyilC DjrllUiUillv^y ^JC»J\.v^^«/ j / 5 uuuin 


in jyi_uu i yoj 


Wnmn saniens excision reoair cross-comolementing rodent repair deficiency, 
complementation group 1 (includes overlapping antisense sequence) (ERCC1), 
mRNA 


NM 000502 


Homo sapiens eosinophil peroxidase (EPX), mRNA 


NM 001981 


Homo sapiens epidermal growth factor receptor pathway substrate 15 (EPS 15), 
mRNA 


NM 000799 


Homo saoiens ervthronoietin fEPOl, mRNA 


NM 001980 


Homo sapiens epimorphin (EP1M), mRNA 


NM 001431 


Homo sapiens erythrocyte membrane protein band 4.1 -like 2 (EPB41L2), mRNA 


NM 001430 


Homo sapiens endothelial PAS domain protein 1 (EPAS1), mRNA 


NM 001977 

I>1VA V/V/ LSI 1 


Homo sapiens glutamyl aminopeptidase (aminopeptidase A) (ENPEP), mRNA 


NM_001974 


Homo sapiens egf-like module containing, mucin-like, hormone receptor-like 
seouence 1 fEMRl). mRNA 


NM 001425 

1NAYJL \J\J L~t4*J 


Homo sapiens epithelial membrane protein 3 (EMP3), mRNA 


NM 001424 


Homo sapiens epithelial membrane protein 2 (EMP2), mRNA 


NM 001423 


Homo sapiens epithelial membrane protein 1 (EMP1), mRNA 


iNJYl vv 1*t* I 


TTnmn saniens F 74-1 ike factor 4 (ets domain IranscriDtion factor") (ELF4), mRNA 


NM_001419 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 1 (Hu 
anti een R} (ELAVL 1 i mRNA 


NM 001972 


Homo saoiens elastase 2. neutrophil fELA2\ mRNA 


NM 001970 


Homo sapiens eukaryotic translation initiation factor 5A (EIF5 A), mRNA 


NM 001418 


UflTno ^aniens eulcarvotic translation initiation factor 4 rammi 2 (EIb4Ci2), 
mRNA 


NM 003732 


TTrkinn cnnipnQ pnWjirvntic translation initiation factor 4E bindins nrotein 3 
(EIF4EBP3), mRNA 


NM 001968 

IN 1YX Uu 1 7UQ 


TTnmn cflnipnc piiVfln/ntic translation initiation factor 4E fEIF4E\ mRNA 


NM_001416 


Homo sapiens eukaryotic translation initiation factor 4A, isoform 1 (EIF4A1), 


NM_003753 


Homo sapiens eukaryotic translation initiation factor 3, subunit 7 (zeta, 66/67kD) 


NMJ)01568 


Homo sapiens eukaryotic translation initiation factor 3, subunit 6 (48kD) 
(EIF3S6),mRNA 


NMJ)03754 


Homo sapiens eukaryotic translation initiation factor 3, subunit 5 (epsilon, 47kD) 
(EDF3S5), mRNA 


NMJ)03757 


Homo sapiens eukaryotic translation initiation factor 3, subunit 2 (beta, 36kD) 
(EIF3S2), mRNA ; 


NM 003750 


Homo sapiens eukaryotic translation initiation factor 3, subunit 10 (theta, 
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150/170kD) (EIF3S10), mRNA 


JNM.__Uv1*t1 J 


u Arn n carrieris eukarvotic translation initiation factor 2, subunit 3 (ganirna, 52kD) 
(EEF2S3^ rnRNA 


nm no3Q0R 


Homo sapiens eukaryotic translation initiation factor 2, subunit 2 (beta, 38kD ) 
(EIF2S2), rnRNA 


NM 001966 


Homo sapiens enoyl-Coen2yme A, hydratase/3-hydroxyacyl Coenzyme A 
dehydrogenase (EHHADH), nuclear gene encoding mitochondrial protein, 
rnRNA 


NM 001965 


Homo sapiens early growth response 4 (EGR4), mRNA 


NM OOlQfvi 


Homo sapiens early growth response 1 (EGR1), mRNA 


NM 001406 


Homo saniens enhrin-B3 (EFNB3). mRNA 


NM 00196? 


Homo saniens enhrin-A5 fEFNA5). mRNA 


NM 001405 


Homo sapiens ephrin-A2 (EFNA2), rnRNA 


"MM 001061 


Homo sapiens eukaryotic translation elongation factor 2 (EEF2), mRNA 


KM 001958 

rNiYl__V\/ 17JO 


Homo saniens eukarvotic translation elongation factor 1 alpha 2 (EEF1 A2), 
mRNA 


NM 001956 


Homo sapiens endothelin 2 (EDN2), mRNA 


NM 001955 


Homo saniens endothelin 1 (EDN1V mRNA 


MM 00377S 


Homo sapiens endothelial differentiation, G-protein-coupled receptor 6 (EDG6), 
mRNA 


NM 001399 

1NXV1 v/vUJ'^ 


Homo sapiens ectodermal dysplasia 1, anhidrotic (EDI), mRNA 


NM 001397 


Homo saniens endothelin converting enzyme 1 (ECE1), mRNA 


NM_003240 


Homo sapiens endometrial bleeding associated factor (left-right determination, 
factor A: transforming growth factor beta superfamily) (EBAF), mRNA 


NM 001948 


Homo saniens dUTP nvronhosnhatase (DUT), mRNA 


NM 001 945 


Homo sapiens diphtheria toxin receptor (heparin-binding epidermal growth 
factor-like growth factor) (DTR), mRNA 


NM 001939 

XN1VJL 


Homo sapiens dystrophin related protein 2 (DRP2), mRNA 


NM 001938 


Homo sapiens down-regulator of transcription 1, TBP-binding (negative cofactor 
2^ CDTLD mRNA 


nm nni^R7 


u nmn c aniens dihvdrnnvrimidinase-like 3 fDPYSL-3^. mRNA 


NM 0013RS 

XN1VA UUlJOJ 


Homo saniens dihvdronvriniidinase fDPYSV mRNA 


NM 001935 

1NAVJL V/Vf 1 ✓ J J 


Homo sapiens dipeptidylpeptidase IV (CD26, adenosine deaminase complexing 
nrotein 2^ (DPP4\ mRNA 


NM 003863 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 2, regulatory 
subunit (DPM2), mRNA 


NM 001380 


Homo sapiens dedicator of cyto-kinesis 1 (DOCK1), mRNA 


NM 001379 


Homo sapiens DNA (cytosine-5-)-methyltransferase 1 (DNMT1), mRNA 


NM 001375 


Homo sapiens deoxyribonuclease H, lysosomal (DNASE2), mRNA 


NM 001374 


Homo sapiens deoxyribonuclease I-like 2 (DNASE1L2), mRNA 


NM 001934 


Homo sapiens distal-less homeobox 4 (DLX4), mRNA 


NM 001933 


Homo sapiens dihydroUpoamide S-succinyltransferase (E2 component of 2-oxo- 
glutarate complex) (DLST), mRNA 


NM 001362 

1N1VJL \J\f 1 J\J4* 


Homo saniens deiodinase iodothvronine. tvne HI (DI03), mRNA 


NM 001360 


Homo sapiens 7-dehydrocholesterol reductase (DHCR7), mRNA 


NM_003670 


Homo sapiens basic helix-loop-helix domain containing, class B, 2 (BHLHB2), 
mRNA 


NM_001354 


Homo sapiens aldo-keto reductase family 1, member C2 (dihydrodiol 
dehydrogenase 2; bile acid binding protein; 3-alpha hydroxysteroid 
dehydrogenase, type IE) (AKR1C2), mRNA 


NM_000790 


Homo sapiens dopa decarboxylase (aromatic L-amino acid decarboxylase) 
(DDC), mRNA 
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NM 000789 


Homo sapiens dipeptidyl carboxypeptidase 1 (angiotensin I converting enzyme) 
(ACE), mRNA 


nm* n(\ 1070 


TTnmn saniens decorin (DCNi. mRNA 


NM 000788 


Homo sapiens deoxycytidine kinase (DCK), mRNA 


JNM._UU iy Ly 


u AT rtrt comWiQ HnHerennv1~f"!nen7vme A delta isomerase (3.2 trans-enovl- 
PnpriTvm^ A isnmerase^ flDClD mRNA 


XTKif OA101S 


Wrtmn canipnc Hihvdrnlinoamide branched chain transacvlase flB2 component of 
Vn-anchpH rhflin Veto acid dehvdroffenase comolex: manle syrup urine disease) 
/DRTk mRNA 


NM_001352 


Homo sapiens D site of albumin promoter (albumin D-box) binding protein 

fHTVPi tWRNA 

yLJD± )y IIIXVIN^*. 


1N1V1 UUljJi 


TTnmn saniens deleted in azoosnermia-like fDAZL), mRNA 


NM 001350 


Homo sapiens death-associated protein 6 (DAXX), mRNA 


JNJV1 UulO*f** 


TTrunn carnpns defender against cell death 1 fDADl\ mRNA 




TTnmn caniens DFTC oncogene (DNA bindine) (DEK\ mRNA 


JNiYL^UUU/ /O 


PTrimn canieTic rvtnrhrome P450 subfamilv IUA (niohedioine oxidase), 
nolvnentide 3 CCYP3A3) mRNA 


nm" nniQi6 


TTomn Qanien^ cvtochrome c-1 fCYCl 1. mRNA 




iinmn qanien<! cvtochrome b-5 ^CYB5\ nuclear eene encoding mitochondrial 
nrotein mRNA 


>M 003928 


Homo sapiens CAAX box 1 (CXX1), mRNA 


NM 003611 


Homo sapiens chromosome X open reading frame 5 (CXORF5), mRNA 


NM 003467 


Homo sapiens chemokine (C-X-C motif), receptor 4 (fusin) (CXCR4), mRNA 


NM 001338 


Homo sapiens coxsackie virus and adenovirus receptor (CXADR), mRNA 


NM 003478 

1 > I VI. wuJT / 


Homo sapiens cullin 5 (CUL5), mRNA 


NM 003591 


Homo saniens cullin 2 ( CUL2), mRNA 


NM 001336 


Homo sar>iens cathensin Z fCTSZ), mRNA 


NM 001 


Hnmo ^aniens cathensin W (IvmDhoDain) fCTSW), mRNA 


NM 001912 


Hnmo ^aniens cathensin L (CTSL\ mRNA 


NM 001333 


TTnmn <:amen<i cathensin L2 rCTSL2") mRNA 


NM 000396 


Hnmo Qanien<3 cathensin K rDVcnodvsostosis^ fCTSKl, mRNA 1 


NM 001911 

i^llVX Vv 1711 


Hnmo saniens cathensin G ( CTSG). mRNA 


NM 001910 

\J\J x .7 X V 


Homo sapiens cathepsin E (CTSE), mRNA 


NM 001909 


Homo sapiens cathepsin D (lysosomal aspartyl protease) (CTSD), mRNA 


NM 001814 
XN jyi. uuioit 


Hnmn saniens cathensin C fCTSO. mRNA 


NM 001908 


Homo sapiens cathepsin B (CTSB), mRNA 


NM 001 Q07 


tr nTnn cqnipnc rhvmntrvnQin-liVe ( rTTRT ^ mRNA 


NM 001906 


Homo sapiens chymotrypsinogen Bl (CTRB1), mRNA 


JNJVl \)\)iy\Jj 


TTnmn cortiAnc OTP cvmtVmc** /T^TP^ m"RNA 

iiomo sapiens v^ir oyninobc \\^isroj, iiu\ri£\ 


nm nm QQA 


TJr\mn eonipriQ rfltenin ^rflHVierin-flSQnciated nrotein^ beta 1 f88kD) ^CTNNB1\ 
mPNA 


NM 003798 


TTnmn saniens catenin rcadherin-associatednrotein\ alnha-like 1 fCTNNALl), 
mRNA 


NM 001903 


Homo saniens catenin fcadherin-associated nrotein), alpha 1 (102kD) 
CCTNNA1) mRNA 


NM 001902 


Homo sapiens cystathionase (cystathionine gamma-lyase) (CTH), mRNA 


NM 001901 


Homo sapiens connective tissue growth factor (CTGF), mRNA 


NM 001330 


Homo sapiens cardiotrophin 1 (CTF1), mRNA 


NM 000100 


Homo sapiens cystatin B fstefin B) (CSTB), mRNA 


NM 003650 


Homo sapiens cystatin F (leukocystatin) (CST7), mRNA 


NM 001323 


Homo sapiens cystatin E/M (CST6), mRNA 


NM 001900 


Homo sapiens cystatin D (CST5), mRNA 
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NM 001899 


Homo sapiens cystatin S (CST4), mRNA 


NM_000099 


Homo sapiens cystatin C (amyloid angiopathy and cerebral hemorrhage) (CST3), 
mRNA 


NM 001322 | 


Homo sapiens cystatin SA (CST2), mRNA 


NM 001898 


Homo sapiens cystatin SN (CST1), mRNA 


NM 001321 


Homo sapiens cysteine and glycine-rich protein 2 (CSRP2), mRNA 


NM 001896 


Homo sapiens casein kinase 2, alpha prime polypeptide (CSNK2A2), mRNA 


NM 001895 


Homo sapiens casein kinase 2, alpha 1 polypeptide (CSNK2A1), mRNA 


NM 001894 

1 1 ivx x vj *s~ 


Homo sapiens casein kinase 1, epsilon (CSNK1E), mRNA ! 


NM 001893 


Homo sapiens casein kinase 1, delta (CSNK1D), mRNA 


NM 001892 


Homo sapiens casein kinase 1, alpha 1 (CSNK1A1), mRNA 


NM 001891 


Homo sapiens casein, beta (CSN2), mRNA 


NM 001890 


Homo saniens casein, alnha (CSN1\ mRNA 


NM 000760 


Homo sapiens colony stimulating factor 3 receptor (granulocyte) (CSF3R), 
mRNA 


NM 000759 


Homo sapiens colony stimulating factor 3 (granulocyte) (CSF3), mRNA 


NM 000758 


Homo sapiens colony stimulating factor 2 (granulocyte-macrophage) (CSF2), 
mRNA 


NM 000757 


Homo sapiens colony stimulating factor 1 (macrophage) (CSF1), mRNA 


NM 003651 


Homo sapiens cold shock domain protein A (CSDA), mRNA 


NM 001315 


Homo saDiens mitoeen-activated protein kinase 14 (MAPK14), mRNA 


NM 001884 


Homo sapiens cartilage linking protein 1 (CRTL1), mRNA 


NM 001313 


Homo sapiens collapsin response mediator protein 1 (CRMP1), mRNA 


NM 001312 


Homo sapiens cysteine-rich protein 2 (CRIP2), mRNA 


NM 001311 


Homo sapiens cysteine-rich protein 1 (intestinal) (CRIP1), mRNA 


NM 000756 


Homo sapiens corticotropin releasing hormone (CRH), mRNA 


NM 001881 


Homo sapiens cAMP responsive element modulator (CREM), mRNA 


NM 003851 


Homo sapiens cellular repressor of ElA-stimulated genes (CREG), mRNA 


NM 001^10 


Homo sapiens cAMP responsive element binding protein-like 2 ((JKbBL2), 
mRNA 




Homo ^aniens activating transcription factor 2 (ATF2\ mRNA 


NM_003805 


Homo sapiens CASP2 and RIPK1 domain containing adaptor with death domain 
CCRADD} mRNA 


NMJ)01877 


Homo sapiens complement component (3d/Epstein Barr virus) receptor 2 (CR2), 
mRNA 


NMJ)00098 


Homo sapiens carnitine palmitoyltransferase 11 (CPT2), nuclear gene encoding 
mitochondrial nrotein. mRNA 


NM 001 876 


Homo saniens carnitine Dalmitovltransferase L liver (CPT1 A), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001875 


Homo sapiens carbamoyl-phosphate synthetase 1, mitochondrial (CPS1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_000097 


Homo sapiens coproporphyrinogen oxidase (coproporphyria, harderoporphyna) 
(CPO),mRNA 


NM 001871 


Homo sapiens carboxypeptidase Bl (tissue) (CPB1), mRNA 


NM 001870 


Homo sapiens carboxypeptidase A3 (mast cell) (CP A3), mRNA 


NM 001869 


Homo sapiens carboxypeptidase A2 (pancreatic) (CPA2), mRNA 


NM 001868 


Homo sapiens carboxypeptidase Al (pancreatic) (CPA1), mRNA 


NM 003571 


Homo sapiens beaded filament structural protein 2, phakinin (BFSP2), mRNA 


NM 001302 


Homo sapiens cortistatin (CORT), mRNA 


NM 003832 


Homo sapiens phosphoserine phosphatase-like (PSPHL), mRNA 


NM 001843 


Homo sapiens contactin 1 (CNTN1), mRNA 


NM 001842 I Homo sapiens ciliary neurotrophic factor rec ptor (CNTFK), mkNA 
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NM 001839 


Homo sapiens calponin 3, acidic (CNN3), mRNA 


NM 001299 


Homo sapiens calponin 1, basic, smooth muscle (CNN1), mRNA 


NM 001297 


Homo sapiens cyclic nucleotide gated channel beta 1 (CNGB1), mRNA 


NM 001298 


Homo sapiens cyclic nucleotide gated channel alpha 3 (CNGA3), mRNA 


NM 000087 


Homo sapiens cyclic nucleotide gated channel alpha 1 (CNGA1), mRNA 


NM_003570 


Homo sapiens cytidine monophosphate-N-acetylneuramimc acid hydroxylase 
(CMP-N-acetylneuraminate monooxygenase) (CMAH), mRNA 


NM 001836 


Homo sapiens chymase 1, mast cell (CMA1), mRNA 




Homo sapiens clusterin (complement lysis inhibitor, SP-40,40, sulfated 
glycoprotein 2, testosterone-repressed prostate message 2, apolipoprotein J) 
(CLU), mRNA 


nm nn 1904 


Homo sapiens cleft lip and palate associated transmembrane protein 1 
fCLPTMlY mRNA 


IN 1YL W J t / U 


Homo sapiens cysteine and glycine-rich protein 3 (cardiac LIM protein) 
(CSRP3),mRNA 


NM 001901 


Homo sapiens chloride channel, nucleotide-sensitive, 1A (CLNS1A), mRNA 


NM 003277 


Homo sapiens claudin 5 (transmembrane protein deleted in velocardiofacial 
syndrome) (CLDN5) r mRNA 


NM 001306 


Homo sapiens claudin 3 (CLDN3), mRNA 


NM 001829 l 


Homo sapiens chloride channel 3 (CLCN3), mRNA 


NM 001284 


Homo sapiens adaptor-related protein complex 3, sigma 1 subunit (AP3S1), 
mRNA 


NM 001827 


Homo sapiens CDC28 protein kinase 2 (CKS2), mRNA 


NM 001826 


Homo sapiens CDC28 protein kinase 1 (CKS1), mRNA 


NM .001824 


Homo sapiens creatine kinase, muscle (CKM), mRNA 


NM 001823 


Homo sapiens creatine kinase, brain (CKB), mRNA 


NM 001281 


Homo sapiens cytoskeleton-associated protein 1 (CKAP1), mRNA 


•MA/f 003613 


Homo sapiens cartilage intermediate layer protein, nucleotide 
pyrophosphohydrolase (CILP), mRNA 


NM 00197R 


Homo sapiens conserved helix-loop-helix ubiquitous kinase (CHUK), mRNA 


NM_003654 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 1 (CHST1), 
mRNA 


NM_000750 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 4 (CHRNB4), 
mRNA 


NM_000749 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 3 (CHRNB3), 
mRNA 


NM_000748 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 2 (neuronal) 
CCHRNB2\ mRNA 


NM_000746 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 7 (CHRNA7), 
mRNA 


NM_000745 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 5 (CHRNA5), 
mRNA 


NM 000744 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 4 (CHRNA4), 
mRNA 


NM 000743 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 3 (CHRNA3), 
mRNA 


NMJ)00742 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 2 (neuronal) 
(CHRNA2), mRNA 


NM 000741 


Homo sapiens cholinergic receptor, muscarinic 4 (CHRM4), mRNA 


NM 000740 


Homo sapiens cholinergic receptor, muscarinic 3 (CHRM3), mRNA 


NM 000739 


Homo sapiens cholinergic receptor, muscarinic 2 (CHRM2) r mRNA 


NM 000738 


Homo sapiens cholinergic receptor, muscarinic 1 (CHRM1), mRNA 
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NM 001822 


Homo sapiens chimerin (chiniaerin) 1 (CHN1), mRNA 


NM 001821 


Homo sapiens choroideremia-like (Rab escort protein 2) (CHML), mRNA 


NM 001819 


Homo sapiens chromogranin B (secretogramn 1) fCHGB), mRNA 


NM 001269 


Homo sapiens chromosome condensation 1 (CHC1), mRNA 


"MM 001967 

xNlVl \J\J 1 Z>U / 


Homo sapiens chondroadherin (CHAD), mRNA 


IN1V1_UU I O JL / 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 4 
(CEACAM4), mRNA 


NM_001816 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 8 
(CEACAM8), mRNA 


"mm nniRis 

IN iVl__w W lOlJ 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 3 
(CEACAM3), mRNA 


xNlVl UUJODJ 


Homo sapiens CGG triplet repeat binding protein 1 (CGGBP1), mRNA 


JNxVl UvlolJ 


flnmn Qaniens centromere nrotein E (312kD) (CENPE), mRNA 


IN JYl_JAF 1 OV/O 


Homo sapiens carboxyl ester lipase-like (bile salt-stimulated lipase-like) (CELL), 
mRNA 


"MM 001 R07 


Homo sapiens carboxyl ester lipase (bile salt-stimulated lipase) (CEL), mRNA 


NMJHH805 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), epsilon (CEBPE), 
mRNA 


TsTM 001265 


Homo sapiens caudal type homeo box transcription factor 2 (CDX2), mRNA 


NM 001804 


Homo sapiens caudal type homeo box transcription factor 1 (CDX1), mRNA 


NM 001803 

X^JLYX W X Ww/ 


Homo sapiens CDW52 antigen (CAMPATH-1 antigen) (CDW52), mRNA 


NM 001264 


Homo sapiens corneodesmosin (CDSN), mRNA 


NM_001263 


Homo sapiens CDP-diacylglycerol synthase (phosphatidate cytidylyltransferase) 
1 (CDS 1), mRNA 


NM 001801 


Homo sapiens cysteine dioxygenase, type I (CDOl), mRNA 


NM 001769 


Homo sapiens CD9 antigen (p24) (CD9), mRNA 


NM 001768 


Homo sapiens CD8 antigen, alpha polypeptide (p32) (CD8A), mRNA 


>JM 00^R74 


Wrnnn saniens CD84 antigen (leukocyte antigen) (CD84), mRNA 


NM 001781 


Homo sapiens CD69 antigen (p60, early T-cell activation antigen) (CD69), 
mRNA 


NM 001780 


Homo sapiens CD63 antigen (melanoma 1 antigen) (CD63), mRNA 




Homo sapiens CDS 8 antigen, (lymphocyte function-associated antigen 3) 
(CD58),mRNA 


\tu H0177R 
INiVl UU 1 / / o 


ttrrnin <;flTvien<; CD48 antigen (B-cell membrane protein) (CD48), mRNA 


NM_001777 


Homo sapiens CD47 antigen (Rh-related antigen, integrin-associated signal 

transducers (CT>47\ mRNA 


XTM 0007^"^ 


Wnmo <:anien<; CD3E antigen, ensilon oolvDeptide (TiT3 complex) (CD3E), 
mRNA 


NM 000732 


Homo sapiens CD3D antigen, delta polypeptide (TiT3 complex) (CD3D), 
mRNA 


NM 001776 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 1 (EN 1PD1), 
mRNA 


NM 001775 


Homo sapiens CD38 antigen (p45) (CD38), mRNA 


NM 001774 


Homo sapiens CD37 antigen (CD37), mRNA 


NM 001773 


Homo sapiens CD34 antigen (CD34), mRNA 


NM 003830 


Homo sapiens sialic acid binding Ig-like lectin 5 (SIGLEC5), mRNA 


NM 001245 


Homo sapiens sialic acid binding Ig-like lectin 6 (SIGLEC6), mRNA 


NM 001772 


Homo sapiens CD33 antigen (gp67) (CD33), mRNA 


NM 001767 


Homo sapiens CD2 antigen (p50), sheep red blood cell receptor (CD2), mRNA 


NM 001771 


Homo sapiens CD22 antigen (CD22), mRNA 


NM 001766 


Homo sapiens CD1D antigen, d polypeptide (CD1D), mRNA 


NM 001765 


Homo sapiens CD1C antigen, c polypeptide (CD1C), mRNA 
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NM 001764 


Tj»-,A 0 AMi<mi! fT^ITl anHopn V» nnlvnfnvHfle ( CIV) 1 ftl mRNA 


NM 001838 


domo sapiens cnemoiune ^v^-L/ rnouij rowcpiur / ^v^v^rv/ /, 


NM 001837 


Homo sapiens chemokine (C-C motif) receptor 3 (CCR3), mRNA 


NM_00l758 


TT„«, rt ...jonc /*\r/*1in "T>1 fPP A 1^)1 -naratlivrrnH aHpnntnatosis 1) (CCNJDl). 
.CiOmO Sapiens CyCJ.Ul LJ 1 ^rx\nl/l pdi£imyiuiuauwmn.uaivDxo y ) 

mRNA 


NM 000731 


Homo sapiens cnoiecystoKinin xj receptor v^v^jvoinj, iiiivi>.r». 


NM 000730 


tlomo sapiens cnoiecysioKiniii a reccpiux v^^xvrvry;, luJVLNrv 


NM 001757 


Homo sapiens carbonyl reductase 1 (CBR1), mRNA 


NM_001754 


Homo sapiens runt-related, transenpnon iacior 1 {acute myeioiu leukemia a, 
amll oncogene) (KUJNXi ), mKJN/v 


NMJ)03688 


Homo sapiens calcium/ caimoQUun-oepenaeiii serine protein kuiooo v AV<Lr * ,VJ i - ,x ^- 
family) (CAblv), rnKJN A .. 


NM 001747 


Homo sapiens capping protein (actin filament), gelsolin-like (CAPG), mRNA 


NM_001744 


Homo sapiens calcium/calmoaulin-oepenaent proxein Kinase xv ^AivjAt;, 
mRNA 


NM 001743 


Homo sapiens calmodulm 2 (pnospnoryiase Kinase, aeitaj iwu^lvizj, nn\rN/\ 


NM 001742 


Homo sapiens calcitonin receptor fCALCR), mRNA 


NM 001741 


Homo sapiens calcitomn/calcitomn-reiatea poiypepuae, aipna ^w\i^/v/, nuvi^^v 


NM_000727 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 1 
(CACNG1 ), mRNA 


NM_000726 


Homo sapiens calcium channel, voltage-dependent, beta 4 subunit (CACNB4), 
mRNA 


NM_000725 


Homo sapiens calcium channel, voltage-dependent, beta 3 subunit (CACNB3), 
mRNA 


NMJ)00724 


Homo sapiens calcium channel, voltage-dependent, beta 2 subunit (CACNB2), 
mRNA 


NMJ)00723 


Homo sapiens calcium channel, voltage-dependent, beta 1 subunit (CACNB1), 
mRNA 


NM_000721 


Homo sapiens calcium channel, voltage-dependent, alpha IE subunit 
(CACNA1E), mRNA 


NM_000720 


Homo sapiens calcium channel, voltage-dependent, L type, alpha ID subunit 
(CACNA1D), mRNA 


NM_000719 


Homo sapiens calcium channel, voltage-dependent, L, type, aipna il, suoumi 
(CACNAIC), mRNA 


NMJ)00718 


Homo sapiens calcium channel, voltage-dependent, l, type, aipna ir> suounii 

A /""TXT A 1 D\ ._-T>TkT A 

(CACNA1B), mRNA 


NMJ)01739 


Homo sapiens carbonic annyarase va, mixocnonoiiai uuiae<u g^uc 
encoding mitochondrial protein, mi\_iN/\ 


NM 001738 


Homo sapiens caroonic annyurobc 1 ^v^-rvij, iiiivL^-n. 


NM 001737 


xiomo sapiens complement eumpuncni v iiiAvt^-n. 


TwTX K A A 1 a 

NM 001736 


UrtmA caniVne r»rtT«T\l prrtAnt r« r\rrrr\r\"n f*n 'f" S TPttPTltnT 1 (CZSiL li P"3.Tldl (CJ5K.1). mKlNA. 

xiomo sapiens coixipienicni uonipuiiciit j icvc^wi x v N - , - /t * *i_,«**-»v*/ 


XTX * A A 1 T3 C 

NM 001735 


xiomo sapiens complement vompunexii j ull^l^i^. 


NM 003956 


Homo sapiens cnoiesxeroi zo-nyuroxyid&e \\,FL£.jr±j, uir\_L>_-_ 


NM 001734 


Homo sapiens complement component 1, s subcomponent (CIS), mRNA 


NM 001733 


xiomo sapiens complement component i, r buuuvjuipuucui \ v^iiv/, uicu^n. 


XTTV/T Art 1*710 

JNJVl UU1 


TTomo cnnipriQ KufvrriTiViilin ^nhfamilv 1 member Al (BTN1 A 1). mRNA 


NM 001731 


Homo sapiens B-cell translocation gene 1, antiproliferative (BTG1), mRNA 


NM 001729 


Homo sapiens betacellulin (BTC), mRNA 


NM 001728 


Homo sapiens basigin (BSG), mRNA 


NM_003742 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 11 
(ABCB1 1), mRNA 


NM 001727 


Homo sapiens bombesin-hke receptor 3 (BRS3), mRNA 
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NM 000059 


Homo sapiens breast cancer 2, early onset (BRCA2), mRNA 


NM 001725 


Homo sapiens bactericidal/pemeabiHty-increasinfi protein (BPI), mRNA 


NM 001724 


Homo sapiens 2,3-bisphosphoglycerate mutase (BPGM), mRNA 


NM 001723 


Homo sapiens bullous pemphigoid antigen 1 (230/240kD) (BPAG1), mRNA 


NM 001717 


Homo sapiens basonuclin (BNC), mRNA 


NM_001722 


Homo sapiens BN51 (BHK21) temperature sensitivity complementing (BN51T), 
mRNA 


NM 001721 


Homo sapiens BMX non-receptor tyrosine kinase (BMX), mRNA 


NM 001203 


Homo sapiens bone morphogenetic protein receptor, type IB (BMPR1B), mRNA 


NM 001720 


Homo sapiens bone morphogenetic protein 8 (osteogenic protein 2) (BMP8), 
mRNA 


NM 001719 

I^IIVX W 1/1-7 


Homo sapiens bone morphogenetic protein 7 (osteogenic protein 1) (BMP7), 
mRNA 


NM 001202 


Homo sapiens bone morphogenetic protein 4 (BMP4), mRNA 


NM_000713 


Homo sapiens biliverdin reductase B (flavin reductase (NADPH)) (BLVRB), 
mRNA 


NM 000712 


Homo sapiens biliverdin reductase A (BLVRA), mRNA 


NM 001713 


Homo sapiens betaine-homocysteine methyltransferase (BHMT), mRNA 


NM 001712 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 1 
(biliary glycoprotein) (CEACAM1), mRNA 


NM 001711 


Homo sapiens biglycan (BGN), mRNA 


NM 000711 


Homo sapiens bone gamma-carboxyglutamate (gla) protein (osteocalcin) 
(BGLAP), mRNA 


NM 001709 


Homo sapiens brain-derived neurotrophic factor (BDNF), mRNA 


NM 000710 


Homo sapiens bradykinin receptor Bl (BDKRB1), mRNA 


NM_001707 


Homo sapiens B-cell CLL/lymphoma 7B (BCL7B), mRNA 


NM 001706 


Homo sapiens B-cell CLL/lymphoma 6 (zinc finger protein 51) (BCL6), mRNA 


NM 003921 


Homo sapiens B-cell CLL/lymphoma 10 (BCL10), mRNA 


NM 003657 


Homo sapiens breast carcinoma amplified sequence 1 (BCAS1), mRNA 


NM 001188 


Homo sapiens BCL2-antagonist/killer 1 (BAK1), mRNA 


NM 001704 


Homo sapiens brain-specific angiogenesis inhibitor 3 (BAD), mRNA 


NM 001703 


Homo sapiens brain-specific angiogenesis inhibitor 2 (BAI2), mRNA 


NM 001702 


Homo sapiens brain-specific angiogenesis inhibitor 1 (BAH), mRNA 


NM 001186 

1>1VA \J\J 1 1 Ovl 


Homo sapiens BTB and CNC homology 1, basic leucine zipper transcription 
factor 1 (BACH1), mRNA 


NM_001701 


Homo sapiens bile acid Coenzyme A amino acid N-acyltransferase (glycine N- 
choloyltransf erase) (BAAT), mRNA 


NM 001185 


Homo sapiens alpha-2-glycoprotein 1, zinc (AZGP1), mRNA 


NM 001184 


Homo sapiens ataxia telangiectasia and Rad3 related (ATR), mRNA 


NM_OO0053 


Homo sapiens ATPase, Cu++ transporting, beta polypeptide (Wilson disease) 
( ATP7B) mRNA 


NMJ)03945 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 9kD 
(ATP6H) mRNA 


NM__001696 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
31kD CATP6E) mRNA 


NMJD01693 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 
polypeptide, 56/5 8kD, isoform 2 (ATP6B2), mRNA 


NMJXH692 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 
polypeptide, 56/58kD, isoform 1 (ATP6B1), mRNA 


NM 001691 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
alpha polypeptide, 70kD, isoform 2 (ATP6A2), mRNA 


NM 001690 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 



549 



WO 03/074654 



PCT/US03/05028 





alpha polypeptide, 70kD, isofonn 1 (ATP6A1), mRNA 


VIM" A A 1£Q7 


TTnmn sanipm ATP wnthase TT+ transnortinff mitochondrial Fl complex, O 

XXUIIIAJ gdUlwllO A X X OYUUlAuVj XX " U uuopui Hilt,, UUVU VUVUUi mm * * av*^, <v 

subunit (oligomycin sensitivity conferring protein) (ATP50), mRNA 


XTTVJf AA1£&£ 

INM_UU10oO 


Wnmn cnrnVriQ ATP cvntfiflQp W4- tran snnrtin v mitochondrial Fl comnlex. beta 
polypeptide (ATP5B), nuclear gene encoding mitochondrial protein, mRNA 


vja/t 00070A 


TTnmn «?aniens ATPase H47KH- exchaneine aloha DolvDeotide ( ATF4A ), mRNA 


NM_001684 


Homo sapiens ATPase, Ca+4- transporting, plasma membrane 4 (ATP2B4), 


NM_001682 


Homo sapiens ATPase, Ca-H- transporting, plasma membrane 1 (ATP2B1), 

ml) MA 


NM_001681 


Homo sapiens ATPase, Ca-H- transporting, cardiac muscle, slow twitch 2 

1 x Z/VZ ), UUSJlHJX 


NM 001679 


Homo sapiens ATPase, Na+/K+ transporting, beta 3 polypeptide (ATP1B3), 

nVDMA 
mxUNA 


NM_001678 


Homo sapiens ATPase, Na+/K+ transporting, beta 2 polypeptide (ATP1B2), 

mPMA 


NM_001677 


Homo sapiens ATPase, Na+/K+ transporting, beta 1 polypeptide (ATP1B1), 

■mPMA 

miviN/\ 


NM_000703 


Homo sapiens ATPase, Na+/K+ transporting, alpha 3 polypeptide (ATP 1 A3), 

mPMA 
TTlrsiN/v 


NM_000702 


Homo sapiens ATPase, Na+/K+ Irarisporting, alpha 2 (+) polypeptide (ATP1A2), 

mPMA 


mm 000701 


tT/ATY-irt cim'pnc ATTPoop Msi+/K'+ trflncnArtirKT alnha 1 AAlvnentide fA rFlAl i 
Homo Sapiens /iliadC, XN d. 1/ XV • uaiidpuiiiiig, aiyiia. x pv/ijLJt.puu«*< yrx.xx 

mPMA 


NM_000051 


Homo sapiens ataxia telangiectasia mutated (includes complementation groups 
A P and TYl f ATMi mRNA 


mm 001 67 s 

1N1V1 V/U 10/ J 


TTomn Qanien^ activating tran^crintion factor 4 ftax-resnonsive enhancer element 

XXU1X1U OuUlvllO ClvLx YALXXlg UCUlOwl ApUUU lAvlvl ■ ^l**yv ivi]|;vuoitv waaajwaawwa vivuawu» 

B67ifATF4i mRNA 


NM 001673 


Homo sapiens asparagine synthetase (ASNS), mRNA 


mm ooooar 


TTnrrtA ^anipn^ aroinino^iiccinate lvase fASLi mRNA 

XlvJlllVJ odlJ CLL gill ilxVJolJ.W.' ilia \x* AY Ouw vnijijyj i * I'vi ^x x 


MM 001670 


iirtmn oanipnc armnHillA renpat opne Hplete*; in velocardiofacial svndrome 
f ARVCFi mRNA 


NM 001179 


Homo sapiens ADP-ribosyltransferase 3 (ART3), mRNA 


vnur 0000A7 


Urtmft canipnc prvlcnlfataQP K rrTior»HrnHv<m1asia "nunctata 1^ fARSEi 1 mRNA 


JNJV1__UU 11 / 0 


MnmA esmfpne arvl VivHrnoarhmi rpppntnr nuclear translocator-lilce ( ARN TL\ 

lIlXviNxA. 




Hnmo ^aniens arvl hvdrocarbon receotor nuclear translocator (ARN 1 ), mRNA 


NM 001667 


Homo sapiens ADP-ribosylation factor-like 2 (ARL2), mRNA 


XJM AA 1 1 J£ 
INlVl__yJv 1 1 / O 


Unmn QflmVnc Phn frTjP HiQ^nrintinn inhibitor TCtDD eamma TARHGDIGj 

mRNA 


mm nm^ 


PTnmn cnnipnc tjiq ViAmnlAtr apnp fannilv mpmner Cr Trho Gl ( ARHG) mRN^A 


MM 001661 


TTrvmn caniAnc AT^P-riV»Acv1afiAn "fflrtAi" 4-lilfP ( ARP4T.^ mRNA 
xlUIIlU ddpiCllo l\xsx "ilUv/oy la UUll lcLUlUl t-llKO ^xixvl **JUJ, iiixvi^n. 


MM 001 6^0 


TTAmn ennipne AT^P-riViAcrvlfi'HriTi fiiptAr ^ ^ APP^^ mRNA 


MM 001 6S7 


TTrimr* c^ni f*r\ c cj rn t» V» itr cn ll in /'cnlitx/QrinAma-HpTivPn OTAWtn factori I ARECrl. 
i l\JiliU oixpiCXlo dlilLJllii CgUllXl l oUIIWalillvliia^l^'l 1 rwu ^iv/vyixi mw iui y \, u.vA-z'vjyj 

mRNA 


NM_001654 


Homo sapiens' v-raf murine sarcoma 3611 viral oncogene homolog 1 (ARAF1), 
mRNA 


NM 001169 


Homo sapiens aquarxjrin 8 (AQP8), mRNA 


NM 001651 


Homo sapiens aquaporin 5 (AQP5), rnRNA 


NM 001648 


Homo sapiens kallikrein 3, (prostate specific antigen) (KLK3), mRNA 


NM_000484 


Homo sapiens amyloid beta (A4) precursor protein (protease nexin-H, Alzheimer 
disease) (APP), rnRNA 
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NM 001647 


Homo sapiens apolipoprotein D (APOD), mRNA 


NM 001646 


Homo samens aooliooorotein C-IV CAPOC4). mRNA i 


NM 000384 


Homo sapiens apolipoprotein B (including Ag(x) antigen) (APOB), mRNA 


NM 001 fan 


Homo saniens aoolmonrotein A-II ( APOA2\ mRNA 


NM00U68 


Homo sapiens baculoviral IAP repeat-containing 5 (survivin) (BIRC5), mRNA 


nm on 1 1 fn 
iNjyi uu no/ 


TTomo ^aniens haculoviral TAP reneat-containinB 4 f RIRC4Y mRNA 


xttv/T 001 164 


Homo 9anipn<: amvloid beta f A4i nrecursor nrotein-bindinB. familv B, member 1 
fFe65 1 fAPBBl i mRNA 

^X vuJ y ^ill ±JU X J y XXXXXX1X X 


NM 001 161 


Homo s am ens amvloid beta f A4i nrecursor nrotein-bindinc. familv A, member 1 
OCinfAPBAli mRNA 

^<V1 A / ^XxX JJill y , XXXXvX 1.1TX 


NM001161 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 2 
(NUDT2). mRNA 


\ry 001617 


Unmn canipnc acvloYvaevI hvnVolase Aieutronhil i fAOAH\ mRNA 


NM 001630 


Homo sapiens annexin A8 (ANXA8), mRNA 


NM 003568 


Homo sapiens annexin A9 (ANXA9), mRNA 


XNJyL UIKJ/UU 


xiomo sapiens annexin /vi mivL>/v 


NM_001152 


Homo sapiens solute carrier family 25 (mitochondrial carrier; adenine nucleotide 

fro«c1r»r»ofrt-r\ mpmKpr ^ fQTf^^A^ niirlpar ttpnf* enrorlincx mitochondrial 
uransiocaiory, memoer d ^ojl/v^z j/vj^, nuvicai gene ciiwjuxxxg xxuiuouuixuxxax 

protein, nuviNA 


JN1VI__UU 1 1 j 1 


iinmn cartipnc cnlntp narripr familv ^TtiitofiViotidTial caTTier" adenine nucleotide 
translocator), member 4 (SLC25A4), nuclear gene encoding mitochondrial 

wntpin mP N A 


NM_001150 


Homo sapiens alanyl (membrane) aminopeptidase (aminopeptidase N, 

aminnnpTirirlaQf* M min*o«:nTnn1 aminonentida^e CTD13 "d150^ fANPEP^ mRNA 


NM 001146 


"PTTmyio QjiTiiPTiQ anoionoipfin 1 fANCirP'TI^ mRT^IA 


"MM O006QQ 


"Homo QanienQ amvla^e alnha 2 A* nancreatic ^AMY2A^ mRNA 


vu 0004X1 


TTomo ^anien<; anninomethvltransferase rfflvcine cleavaee svstem nrotein Ti 
CAMTi mRNA 

1 XVXtX X J y 1XXXVL " XX 


NM 0004R0 


Homo ^aniens adenosine mononhosohate deaminase fisoform E) fAMPD3\ 
mRNA 


NM 001144 

J. TUVA V/Ul 1 If 


Homo sapiens autocrine motility factor receptor (AMFR), mRNA 


NM 001143 


Homo sapiens amelogenin (Y chromosome) (AMELY), mRNA 


NM 001611 


Womo ^aniens alnha-1 -mierojrlohiilin/biloinin nrecursor TAMBPi mRNA 

XXVSXXxU OAUlvUe H1U1I0 X llllvlwglU ULXX1XX/ Ulivuiiui piwwavi xxt ■ i *x y ^ axjxvx^a*. 


NM 000698 


Homo sapiens arachidonate 5-lipoxygenase (ALOX5), mRNA 


NM 001140 


Homo ^aniens arachidonate 1 S-linoxv&enase ^ALOX15^ mRNA 


NM 001 11Q 


Homo <?aniens arachidonate 1 2-linoxwenase 12Rtvne fALOX^Bi mRNA 


NM 000697 


Homo sapiens arachidonate 12-lipoxygenase (ALOX12), mRNA 


NM 001 69R 
xNxVJL__U \J 1 OZO 


TTr^TYin <jflnii*nc alHn-lrptfi rpHiirtJiGP fnTnilv 1 memher Rl ^aldose reductasei 

XxUxxlvl att^JxCxxo ulUU iVClU lCulX^uxoC Xdiixiljr 1) ixivxxxi/wx ±j l ^cxiuv/ow i wuv m jv y 

TAKR1BD mRNA 


NM 0006Q6 


TTomo sarviens aldehvde dphvdroppna^e 9 ( pamma-aminobutvraldehvde 

XlVJllixy OGUivllo CxxwL^ltjr Ut* vlwxljr Ul VJL^bxiaOw ^gcxxxxxii.t* t*ixi_iii.wLy*xLjf 1 uiuwiijr v*w 

dehvdroffena.se isozvmei fAL.DH9i mRNA 


NM 000692 


Homo sapiens aldehyde dehydrogenase 5 (ALDH5), mRNA 


NM 00174R 


TTnmo saniens aldehvHe rlphvrlroaenaQe 4 f fflutarnate ffamma-semialdehvde 

dehydrogenase; pyrroline-5-carboxylate dehydrogenase) (ALDH4), mRNA 


NM 0006QO 


TTomo saniens aldehvde dehvHropenase 2 mitochondrial ( ALDH2 1 mRNA 

XXvFXXXVJ Oa|JXwXXO CLIVXVrlXJr LLWlijrUX V/gWlladv Xrj UlllvwXlUliVUAUJi ^ll yXXfa IXXXXXixx 


NM 000689 


Homo sapiens aldehyde dehydrogenase 1, soluble (AT, PHI), mRNA 


NM 001627 


Homo sapiens activated leucocyte cell adhesion molecule (ALCAM), mRNA 


NM_000688 


Homo sapiens aminolevulinate, delta-, synthase 1 (ALAS1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_003689 


Homo sapiens aldo-keto reductase family 7, member xA2 (aflatoxin aldehyde 
reductase) (AKR7A2), mRNA 


NM 003886 


Homo sapiens A kinase (PRKA) anchor protein 4 (AKAP4), mRNA 
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XTTV/T AA14KR 


tTr»T«r* canimc A 1rtn5ic#» ^*P^^1^CA^ an rh nr nrntfin 1 fATCAPl^ TYlRNTA 
XIOJUO oapiCIlo i\ KJIIflov ^* aillalUi pivlieiil 1 ^AJxru x j y iiix.VLi.rv. 


NM 001622 


Homo sapiens alpha-2-HS-glycoprotein (AHSG), mRNA 


XTTV/T AA1£^Q 


±101x10 Sapiens aiKyigiycexone pnospiiaie synuiase \avjxto j, nu\x\r\ 


xnv/T aai 1 11 
JNJVL KjvlIjD 


TJ/\mn eamonc OTQmiii ( A T71\/il -rnT? XJ A 

xiomo Sapiens aiamin ^/vrivi^, iiixvln/\ 


XTTV/T AA1 111 
JNJVL UU11J1 


nornu sapiens dULUiv cpiuiviyiiiai giy^upruiciii-iiJvc i \r\Lj\jx-t l j, uixxi^irA. 


xttv/t aaiqir 

IN JVL_U 


XlVJiliU oapiciia au.au \,\Ji ~i oiaiwu piuiwiii wv/iiiuiCA j, uc-iia l ouuluul \**"*> j-lv i 


NM00U27 | 


Homo sapiens adaptor-related protein complex 1, beta 1 subunit (AP1B1), 

TJllvLN A 


XJA/T AAA£7£ 
JNJVL UUUO/O 


xiomo sapiens adenosine t\^\j icccpiui ^/\j^wjvrvx.jj /, iiuvin/a. 


XTTV/T AAA/COM 


xiomo sapiens adenosine ai receptor ^al/uivai j, miviNA 


XTTV/T AA1 1 04 
JNJVl 001 1Z4 


xiomo sapiens aurenoineuuiiin valjjyli, mivJNA 


xnv/T nni i on 

JNJV1 UU11ZU 


xiomo sapiens tetracycline u oiiopui ici-ixkjc protein ^ 1x2.1 jx/un y 9 iiixvln/\ 


INlVL_UU 1 1 1 0 


XlOmO SapidlS aOCnyialC V/yoiaoC auUValUlg pviiypcpUUC 1 \_pillillaiyj ICV/CpiUl 

type I (ADCYAP1R1), mRNA 


JNJVL uuuooo 


xiomo sapiens aminoacyiase i \/\v^ i ij, iiixvin/y 


xnv/T nni/^ii 

JNJVL Ul/lOJj 


XlOmO SapiCHS aULlIlj aipila L,^ alllUUUl IllUoOlC, aUlla \rW^Lx\X.) 9 lllTyxSrx 


NM 001097 


Homo sapiens acrosin (ACR), mRNA 


XTTV/T AAKA1 


xiomo sapiens acy i - u o enzyme a oxiuase pnsianoyi ^rv.v^v^A.j j, mixiN/v 


XTTV/T AA15AA 


xiomo sapiens acyi-v^oenzyme j\ oxiuase z, DTancnea cnain tjixvlna 


JNJVL_UUlUy<5 


xiomo sapiens aconiiase z, miLOcnonoriai ^av^uz ) 9 nuciear gene encoamg 
mitochondrial protein, mRNA 


xnv/T nninoA 

jnm uuiuyo 


xiomo sapiens aijt ciuraxe lyase (av^l x i, mxviNA 


NM.001609 


Homo sapiens acyl-Coenzyme A dehydrogenase, short/branched chain 
^av^ajjojj j, nuciear gene encoamg miiocnonunai proiem, miviN/\ 


XTTV/T ftrtKAQ 

JNJVL UUlOUo 


Homo sapiens acyl-Coenzyme A dehydrogenase, long chain (ACADL), mRNA 


XTTV/T AA1AQ1 

jnjvl uuiuyj 


Homo sapiens acetyl-Coenzyme A carboxylase beta (ACACB), mRNA 


xnv/T AA1ACG 
JNM_UULU8y 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 3 

V/\t>V_,/vj ), mXvLNA 


xtm" nnn££i 

IN 1VL_vv/UDOj 


xiomo sapiens ^ amino u uxyra ie aimnoTxansicrase ^/vdai j 9 nuciear gene 
encoding mitochondrial protein, mRNA 


XTTV/T AA1£AC 
JNIVL UUIOUD 


xiomo sapiens aianyi-ixuNA synineiase ^aakoJ, rnxuNA 


XTTV/T fl01 101 
JNJVL UZllZJ 


TJrvmrt canianc anfifT**n 7 Sf^ATTPO^i ml? XT A 

xiomo sapiens vj antigen / \\ji\kje, i ), tjjivln a 


NM 006994 


Homo sapiens butyrophilin, subfamily 3, member A3 (BTN3A3), mRNA 


XTIV/T AA1 810 
JNJVL UU151Z 


xiomo sapiens centromere proiem o 1 ^xiiNJrL/ij, mtviN a 


NM 015983 


Homo sapiens ubiquitin-conjugating enzyme HBUCE1 (LOC51619), mRNA 


XTA/T AAQCOA 

jNJVL^uuyjyu 


Homo sapiens amine oxidase, copper containing 2 (retina-specific) (AOC2), 
transcript van ant 2, mRNA 


XTM" AAI 1 <Q 
1N1VL UUiijy 


xiomo sapiens aioenyae oxiuase i ^auai ) 9 nitvJNA 


NM_007326 


Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIA1), nuclear 
gene encoding mitochondrial protein, transcript variant S, mRNA 


XTTV/T AACI^Q 
JNJVL__UUDLjo 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 2 (arg, 
Abelson-related gene) (ABL2), transcript variant a, mRNA 


XTTV/T C\(\AAA^ 
JNIVL UU*f*W > L 


Homo sapiens xipnts 1 ^xirxxB i ) mKIN A 


NM 004089 


Homo sapiens delta sleep inducing peptide, immunoreactor (DSIPI), mRNA 


"NM 004077 


xiuinu sapiens ciuatc oyiiuiaoc ^ot, DUL/icax gene env/oumg luiiuuiiuiiuxiai 
protein, mRNA 


NM 003890 


Homo sapiens IgG Fc binding protein (FC(GAMMA)BP) mRNA 


NM_003582 


Homo sapiens dual-specificity t^osine-(Y)-phosphorylation regulated kinase 3 
(DYRK3)mRNA 


NM_001396 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 1 
(DYRK1) TjiRNA 
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CLAIMS 

What we claim is: 

1. A double-stranded short interfering nucleic acid (siNA) molecule that down- 
regulates expression of an endogenous mammalian target gene, wherein said siNA 

5 molecule comprises one or more chemical modifications and each strand of said 

double-stranded siNA comprises about 21 nucleotides. 

2. The siNA molecule of claim 1, wherein said siNA molecule comprises no 
ribonucleotides. 

3. The siNA molecule of claim 1, wherein said siNA molecule comprises 
1 0 ribonucleotides. 

4. The siNA molecule of claim 1 , wherein one of the strands of said double-stranded 
siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein the second strand of said double-stranded siNA molecule 

15 comprises a nucleotide sequence substantially similar to the nucleotide sequence 

of the endogenous mammalian target gene or a portion thereof. 

5. The siNA molecule of claim 4, wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises at 
least about 19 nucleotides that are complementary to the nucleotides of the other 

20 strand. 

6. The siNA molecule of claim 1, wherein said siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein said siNA further comprises a sense region, wherein said 

25 sense region comprises a nucleotide sequence substantially similar to the 

nucleotide sequence of said endogenous mammalian target gene or a portion 
thereof. 

7. The siNA molecule of claim 6, wherein said antisense region and said sense, 
region each comprise about 19 to about 23 nucleotides, and wherein said antisense 

30 region comprises at least about 19 nucleotides that are complementary to 

nucleotides of the sense region. 



553 



WO 03/074654 



PCTYUS03/05028 



8. The siNA molecule of claim 1, wherein said siNA molecule comprises a sense 
region and an antisense region and wherein said antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA 
encoded by the endogenous mammalian target gene or a portion thereof and said 
sense region comprises a nucleotide sequence that is complementary to said 
antisense region. 

9. The siNA molecule of claim 6, wherein said siNA molecule is assembled from 
two separate oligonucleotide fragments, wherein one fragment comprises the 
sense region and the second fragment comprises the antisense region of said siNA 
molecule. 

10. The siNA molecule of claim claim 6, wherein said sense region is connected to 
the antisense region via a linker molecule. 

1 1 . The siNA molecule of claim 1 0 3 wherein said linker molecule is a polynucleotide 
linker. 

12. The siNA molecule of claim 10, wherein said linker molecule is a non-nucleotide 
linker. 

13. The siNA molecule of claim 6, wherein pyrimidine nucleotides in the sense 
region are 2-O-methyl pyrimidine nucleotides. 

14. The siNA molecule of claim 6, wherein purine nucleotides in the sense region are 
2-deoxy purine nucleotides. 

15. The siNA molecule of claim 6, wherein the pyrimidine nucleotides present in the 
sense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides. 

16. The siNA molecule of claim 9, wherein the fragment comprising said sense region 
includes a terminal cap moiety at the 5'-end, the 3'-end, or both of the 5' and 3* 
ends of the fragment comprising said sense region. 

17. The siNA molecule of claim 16, wherein said terminal cap moiety is an inverted 
deoxy abasic moiety. 

18. The siNA molecule of claim 6, wherein the pyrimidine nucleotides of said 
antisense region are 2'-deoxy-2 -fluoro pyrimidine nucleotides. 
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19. The siNA molecule of claim 6, wherein the the purine nucleotides of said 
antisense region are 2-O-methyl purine nucleotides. 

20. The siNA molecule of claim 6, wherein the purine nucleotides present in said 
antisense region comprise 2-deoxy- purine nucleotides. 

5 21. The siNA molecule of claim 18, wherein said antisense region comprises a 
phosphorothioate internucleotide linkage at the 3' end of said antisense region. 

22. The siNA molecule of claim 6, wherein said antisense region comprises a glyceryl 
modification at the 3 f end of said antisense region. 

23. The siNA molecule of claim 9, wherein each of the two fragments of said siNA 
1 0 molecule comprise 2 1 nucleotides. 

24. The siNA molecule of claim 23, wherein about 19 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule and wherein at least two 3' terminal nucleotides of 
each fragment of the siNA molecule are not base-paired to the nucleotides of the 

1 5 other fragment of the siNA molecule. 

25. The siNA molecule of claim 24, wherein each of the two 3' terminal nucleotides 
of each fragment of the siNA molecule are 2 , -deoxy-pyrimidines. 

26. The siNA molecule of claim 25, wherein said 2 , -deoxy-pyrimidine is 2'-deoxy- 
thymidine. 

20 27. The siNA molecule of claim 23, wherein all 21 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule. 

28. The siNA molecule of claim 23, wherein about 19 nucleotides of the antisense 
region are base-paired to the nucleotide sequence of the RNA encoded by the 

25 endogenous mammalian target gene or a portion thereof. 

29. The siNA molecule of claim 23, wherein 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence of the RNA encoded by the 
endogenous mammalian target gene or a portion thereof. 

30. The siNA molecule of claim 9, wherein the 5'-end of the fragment comprising 
30 said antisense region optionally includes a phosphate group. 
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3 1 . The siNA molecule of claim 1 , wherein said mammalian gene is a human gene. 

32. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target RNA sequence, wherein each 
strand of said double-stranded siNA molecule comprises about 21 nucleotides and 
wherein said siNA molecule comprises no ribonucleotides. 

33 . The siNA molecule of claim 32, wherein said target RNA sequence is encoded by 
a human gene. 

34. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target gene, wherein each strand of said 
double-stranded siNA molecule comprises about 21 nucleotides and wherein said 
siNA molecule does not require the presence of a ribonucleotide within the siNA 
molecule for the inhibition of expression of an endogenous mammalian target 
gene. 

35. The siNA molecule of claim 34, wherein said mammalian target gene is a human 
gene. 

36. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is vascular 
endothelial growth factor (VEGF). 

37. The siNA molecule of claim 31 or claim 35, wherein said human gene is a 
receptor for VEGF. 

38 . The siNA of claim 37, wherein said receptor is VEGFR1 . 

39. The siNA of claim 37, wherein said receptor is VEGFR2. 

40. The siNA of claim 37, wherein said receptor is VEGFR3 

41 . The siNA molecule of claim 3 1 or claim 35, wherein said human gene is BCL2. 

42. The siNA molecule of claim 31 or claim 35, wherein said human gene is 
HER2/neu. 

43. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is c-Myc. 

44. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is PCNA. 

45. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is REL-A. 
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46. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is PTP1B. 

47. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is BACK 

48. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is CHK1 . 

49. The siNA molecule of claim 31 or claim 35, wherein said human gene is PKC- 
alpha. 

50. The siNA molecule of claim 31 or claim 35, wherein said human gene is EGFR 
(HER1). 

51. A pharmaceutical composition comprising the siNA molecule of claim 1 in an 
acceptable carrier or diluent. 

52. Medicament comprising the siNA molecule of claim 1 . 

53 . Active ingredient comprising the siNA molecule of claim 1 . 

54. Use of a double-stranded short interfering nucleic acid (siNA) molecule to down- 
regulate expression of an endogenous mammalian target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 
double-stranded siNA comprises about 21 nucleotides. 
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Figure 18 
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SENSE STRAND (SEQ ID NO 903) 
ALL PYRIM1DINES » T-O-ME OR 2'.FLUORO EXCEPT POSITIONS (N N) 

NjNgNgNgNNlJINNNNNNNNN N s N s k s (N s N) 
L-(N S N)NNNNNNNNNNNNNNN S N S N S N S N 

ANTISENSE STRAND (SEQ ID NO 904) • 1 

ALL PYRIM1DINES = 2--FLUORO EXCEPT POSITIONS (N N) 

SENSE STRAND (SEQ ID NO 905) 
ALL PYRIMIDINES - 2'-0-ME OR 2'-FLUORO EXCEPT POSITIONS (N N) 

. . NN.NNNNNNNNNNNNNNNNN(NN) 
L-(NN)NNNNNNNNNNNNNNNNNNN . 

ANTISENSE STRAND (SEQ ID NO 906) 
ALL PYRIMIDINES = T-FLUORO EXCEPT POSITIONS (N;N) 

• SENSE STRAND (SEQ ID NO 907) 
ALL PYRIMIDINES = 2'-0-ME OR 2'-FLUORO EXCEPT POSITIONS (N N) 

B-NNNNNNNNNNNN^NNNNNN'(NN)-B 
.L-(N S N) NNNNNNNNNNNNKNNNNNN 

. ANTISENSE STRAND (SEQ ID NO 908) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) 



-3' 
-5* 



•-3' 
-5' 



-3' 
-5' 



D 



E 



SENSE STRAND (SEQ ID NO 909) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES - 2'-DEOXY 

5- ' B-NNNNNNNNNNNNNNNNNNN(NN)-B -3' 
3'- L-(N S N)NNNNNNNNNNN'NNNN NNNN -5' 

ANTISENSE STRAND (SEQ ID NO 91 0) 
ALL' PYRIMIDINES « T-FLUORO AND ALL P.URINES - 2'-0-ME EXCEPT POSITIONS (N N) 



5'- 
3'- 



-3' 
-5' 



4 SENSE STRAND (SEQ ID NO 911) 
ALL PYRIMIDINES - 2'-FLUORO EXCEPT POSITIONS (N N) 

B-N N N N t N NNNNNNNNNNNNNN (NN)-B 
L-(NN)NNNNNNN NNNN NNNN NNNN 

ANTISENSE STRAND (SEQ ID NO 912) * 
ALL PYRIMIDINES « 2'-FLUORO AND ALL PURINES - 2'-0-ME EXCEPT POSITIONS (N N) 
^ <s 
r , "n 

SENSE STRAND (SEQ ID NO 909) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES = 2'-DEOXY 

5'- , B-N N NNNN NNNNNNNNNNNNN (NN)-B -3' 
3 r - L- (N S N) NNNN N NNNNNNNNNNNNNN -5' 

ANTISENSE STRAND (SEQ ID NO 91 3) 
l^ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES - 2'-DEOX^ 



POSITIONS (NN) CAN COMPRISE ANY NUCLEOTIDE, SUCH AS DEOXYNUCLEOTIDES 
(eg. THYMIDINE) OR UNIVERSAL BASES 

B = ABASIC, INVERTED ABASIC, INVERTED NUCLEOTIDE OR OTHER TERMINAL CAP 

■ THAT IS OPTIONALLY PRESENT 
L = GLYCERYL MOIETY THAT IS OPTIONALLY PRESENT 
S = PHOSPHOROTHIOATE OR PHOSPHORODITHIOATE 
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Figure 19 



B 



SENSE.STRAND (SEQ ID NO 914) 

^ 5'- u s UsU S G s u cuuccAuuccA u s u s G s r s r 

3'- L-J S JAAA cAGAAGGuAAG G s u s AsA s c 

. ANTISEKSE STRAND (SEQ ID NO 915) 
• SENSE STRAND (SEQ ID NO 916), 

uuuGucuucc Au uccAuiiGTT 
L-J7AA Ac A G AAGG u AAG GiiAAc 

ANTISEKSE STRAND (SEQ ID NO 917) 



5'- 
3'- 



. SENSE STRAND (SEQ ID NO 918) 

5 ! t iB-u uuGucuuccAuuccAuuGT 7-iB 

< '3 1 -'. L-r s rAA Ac AG AAGGu A A GGuAAc 

ANTISEKSE STRAND (SEQ ID NO 919) 



D 'J 



E J 



SENSE STRAND (SEQ ID NO 920) ' 

•5 ? - . iBi-uuuGucuu c cAuuccAuuGTT-iB 

3- L-r s r.aaac agaagguaagguaac 

• • .ANTISENSE STRAND'(SEQ ID NO 921)/ 
SENSE STRAND (SEQ ID NO 922) 

5'- iB-w xiuGucuucc kuucckuuG J J-iB 

3'- L-fJaaac ag aaggua agguaac 

ANTISENSE STRAND (SEQ ID NO 923) 
SENSE STRAND (SEQ ID NO 920) 

5 " . iB-uuuGucuuccA uuccA uuGTT-iB 

4 y- L-T S TA AAcAGAAGGuAAGGuAAc 

ANTISENSE STRAND (SEQ ID NO 924) 



-3' -y 
-5' 



-3' 
-5' 



j 
■ > 



-3' 
-5' > 



-3' 
-5* 



-3' 
-5' > 



-3' 
-5' 



lower case = 2'-0-Methyl or 2'-deoxy-2'-fluoro; 
italic lower case = 2'-deoxv-2'-fluoro 
ITALIC UPPER CASE = DEOXY 



B = INVERTED DEOXYABAS1C 
L = GLYCERYL MOIETY OPTIONALLY PRESENT 
S = PHOSPHOROTHIOATE OR 
PHOSPHORODITHIOATE 
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